MpenckypaHT ycnyr

OcHOBHON
Kon CtommocTb
Kog HMY HanmeHoBaHue ycnyru ycnyrm [MpnmevanHne
ycnyrm (RUB)

01 AMm6ynamopHasi 2uHeKoso2usi
01/1 KoHcynbmauyuu 2uHekonoza
01/1/3 3aoyHble KOHCynbmayuu
010202 ([B01.001.001.13 [Mpuem (ocMOTP, KOHCYNLTaLMS) -aKyLLuepa-rmHeKosiora NepBUYHbIN

3a04Has KOHCynbTauus 2 500
010204 ([B01.001.001.14 [Mpwem (oCcMOTP, KOHCYNLTALMS) -aKyLLuepa-rmHeKosiora nepBUYHbIN

3a04Has KOHCyNbTaUWs, K.M.H./goueHT/BegyLmn cneumanuct 3500
010203 ([B01.001.002.13 |[Mpnem (oCMOTpP, KOHCYILTaUUs) -aKyLlepa-rmHeKosiora NoOBTOPHbI

3a04Has KOHCynbTauus 2 500
010205 ([B01.001.002.14 |[Mpuem (oCMOTpP, KOHCYILTaUUs) -aKyLlepa-rmHeKosiora NoOBTOPHbI

3a04Has KOHCyNbTaums, K.M.H./goueHT/BegyLmn cneumanuct 3500
010263 (B01.001.001.038 [Mpuem (ocMOTp, KOHCYNbTALMSA) -aKyLLuepa-rMHeKkonora nepsuyHas

3aoyHas KoHCYnbTauusi, TMHEKONor-xXmpypr, K.M.H./goueHT/BegyLni

cneuyuanuct 3500
010264 (B01.001.002.033 [lMpurem (OCMOTp, KOHCYNbTALMSA) -aKyLlepa-rmHekornora NoBTOPHbIN

3aoyHasi KOHCYnbTaLms, TMHEKONOr-X1pypr, K.M.H./goueHT/BeyLnin

cneuuanunct 3500
010271 |[B01.001.001.043 [Mpwuem (ocMOTP, KOHCYNLTaLMS) -aKyLuepa-rmHeKkosora nepeuyHas

3aoyHas KoHCynbTaums, AeTCKUIA TMHeKonor 2 500
010273 (B01.001.001.044 [Mprem (oCcMOTP, KOHCYNbTALMSA) -aKyLLuepa-rmHeKkonora nepeuyHas

3aoyHas KoHCynbTauusi, 4eTCKUA TMHEKOnNor, K.M.H./goueHT/BegyLumi

cneymanuct 3500
010272 |[B01.001.002.037 |[Mpwnem (ocMOTp, KOHCYMNbTaUUs) -aKyLuepa-rmHeKonora noBTopHas

3aoyHas KoHcynbTaumsi, 4eTCKUA rmHekonor 2 500
010274 (B01.001.002.038 [lMpurem (OCMOTp, KOHCYMbTaLKWSA) -aKyLlepa-rMHekoriora NoBTOpHast

3aoyHas KoHCynbTaums, AETCKUIN TMHEKONOT, K.M.H./goueHT/BeayLwmn

cneuuanunct 3500
01/1/2 MueHue epaya
100811 |B01.001.001.007 |Mpuem (0CMOTP, KOHCYNbTaUMS) -aKyLlepa-rMHeKonora nepBuyHas

MHeHue Bpayva akyLlepa-rmHekonora 2000
100812 |B01.001.002.003 |MMpuem (0CMOTP, KOHCYNbTaLMSA) -aKyLlepa-rMHeKonora NoBTopHas

MHeHune Bpaya akyLiepa-ruHekornora 2 000
100813 |B01.001.001.008 |Mpuem (0CMOTp, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora nepBuyHas

MHeHue Bpaya akyllepa-ruHekosora, BeayLero cneyumanncra 2 500
100814 |B01.001.002.004 |MMpuem (OCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora NoBTopHas

MHeHune Bpaya akyLlepa-rvMHekornora, BegyLuero cneuvanvcra 2 500
010277 |[B01.001.001.047 [Mpnem (oCcMOTP, KOHCYNLTALMS) -aKyLuepa-rmHeKkonora nepe1yHas

MHeHune aeTckoro rmHekonora 2 000
010279 |[B01.001.001.048 [Mpwnem (ocMOTP, KOHCYNLTALMS) -aKyLLuepa-rmHeKkonora nepemyHas

MHeHuWe geTcKoro rmHekonora, K.M.H./4oueHT/BegyLumnii cneunannet 2 500
010278 |[B01.001.002.041 [Mpwnem (ocMOTp, KOHCYMNbTaLUs) -aKyLuepa-rmHeKkonora noBTopHas

MHeHune aeTckoro rmHekonora 2 000
010280 (B01.001.002.042 |[Mpwnem (oCcMOTP, KOHCYMNTaLUs) -aKyLLuepa-rmHeKkonora NoBTopHas

MHeHune geTcKkoro rmHekonora, K.M.H./4oueHT/BegyLumii cneunanmct 2 500
01/1/1 O4Hble KOHCcynbmayuu
010101 [B01.001.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -aKyLlepa-rMHeKornora nepBuYHbINA 2 500
010103 (B01.001.001.3 Mpuem (0CMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKornora nepBUYHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
010241 |[B01.001.001.027 [Mpuem (oCcMOTP, KOHCYNbTALMS) -aKyLUuepa-rmHeKonora nepBuYHbINn

CneuunanncTt no Ta3oBbIM ANCHYHKLMAM 2 500
010247 |[B01.001.001.030 (Mpwnem (ocMOTP, KOHCYNLTALMS) -aKyLUuepa-rmHeKonora nepBuYHbIN

CreumanucT no Ta3oBbIM AUCHYHKUMAM, K.M.H./OOUEeHT/BegyLLmnin cneumanmuct 3500
010102 (B01.001.002 [Mprem (0CcMOTp, KOHCYNbTaUKMs) -akyLlepa-rmHekornora NoOBTOPHbIN 2500
010104 (B01.001.002.3 [Mprem (oCcMOTp, KOHCYNbTaUKMA) -aKkyLlepa-rmHekonora NoBTOPHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
010242 |[B01.001.002.020 [Mprem (ocMOTp, KOHCYILTaUUs) -aKyLlepa-rmHeKosiora NoOBTOPHI

CneuunanucTt no Ta3oBbIM ANCHYHKUMAM 2 500
010248 [B01.001.002.023 [Mprem (oCMOTP, KOHCYILTaLUs) -aKyLlepa-rmHeKosiora NoOBTOPHbI

CneuunanucT no Ta3oBbIM AUCHYHKLMAM, K.M.H./OOLEHT/BeayLuin cneumanmnct 3500
010259 (B01.001.001.036 [Mpuem (ocmMOTp, KOHCYNLTALMS) -aKyLLuepa-rmHeKkosiora nepeuyHas

TMHEKONOr-XMpypr, K.M.H./0oueHT/BegyLmi cneumnanmct 3500
010260 ([B01.001.002.031 [Mprem (oCcMOTP, KOHCYILTaLUS) -aKyLlepa-rmHeKosiora NoOBTOPHbI

TMHEKONOr-XMpypr, K.M.H./0oueHT/BegyLwmi cneumnanmct 3500




010216

B01.001.001.35

Mpuem (0CMOTP, KOHCYNbTaLWS) -aKyLuepa-rmHekornora nepeuyHas

rMHEKONOr-Xmpypr 2 500
010217 |[B01.001.002.34 |[Mpuem (oCMOTP, KOHCYILTaLUs) -aKyLlepa-rmHeKosiora NoOBTOPHbI

rMHEKONOr-Xmpypr 2500
010265 ([B01.001.001.040 [Mpwem (ocMOTp, KOHCYNLTALMS) -aKyLLuepa-rmHeKkosora nepeuyHas

[eTcknin rmHekonor 2 500
010267 |[B01.001.001.041 [Mpuem (ocMOTP, KOHCYNLTALMS) -aKyLLuepa-rmHeKkosora nepeuyHas

[eTckuni ruHekonor, K.M.H./ooueHT/Begywimmn cneumnanuct 3500
010266 (B01.001.002.034 [Mpuem (oCcMOTP, KOHCYILTaLUS) -aKyLLepa-rmHeKkosiora NoBTOpHas

LeTckni rmHekonor 2 500
010268 ([B01.001.002.035 [Mpuem (ocMOTp, KOHCYILTaLUs) -aKyLlepa-rmHeKkosiora NoBTopHas

[eTckui ruHekonor, K.M.H./ooueHT/BegyLwimn cneumnanmct 3500
01/2 MaHunynayuu
010143 |[A11.20.014 BeegeHne BHyTpMMaTOYHONW cnvpanu 3 500
010159 |A11.01.012 BBegeHne NCKyCCTBEHHbIX MMMMAHTATOB B MSATKME TKaHN 3500
010184 |[A16.20.020.1 [peHupoBaHme abcliecca XeHCKMX NoroBbIX OpraHoB

C YCTaHOBKOW KaTeTepa 2 800
010307 |[A16.20.020.002 |OpeHupoBaHmne abcLecca XeHCKMX NOoroBbIX OpraHoB

C YCTaHOBKOWN KaTeTepa, K.M.H./AoLeHT/BeayLumii cneunanuct 6 700
010137 |A11.20.005 [Mony4eHune BnaranuwHoro maska 370
010170 |[A08.20.020.001 [>KngkocTHOe LMTONOrMyeckoe nccnegoBaHve Mykponpenapara ByrbBbl 1 800
010162 |[A05.30.001 Kapawnotokorpadwmsa nnoga 1000
010163 |A05.30.001.1 Kapgunotokorpadus nnoga gBONHS 1 500
010138 |[A03.20.001 Konbnockonus 1700
010147 |A11.20.003 Buoncusa TkaHel maTkn 1500
010171 |A11.20.006 Buoncusa oTBepcTusi 6apTonMHOBOW XXenesbl 15 000
010220 [A11.20.014.3 BBegeHne BHyTpMMaTOYHONM cnvpanu

lOHoHa 3 500
010144 |[A11.20.014.1 BBegeHne BHyTpMMaTOYHONW cnvpanu

MwupeHa 22 000
010306 [A16.20.020.001 [OpeHnpoBaHMe abcLecca XXEHCKMUX NOSOBbIX OpraHoB

MpumeHeHnne konbua Akobu (Jacobi Ring Catheter) 4 500
010175 [A11.01.002.001 [MogkoxxHOE BBEAEHME NIEKAPCTBEHHbLIX NpenapaToB

[MpnmeHeHne nekapcTBeHHOro nNpenapara (MimnnaHoH) 20 300
010212 |[A25.20.004.1 Ha3HayeHwue nekapcTBeHHbIX NpenapaToB nNpn 6epeMeHHOCTH

MwusonpocTon 8 200
010168 |[A25.20.004 Ha3HayeHue nekapcTBeHHbIX NpenapaToB nNpn 6epeMeHHOCTH

MudenpuctoH/Musonpocton 9 500
010157 |[A11.20.011.002 |Buroncus ek MaTkn pagnoBOSIHOBasi KOHYCOBUAHAS

1 KaTeropunsi CoXxXHoOCTU 8 300
010154 |A11.20.011.001 Buoncusa wewnkn matku paguoBorHoBast 4 400
010156 |[A11.20.011.001.2 [Buoncus Wwenkn MaTkn paguoBorHOBast

2 KaTeropusi CrioXKHOCTH 6 600
010234 |[A11.20.011.004 |Buoncus Wwenkn maTku

2 KaTeropusi CrioXXHOCTH, K.M.H./QoueHT/BeayLwmin cneumanucT 8 800
010185 [A16.01.017.001.14YnaneHne nobpokayecTBEHHbIX HOBOOBPA30BaHUIA KOXN METOAOM

anekTpoKoarynsiumm

rmHekonorus, 1 anemeHT 2200
010140 |[A16.01.017.001.1 |YoaneHune gobpokayecTBEHHbIX HOBOOOPa3oBaHWI KOXM METOAOM

3neKTpoKoarynsiLum

rMHeKornorus, 2-5 aneMeHToB BKITHOUYNTENBHO 3700
010148 |[A01.20.002 BuayanbHbIi OCMOTP HapyXHbIX NMOMOBbLIX OPraHoB

TeCT Ha nogTekaHue okononnogHbix Bog (AmniSure) 2900
010145 |[A11.20.015 YaaneHvue BHYTPUMATOYHON cnvpanu 1800
010160 |A16.30.026 YaaneHve umnnadTa, TpaHcnnaHTara 4 500
010149 |[A01.20.002.1 Bu3ayanbHbIi OCMOTP Hapy>XHbIX NOMOBbIX OPraHoB

TECT AN1A ANarHOCTUKN NpexXaeBpeMeHHbIX poaoB 1 800
010150 |[A03.20.003.002 [KoHTpacTHas axormcrepocanbnuHrocKonus 6 000
01/3 lMpoepammbi sedeHusi 6epemeHHoCcmMU
010192 |[A25.20.006.7 HasHaueHne ne4yebHO-0300pOBUTENBHOIO pexrma npyu 6epeMeHHOCT

[ononHuTensHas KOHCynbTaums -cneyuanucta B pamkax nporpammel IBb 1 800
01/4 lpozpaMmbi u akyuu
03 Am6ynamopHas yposioausi, aHOpoJsio2usi
03/1 KoHcynbmayuu yposoea
03/1/3 3ao4Hble KOHCyIbmayuu
030316 |[B01.053.001.011 [Mpnem (ocMOTP, KOHCYNLTaLUS) -yporiora NepBUYHbIN

K.M.H./OOUeHT/BegyLLmnin cneumanmcT, 3a04Has KOHCYNsTauus 3500
030317 |[B01.053.002.011 [Mpwnem (ocMOTp, KOHCYMNbTauust) -yponora NoBTOPHbI

K.M.H./OOUeHT/BegyLmnin cneumanmcT, 3a04Has KOHCYNsTauus 3500
030314 |[B01.053.001.007 [Mpwem (oCcMOTP, KOHCYNLTALUS) yporora- NepBUYHbI

3a04Has KOHCynbTauus 2 500




030315

B01.053.002.010

[Mprem (oCcMOTp, KOHCYNBTaUKWs) yporiora- NOBTOPHbIW

3a04Has KOHCynbTauus 2 500
03/1/2 MueHue epaya
100845 |B01.053.001.001 |Mpuem (0CMOTP, KOHCYNbTaLMS) -ypornora NepBUYHbIN

MHeHune Bpaya-yponora 2 000
100846 |B01.053.002.004 |Mpuem (0CMOTP, KOHCYMbTaLMS) -yporora NOBTOPHbIN

MHeHune Bpaya-yponora 2 000
100847 |B01.053.001.016 |Mpuem (0CMOTP, KOHCYNbTaLMSA) -ypornora NepBUYHbIN

MHeHune Bpaya-yponora, BegyLlero creynanucra 2 000
100848 |B01.053.002.005 |Mpuem (0CMOTP, KOHCYMbTaLMS) -yporora NOBTOPHbIN

MHeHune Bpaya-yponora, BegyLlero cneynanucra 2 000
03/11 O4Hble KOHCYnbmayuu
030312 |[B01.053.001.010 [Mpwuem (ocMOTp, KOHCYNLTaLUS) -yporiora NepPBUYHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
030313 |[B01.053.002.008 [Mpuem (ocMOTp, KOHCYIbTaUust) -yponora NoBTOPHbI

K.M.H./goueHT/BegyLimmn cneumanuct 3500
030101 [B01.053.001 Mpuem (ocMOTp, KOHCYNbTaUMSA) -ypornora nepsruyHasi 2 500
030109 (B01.053.002 [Mprem (0CMOTp, KOHCYNbTaUWs) -yporiora NOBTOPHbIN 2 500
03/2 KoHcynbmauyuu yposioza-aHOposio2a
03/2/3 3aoyHble KOHCynbmayuu
03/2/2 MueHue epaya
03/2/1 O4Hble KOHCYnbmMayuu
030103 |[B01.053.001.002 [Mpwem (ocMOTP, KOHCYNLTALUS) yporora- NepPBUYHbIN

yponor-aHgponor 2500
030301 [B01.053.001.008 [Mpuem (ocMOTP, KOHCYNLTALUS) yporora- NepBUYHbLIN

yponor-aHapornor, K.M.H./goueHT/BegyLimn cneumanucT 3500
030111 [B01.053.002.002 |[Mpuem (ocMOTp, KOHCYIbTaUust) yporora- NoBTOPHbI

yponor-aHgponor 2500
030302 [B01.053.002.006 [Mpuem (ocMOTp, KOHCYITaUUst) yporora- NoBTOPHbI

yponor-aHaponor, K.M.H./goueHT/BegyLimn cneumanucT 3500
03/3 MaHunynayuu
030121 |[A11.21.004 C6op cekpeta npocTartbl 1500
030122 |[A11.28.006.001 [Mony4eHne cockoba 13 ypetpbl 400
03/4 lpozpaMmbI u akyuu
13 AHecme3suosio2us
13/2 KoHcynbmayuu aHecme3uosoza
13/2/3 3ao4Hble KOHCcyIbmayuu
13/2/2 MHeHue epaya
13/2/1 O4HblIe KOHCYynbmayuu
130112 |B01.003.001 OcMOTp (KOHCYNbTauust) BpayoM-aHeCcTe3MoN0oroM-peaHnMaTosniorom

NnepBUYHbIN 2 000
130113 |B01.003.002 OcMOTp (KOHCyNbTauust) BpayoM-aHeCTe3MOoN0oroM-peaHnMaTosniorom

NMOBTOPHbIN 2 000
1311 Yenyau
130101 |B01.003.004.2 AHecTesunonornyeckoe nocobure (Bknoyas paHHee nocneonepaumnoHHoe

BeaeHve)

oonee 30 MuHyT 8 000
130102 |B01.003.004.1 AHecTesunonorndeckoe nocobue (Bkntoyasi paHHee nocrneonepaumnoHHoe

BegeHune)

00 30 MuHyT 5900
130136 |B01.003.004.009.4 TotanbHas BHYTPUBEHHAsS aHECTE3NSI

npu TBI 6 900
130103 |B01.003.004.005 |UHMNLTPaLMOHHas aHecTe3nst

1 cTeneHb CNOXHOCTH 600
130104 |B01.003.004.005. 1V HdpMNBTPaLMOHHasA aHecTe3nst

2 cTeneHb CNOXHOCTU 800
130105 |B01.003.004.005.3MNHdpMNLTPaLMOHHAsA aHecTe3nst

3 cTeneHb CNOXHOCTU 1000
130107 |B01.003.004.010 |KomMBMHMpPOBaHHbIV 3HOOTPaxeanbHbIN HAapKo3

1 vac 14 400
130108 |B01.003.004.010.1KomMBMHMpPOBaHHbIV 3HOOTpaxeanbHbI HAapKo3

2-011 1 Kaxablvi nocreayoLwmi Yac 6 600
130148 |B01.003.004.010.q KomBMHMpPOBaHHbIV 3HOOTpaxeanbHbI HApKo3

30 MuHyT 10 000
130109 |B01.003.004.009.4BHyTpu1BEHHAs aHanre3us

cepaums 0o 30 MUHyT 6 300
130110 |B01.003.004.009.4BHyTpuBEHHAs aHanre3us

cepaums oo 60 MUHyT 7 600
130134 |B01.003.004.001 |MecTHas aHecTe3us 500
130114 |B01.003.004.002 |lNpoBogHMKOBas aHeCcTe3ns

1 cTeneHb CNOXHOCTH 5200




130115

B01.003.004.002.1

npOBO,D,HVIKOBaﬂ aHecTe3nd

2 cTeneHb CNOXHOCTH 6 300
130116 |B01.003.004.002.4MpoBoaHMKOBasA aHeCTE3NsI

3 cTeneHb CNOXHOCTH 7 300
130121 |B01.003.004.007 |CnuHanbHasi aHecTe3uns 8 300
130130 |B01.003.004.009.3 ToTanbHas BHyTPUBEHHAA aHECTE3nst

1 vyac 9 800
130131 |B01.003.004.009.3 TotanbHas BHyTpUBEHHas aHeCTe3nst

00 30 MUHYT 5800
16 BakuyuHauyusi
16/1 Ycnyeu eakyuHayuu
160139 |B04.014.004.68 |BakunHauus

ANnst npoduNakTUKM poTaBMpycHon nHdekummn Pota-V-0ng 3070
160134 |B04.014.004.32 |BakumHauus

BaKLUMHa NapoTUTHas KynbTyparnbHas xuBas 690
160131 |B04.014.004.29 |BakumHauus

NPOTUB KIeLeBoro aHuedanuTa KynstypanbsHas odumlleHHas (OHueBup) 1100
160156 |B04.014.004.020 |BakumHauusi

AHaTOKCUH CTONOHSAYHBIV OUYNLLIEHHBIN

aacopbupoBaHHbIN Xuakmin (AC-aHaTOKCKH) 320
160114 |B04.014.004.14 |BakuuHauus

NpoTMB KOpW (BakuuHa Kopesas KynbTypHasi xusas (1 gosa/0,5 mn)) 910
160101 |B04.014.004.1 BakunHauus

oT BUpYycHoro renatuta A (Anbrasak M) 1710
160102 |B04.014.004.2 BakunHauus

ot BMNY (Fapgacun) 17770
160125 |B04.014.004.24 |BakuuHaums

ot BMNY (Liepsapukc) 8 500
160103 |B04.014.004.3 BakunHauus

ot renatuta B (Peresak) 1000
160104 |B04.014.004.4 BakunHauus

ot renatuta A (XaBpukc) 1930
160105 |B04.014.004.5 BakunHauus

oT rpunna (YnsTpUKC KBaapu) C OCMOTPOM Bpada nepes BakumHaumen 1490
160144 |B04.014.004.005 |BakuuHaums

ot rpunna (dnio-M TETPA) 1000
160106 |B04.014.004.6 BakunHauus

OT KreLeBoro aHuedanuta (BakumHa Knew-9-Bak) 1 090
160107 |B04.014.004.7 BakunHauus

OT KOKItoLwa, andtepun, ctonbHska (Agacens) 4 400
160109 |B04.014.004.9 BakunHauus

OT MEHWHIOKOKKOBOM MHbekummn (MeHakTpa) 6670
160128 |B04.014.004.27 |BakuuHaums

OT MHEBMOKOKKOBOM UH(pekummn (BakunHa "MNpeseHap 13") 3330
160117 |B04.014.004.17 |BakuuHaums

npoTMB poTaBUpycHoOn nHdekumn (PotaTek) 4180
160110 |B04.014.004.10 |BakuuHaumsa

NpoTMB BETPSHON ocnbl (Bapmnpukc) 6130
160120 |B04.014.004.20 |BakuuHaums

npotuB gudtepmn n ctonbHsika (ALC-M-aHaTOKCUH) 320
160153 |B04.014.004.015 |BakuuHaumsa

NpOTMB KOpW, KpacHyxwu, napotuta (Baktpusup) 1830
160158 |B04.014.004.025 |BakumHauus

NpOTUB KOPW, NapoTUTa U KpacHYxXM XuBas atTeHymposaHHas (Tpusana), 1

no3a/0.5 mn 1900
160111 |B04.014.004.13 |BakumHauusi

NPOTMB KpacHyxu (BakumnHa NpoTMB KpacHyxu KynbTypHas xwueas (1 gosa/0,5

mn)) 550
160133 |B04.014.004.31 |BakuuHaumsa

NpoTMB NMHEBMOKOKKOBOW MHekunn (BakuuHa NHeBmoBakc 23) 3210
160159 |B04.014.004.027 |BakuuHaums

NpOTMB NMHEBMOKOKKOBOW MHpekummn (MHemoTekc) 3210
160124 |A12.26.002 OuvaroBas npoba ¢ Ty6epKynmMHoOM 2 660
160130 |A12.26.002.1 Ouvarosasi npoba c Ty6epkynnMHoOMm 1270
12 racmpoaxmeponozus, npokmorsnozausi
12/1 racmpoaxnmeponozus
12/11 KoHcynbmayuu 2acmpoanmepoJsio2a
12/1/1/3 3aoyHble KOHCynbmayuu
120180 |B01.004.002.5 [Mprem (0CMOTp, KOHCYbTaLUMSA) -raCTPO3HTEPOIIOora NOBTOPHbIN

3aoyHas KoHCynbTaums 2 500
12/1/1/2 MueHue epaya
100801 |B01.004.001.007 |Mpuem (0CMOTP, KOHCYNbTaLMS) -raCTPO3HTEPOrora NePBUYHbIN

MHeHue Bpada-racTpoaHTepornora 1800




100802

B01.004.002.005

[Mprem (0CcMOTp, KOHCYBTaUKMS) -raCTPO3HTEPOIIora NOBTOPHbIN

MHeHne Bpada-racTpoaHTepornora 1800
12/1/1/1 O4Hble KOHCYynbmayuu
120107 |B01.004.001 [Mprem (0CMOTp, KOHCYNbTaUWs) -racTPOIHTEPONOra NePBUYHbIN 2500
120108 |B01.004.002 Mpuem (ocMOTP, KOHCYNbTaLMSA) -raCTPOIHTEPONora NOBTOPHbIN 2 500
120114 |B01.004.001.4 Mpuem (0CMOTP, KOHCYNbTaLMS) -raCTPO3HTEPONora NEPBUYHbLIN

K.M.H./AouUeHT/BegyLunin cneumanmct 3500
120115 |B01.004.002.4 Mpuem (0CMOTP, KOHCYNbTaLMSA) -racTPOIHTEPONOra NOBTOPHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
120264 |B01.004.002.008 |Mpuem (0CMOTP, KOHCYMbTaLWS) -racTPO3HTEPOIOra NOBTOPHbLIN

Kpatkasi 1800
12/1/2 MaHunynsyuu
12/2 lpokmonozaus
12/2/1 KoHcynbmayuu npokmoisioza
12/2/1/3 3ao4Hble KoOHCcyIbmayuu
120193 |B01.018.001.2 Mpuem (oCcMOTP, KOHCYNbTaLMSA) -KONOMPOKTOMNOra NepPBUYHbBI

3ao4Hasi KoHCynbTaums 2 500
120194 |B01.018.002.2 Mpuem (0CMOTP, KOHCYNbTaLMS) -KONONPOKTOSIOra NOBTOPHbI

3aoyHas KoHcynsTauus 2 500
12/2/1/2 MueHue epaya
100870 |B01.018.001.003 |Mpuem (0CMOTP, KOHCYNbTaLMSA) -KONONPOKTOsora NePBUYHLIN

MHeHue Bpada-kononpokTornora 1800
100871 |B01.018.002.003 |Mpuem (OCMOTP, KOHCYNbTaLIMS) -KONOMNPOKTOSIOra NOBTOPHbI

MHeHue Bpada-kononpokTosnora 1800
12/21111 O4Hble KOHCynbmayuu
120133 |B01.018.001 [Mprem (0CMOTp, KOHCYNbTaUKMs) -KONONPOKTOMIora NepPBUYHbIN 2500
120134 |B01.018.002 Mpuem (0CMOTP, KOHCYNbTaLMSA) -KONOMPOKTOSIOra NOBTOPHbI 2 500
120223 |B01.018.001.001 |Mpuem (0CMOTP, KOHCYMbTaLMS) -KONONPOKTONOora NepBUYHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
120224 |B01.018.002.001 |lMpuem (0CMOTP, KOHCYNbTaLMS) -KONONPOKTOSIOra NOBTOPHbI

K.M.H./OouUeHT/BegyLwmnin cneumanmcT 3500
12/2/2 MaHunynayuu
120135 |A03.19.002 PekTopomaHockonus 800
12/2/3 Onepayuu
120309 |A16.18.024.002 |3aKpbiTUE TONCTOKMLLEYHBIX CBULLEN

FiLaC (nasepHas o6paboTtka NpsIMOKMLLEYHOTO CBULLA) 30 000
120205 |A16.19.024.6 VcceyeHne annTenuanbHOro Kon4YmMKkoBOro xoaa

Pit-piching 23 000
120204 |A16.19.024.5 VcceveHme annTennanbHOro Kon4YmMKkoBOro Xoaa

Pit-piching + SiLac 30 000
120155 |A16.20.020.2 BckpbiThe u apeHupoBaHue drermoHsl (abcuecca)

AroAnYHon obnactu 5200
120197 |A16.19.034.4 BckpbITre oCcTporo rHoMHOro napanpokTuTa

ULLIMOPEKTarnbHOro 11 200
120198 |A16.19.034.5 BckpbITre oCcTporo rHoMHOro napanpokTuTa

nenbBUOPEKTarnbHOro 20 000
120149 |A16.19.034.1 BckpbITre ocTporo rHoMHOro napanpokTuTa

NOAKOXHOIo 9 500
120150 |A16.19.034.2 BckpbITre oCcTpOoro rHoMHOro napanpokTuTa

noacnm3ncToro 10 600
120212 |A16.19.013.4 YoaneHve remoppounaarnbHbiX y3nos

lemopponaakToMus oTkpbiTas (no Munnurany-MopraHny) unm 3akpbitas (no

®epriocoHy) 20 000
120213 |A16.19.013.5 YoaneHve remoppounaarnbHbiX y3nos

lemoppouaaktomusa no Whitehead (yaaneHue ogHoro ysna) 10 000
120214 |A16.19.013.6 YnoaneHve remoppounaarnbHbiX y3nos

lemoppouaakTomus no ®epriocoHy (yaaneHuwe ogHoro ysna) 12 000
120216 |A16.19.013.7 YnoaneHve remoppounaarnbHbiX y3nos

FeMoppoVA3KTOMUSA NPU LIMPKYNSPHOM remoppoe 40 000
120296 |A16.19.013.007 |YganeHue remoppovaasnbHbIX y3noB

eMoppoVA3KTOMUSA NPU LIMPKYNSPHOM reMoppoe C Ucnonb3oBaHneM Ligasure 83 000
120215 |A16.19.013.003.4 |Oe3apTepr3aums reMmoppovgasnbHbIX y3nos

[esaprepusaumnsa ¢ mykonekcuer (1 ysen) 11 000
120199 |A16.19.034.6 BckpbITe oCTpOro rHoOMHOro NapanpokTuTa

[peHupoBaHue no Seton'y 20 200
120152 |A16.19.010.1 McceyeHme Hapy>KHOro cBuLLA NPSIMON KMLLIKU

WHTPacUHKTEPHOIO 19 400
120201 |A16.19.024.2 WNcceveHne anuTtenmanbHOro Kon4YnkoBoro xona

McceyeHune knucTbl konuuka c/6e3 ylumBaHne paHeBoro gedpekta 1 creneHn

CINOXHOCTHN 18 000




120202 |A16.19.024.3 WNcceveHne anuTtenmanbHOro Kon4mkoBoro xona

McceveHmne knctbl konymka c/6es ylumBaHue paHeBoro gedekta 2 creneHm

CMOXHOCTH 25000
120203 |A16.19.024.4 NcceveHne anuTtenmanbHOro Kon4nmkoBoro xona

McceyeHune knucTbl konuuka c/6e3 ylumBaHne paHeBoro gedpekta 3 creneHn

CMOXHOCTU 35 000
120153 |A16.19.010.2 VcceyeHne Hapy>KHOro CBuLLA NPSIMON KMLLIKW

TpaHCCAHUHKTEPHOIO 22 600
120209 |A16.19.010.4 VcceveHne Hapy>KHOro CBuLLA NPSIMON KMLLIKW

TPaAHCCHUHKTEPHOIO C NNacTUKon cnHKTepa/npoBegeHnemM nuratypabl 30 000
120166 |A16.19.003.001.1 |McceveHre aHanbHOM TPELLMHBI

CO ChMHKTEPOTOMUMEN 21900
120154 |A16.19.010.3 VicceueHne Hapy>KHOro cBuLLA NPSIMON KMLLIKW

9KCTPaCHUHKTEPHOIO 30 000
120160 |A16.19.013.3 YaaneHvue remoppounganbHbiX y3ros

nasepHas Banopu3auus, 1 kateropus 25000
120164 |A16.19.003.001 |McceveHne aHanbHOW TPELUMHbI

JlazepHoe unu pagoxmpyprinyeckoe uccedeHne aHanbHom TpeLnHsl, 1

Kateropusi 20 100
120288 |A16.19.003.001.0dNcceveHme aHanbHON TpeLLmHbI

JlazepHoe unu pagoxmpypruyeckoe UcCCeYeHne aHarnbHOW TPeLLUMHbI, 2

Kareropusi 30 000
120370 |A16.19.003.001.0dNcceveHne aHanbHOM TpeLLmHbI

JlazepHoe unu pagoxmpypruyeckoe ucceyeHne aHanbHOM TpeLmHbl, 3

KaTeropusi 40 000
120310 |A16.19.024.005 |UcceveHne anuTennanbHOro KOMYMKOBOIO Xoaa

JlasepHoe ncceveHne anuTenuaneHOro konunkosoro xoga Sinus Laser Closure

(SiLaC), 1 kateropus 30 000
120210 |A16.19.010.5 McceyeHmne Hapy>KHOro CBuLLA NPSIMON KMLLIKU

MeTtoguka LIFT npu TpaHCCHUHKTEPHOM NPSMOKULLEYHOM CBULLIE C

nepemeLLeHHMeM CrM3ncTo-noaCIM3NCTOro NockyTa 32 000
120145 |A16.19.016.1 OBakyaums TPOMOUPOBaHHbIX reMopponaanbHbIX Y3roB

N3 HapY>KHOro remopponaanbHOro yana 9700
120173 |A16.19.046 McceyveHne rmnepTpoduUpoBaHHbIX aHamnbHbIX COCOYKOB 10 000
120170 |A16.19.001.1 YaaneHvue MHOPOAHOro Tena NPsSIMON KMLLKX C NOMOLLbIO pa3pesa

1 kaTeropus CroXxHoOCTn 10 000
120206 |A16.19.017.3 YaaneHve nonuna aHanbHOro KaHarna v NpsiMon KULLKN

YnaneHvne o6pa3oBaHuiA aHanbHOro kaHana 1 KaTeropusi CIoXxHoOCTU 11 800
120207 |A16.19.017.4 YaaneHve nonuna aHanbHOro KaHarna v nNpsiMon KULLIKN

YnaneHvne o6pa3oBaHuii aHanbHOro KaHana 2 KaTeropusi CIioXXHOCTU 15 500
120208 |A16.19.017.5 YaaneHve nonuna aHanbHOro KaHarna v NpsiMon KULLKN

YnaneHvne o6pa3oBaHuii aHanbHOro kaHana 3 KaTeropusi CIoXXHOCTU 17 700
120200 |A16.01.017.001.53YnaneHne nobpokayecTBEHHbIX HOBOOOPA30BaHUI KOXN METOAOM

aneKTpokoarynauum

NPOKTOOrms 10 500
120169 |A16.19.013.003.2 |Oe3apTepr3aums reMoppovganbHbIX y3nos

LLIOBHOE NIUIMpOBaHMe COCYAMCTbIX HOXEK reMopponaarnbHbiX y3noB 10 000
23 Femamousoausi
23/1 KoHcynbmayuu 2emamorsioza
23/1/3 3aoyHble KOHCynbmayuu
100182 |B01.005.001.2 [Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-remaroriora nepBUYHbIN

3a04Has KOHCynbTauus 2 500
100184 |B01.005.001.3 [Mprem (O0CcMOTp, KOHCYNbTaUMs) Bpada-remaroriora NnepBUYHbIN

3a04Has KOHCyNbTaUWs, K.M.H./goueHT/BegyLmn cneumanuct 3500
100183 |B01.005.002.2 [Mprem (0CMOTp, KOHCYNbTaUWs) Bpada-remaroniora NOBTOPHbIN

3a04Has KOHCynbTauus 2 500
100185 |B01.005.002.3 [Mprem (OCMOTp, KOHCYNbTaUWs) Bpada-remaroniora NOBTOPHbIN

3a04Has KOHCyNbTaUMs, K.M.H./goueHT/BegyLmn cneumanuct 3500
23/1/2 MueHue epaya
100827 |B01.005.001.005 |MMpuem (0CMOTP, KOHCYNbTaLMS) -reMaTonora NepBUYHbIA

MHeHue Bpada-remartonora 2 500
100828 |B01.005.002.004 |MMpuem (0CMOTP, KOHCYNbTaUMS) -reMaTonora NOBTOPHbIN

MHeHue Bpada-remartonora 2 500
100889 |B01.005.001.006 |[Mpuem (0CMOTP, KOHCYNbTaLMSA) -reMaTonora NepBUYHbIA

MHeHue Bpada-remartonora, K.M.H./0oUeHT/BegyLui cneunanmct 2 500
100890 |B01.005.002.005 |MMpuem (0CMOTP, KOHCYNbTaUMS) -reMaTonora NOBTOPHbIN

MHeHue Bpada-remartonora, K.M.H./0oUeHT/BegyLnin cneunanmct 2 500
23111 O4Hble KOHCYnbmayuu
100115 |B01.005.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-reMatonora NepBuYHbIv 3500
100113 |B01.005.001.1 Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpava-reMatonora nepBuYHbIv

K.M.H./OouUeHT/BegyLwmnin cneumanmct 3500
100116 |B01.005.002 [Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-remarorniora NoOBTOPHbIN 3 500




100114

B01.005.002.1

[Mprem (OCMOTp, KOHCYNbTaUWs) Bpada-remaroniora NOBTOPHbIN
K.M.H./goueHT/BegyLummn cneumanuct

3 500

100948

B01.005.002.007

[Mprem (OCMOTp, KOHCYbTaUMs) -rematofniora MOBTOPHbIV
Kpatkas

2500

9500

FeHemu4eckue uccnedoeaHusi

9502

Medukan NeHomukc

9502/5

TEPMUHAJIbHBIE MYTALIUU (HacnedcmeeHHbIe ¢hopMbi paKa)

Q-1.1

A27.05.040.001

OnpepeneHne 8 yacTtbix myTaumi B reHax BRCA1 n BRCA2 metogom lMNMUP

6 900

Q-1.2

A27.05.040.002

Onpepenenune geneunn B reHe BRCA2 metogom MLPA

20 000

Q-1.14

A27.05.040.009

Manenb "Bce B1Abl HacNeqcTBeHHOro paka"”

[Mo3Bonser ycTaHOBUTL Hanuymne BpOXAEHHbIX MyTauumn B 137 reHax,
[OCTOBEPHO aCCOLIMMPOBAHHbIX MPaKTUYECKM CO BCEMU U3BECTHBIMU
HacneacTeBeHHbIMU chopmamu paka. ALK, APC, ATM, ATR, AXIN2, BAP1,
BARD1, BLM, BMPR1A, BRAF, BRCA1, BRCA2, BRIP1, CDC73, CDH1,
CDK4, CDKN1B, CDKN2A, CTNNA1, CEBPA, CHEK2, DDB2, DDX41,
DICER1, DNAJC21, EGFR, EPCAM, ERCC1, ERCC2, ERCC3, ERCC4,
ERCCS5, EXO1, EXT1, EXT2, EZH2, FAM111B, FANCA, FANCB, FANCC,
FANCD2, FANCE, FANCF, FANCG, FANCI, FANCL, FANCM, FH, FLCN,
GALNT12, GATA2, GREM1, HOXB13, HRAS, ITK, JAK2, KCNN4, KIF1B, KIT,
KRAS, LZTR1, MAGT1, MAP2K1, MAP2K2, MAX, MEN1, MET, MITF, MLH1,
MLH3, MPL, MRE11A, MSH2, MSH3, MSH6, MUTYH, NBN, NF1, NF2,
NRAS, NTHL1, PALB2, PAX5, PDGFRA, PHOX2B, PMS1, PMS2, POLD1,
POLE, POLH, POT1, PPM1D, PRF1, PRKAR1A, PTCH1, PTEN, PTPN11,
RAD50, RAD51C, RAD51D, RAF1, RB1, RECQL, REST, RET, RHBDF2,
RPS20, RUNX1, SAMD9, SAMD9IL, SBDS, SDHA, SDHAF2, SDHB, SDHC,
SDHD, SH2D1A, SLX4, SMAD4, SMARCA4, SMARCB1, SMARCD2, SMAR

43 500

Q-1.13

A27.05.049.004

MaHenb "[leTckme HacneacTBeHHbIE onyxonu"

TecT Ha HacNeACTBEHHBIN paK y AeTel NO3BOSSIET YCTaHOBUTL Hanuune
naToreHHbIX MyTauuii B 70 reHax, CBS3aHHbIX C PUCKOM pPa3BUTUS
remobnactos3oB u Apyrux BuaoB paka y aeten. ALK, APC, AXIN2, BAP1, BLM,
BMPR1A, BRAF, BUB1B, CBL, CDC73, CDKN1C, CEBPA, DICER1, DIS3L2,
EPCAM, EZH2, FH, GATA2, GPC3, HRAS, KRAS, LZTR1, MAP2K1, MAP2K2,
MAX, MEN1, MLH1, MSH2, MSH6, NBN, NF1, NF2, NRAS, NSD1, NSUN2 ,
PAX5, PHOX2B, PMS2, PRF1, PRKAR1A, PTCH1, PTEN, PTPN11, RAF1,
RASA2, RECQL4, REST, RET, RIT1, RRAS, RUNX1, SDHA, SDHAF2,
SDHB, SDHC, SDHD, SHOC2, SMAD4, SMARCA, SMARCB1, SOS1, SOS2,
STK11, SUFU, TMEM127, TP53, TSC1, TSC2, VHL, WRN, WT1.

41 500

A27.05.040.005

Manenb "XXeHckne HacneacTBeHHbIE onyxonun”

VccnegoBaHme BKNOYaeT AMarHOCTUKY MyTauui B 24 reHax, 4OCTOBEPHO
acCcoUMMPOBaHHbIX C NOBbILLIEHHLIM PUCKOM Pa3BUTUSI paka MOSIOYHON Xernesbl,
paka anyHukoB u aHgomeTpusa.(BARD1, BLM, BRCA1, BRCA2, BRIP1, CDH1,
CHEK2, EPCAM, MLH1, MSH6, NBN, NF1, NTHL1, PALB2, PMS2, PTEN,
RAD50, RAD51C, RAD51D, RECQL4, SMARCA4, STK11, TP53, XRCC2.

28 500

Q-1.9

A27.05.040.006

MaHenb "HacnencteeHHaa menaHoma"

MO3BOMNSET YCTAHOBUTb HanMymne BpOXAEHHbIX (FepMUHaNbHbIX) NAaTOreHHbIX
MyTauui B 12 reHax, AOCTOBEPHO aCCOLMMPOBAHHBIX C MOBbLILLEHHLIM PUCKOM
pa3sutua menaHomel. BAP1, BRCA1, BRCA2, CDK4, CDKN2A, MITF, POT1,
PTCH1, PTEN, SUFU, TP53, WRN.

28 500

Q-1.12

A27.05.040.008

MNaHenb "HacnencTBeHHble Nenkosbl”

MccnepoBaHue BktovaeT aHanma 43 reHoB U NO3BOSSIET YCTAaHOBUTL Hanuune
NaToreHHbIX MyTaLMii CBSA3AHHbLIX C MOBbILUEHHLIM PUCKOM reMo61acTo30B.
ANKRD26, ATM, BLM, BRAF, LEOPARD, BRCA1, BRCA2, CBL, CDKN2A,
CEBPA, DDX41, DKC1, EFL1, EPCAM, ETV6, FANCA, GATA2, HAVCR?2,
HRAS, IKZF1, KRAS, MAP2K1, MAP2K2, MLH1, MSH2, MSH6, NBN, NF1,
NRAS, PAX5, PMS2, PTPN11, RIT1, RUNX1, SAMD9, SAMD9YL, SBDS,
S0S1, SRP72, TERC, TERT, TINF2, TP53

43 500

Q-1.8

A27.05.049.002

Manenb "HacnencTBeHHbIN pak xenyaka v Noaxenyao4Hon xenesb!"
NO3BONSAET YCTAHOBUTb HanMyne BpOXAEHHbIX (FepMUHaNbHbIX) NAaTOreHHbIX
MyTauui B 21 reHe, 4OCTOBEPHO aCCOLMUPOBAHHbIX C MOBbILLIEHHBIM PUCKOM
pa3BUTUA paka xenyaka u paka nogxenygoyHon xenesbl. (APC, BMPR1A,
BRCA1, BRCA2, CDKN2A, CDH1, CTNNA1, MEN1, MLH1, MSH2, MSH3,
MSH6, NF1, PALB2, PMS2, SMAD4, STK11, TP53, TSC1, TSC2, VHL

28 500

A27.05.040.004

MaHenb "HacnencTBeHHbIN pak MOMOYHOM Xenesbl"

NoO3BONSET YCTAaHOBUTb HanMymne BPOXAEHHbIX (FepPMUHaNbHbIX) NaTOreHHbIX
MyTauuii B 24 reHax, AOCTOBEPHO aCCOLMMPOBAHHBIX C MOBbLILLEHHLIM PUCKOM
pa3BuTUA paka mornoyHown xenessl (BARD1, BLM, BRCA1, BRCA2, BRIP1,
CDH1, CHEK2, EPCAM, MLH1, MSH6, NBN, NF1, NTHL1, PALB2, PMS2,
PTEN, RAD50, RAD51C, RAD51D, RECQL4, SMARCA4, STK11, TP53,
XRCC2.

28 500

Q-1.10

A27.05.049.003

Manenb "HacnencteBeHHbIN pak novkn”

MO3BOMSET YCTAHOBUTbL Hanuume BPOXAEHHbIX (FepMUHaNbHBIX) MaTOreHHbIX
MyTaumi B 22 reHax, 4OCTOBEPHO aCCOLMMPOBAHHBIX C MOBbLILLEHHLIM PUCKOM
pPa3BUTUA pasnUYHbIX HOBOOOpa3oBaHui y fetein. BAP1, CDC73, DICER1,
EPCAM, FH, FLCN, MET, MLH1, MSH2, MSH6, PMS2, PTEN, SDHB, SDHC,
SDHD, SMARCA4, SMARCB1, TP53, TSC1, TSC2, VHL, WT1

28 500




Q-1.11

A27.05.040.007

MaHenb "HacnencTBeHHbIN pak npeacTaTtensHoun xernesbl"

VccnepgoBaHve No3BoNSET YCTAHOBUTL HanM4uMe naTtoreHHbIX MyTaumin B 19
reHax, 4OCTOBEPHO CBSA3aHHbIX C MOBbILLIEHHLIM PUCKOM Pa3BUTUS paka
npegctatensHon xene3bl.ATM, BRCA1, BRCA2, BRIP1, BARD1, CHEK2,
EPCAM, FANCL, HOXB13, MLH1, MRE11A, MSH2, MSH6, NBN, PALB2,
PMS2, RAD51C, RAD51D, TP53, CDK12, CHEK1, RAD51B, RAD45L 40 500

Q-1.6 A27.05.049.001 [MaHenb "HacneacTBEHHbIN pak TONCTOM KALLKK"

MccnepoBaHme BknovaeT aHanua 21 reHa, KoTopble CBA3aHbl C PUCKOM 3TOrO,

Hanbornee pacnpocTpaHeHHOro, B1uaa paka C BblpaXKeHHbIM HacnegcTBEHHbIM

komnoHeHToM. (APC, AXIN2, BMPR1A, BLM, BMPR1A, CHEK2, EPCAM,

MLH1, MSH2, MSH3, MSH6, MUTYH, NTHL1, PMS2, POLD, POLE, PTEN,

RPS20, SMAD4, STK11, TP53. 28 500
Q-1.7 A27.30.047.001 |MNaHenb "Ty6epo3HbIfi cKNepos u Heripodmnbpomaros”

Mo3BONSAET YCTAaHOBUTb Hannyne BpOXAEHHbIX (FrepMUHanbHbIX) MyTauui B 6

reHax, accouMmpoBaHHbIX C HelpodubpomaTo3om 1 1 2 TMNoB, TyGepPO3HbIM

CKIepo3omMm, a Takke ApyrMMu 3aboneBaHusMm, KOTOpbIe KIMHUYECKN MOTyT

ObITb NOXOXUMMW Ha HelripodmbpomaTtos. . PekomeHOoBaH Npy Hanmu4uun y

POACTBEHHWUKOB ofHOro 13 aTux BmaoBs paka.KIT, NF1, NF2, SMARCB1, TSC1,

TSC2. 28 500
Q-1.3 A27.05.040.003 |MonHoe cekseHnposaHue reHoB BRCA1 n BRCA2 25000
9502/4 [AOHK-mecmabi
B FEHEAJIOTMYECKUE AHATIN3bI
aon HOINOJIHUTEJIbHBIE YCITIYTU

BbIOETIEHUE OHK U IMOJ1YYEHUE ITPO®UIIA NPU NMOBTOPHOM MNPELOCTABJIEHUN

OBPA3LA YYACTHUKA B CITYHAE HEYCIELUHOIO BbIQEJIEHUA QHK U3 NEPBOIO
[aorn-8 OBPA3LA NPU 3AKA
non-1 BbIOEJNNIEHNE OHK U3 HECTAHOAPTHOIO OBPA3LA
aon-11 TMMCbMEHHAST KOHCYJIbTALINS OKCIEPTA-FEHETUKA

PACLUMPEHUE AHATIU3UPYEMOMW MAHEJIN HA JOMOJIHUTENIbHLIE AYTOCOMHbIE
[aorn-9 MAPKEPbI
non-10 PELJEH3UPOBAHUE
A UccnedoeaHusi Ha podcmeo. MGeHmudgpukayusi nudHocmu no JHK.
A-3 AHK-NPO®UITUPOBAHUE

AOINOJIHUTEJIbHBIE YYACTHUKU UCCIIEOBAHUA (ewe 1 npednonazaemsbili unu
A-6 6e3ycnoeHbIli pOOCMBEHHUK, podumesib, pe6eHoK)
A-4 TPSIMAS UOEHTUOUKALINA TINHHOCTU
A-5 CYAEBHAS1 MOJIEKYIISIPHO-TrEHETUYECKAS OKCINEPTU3A
A-2 YcmaHoeneHue opyaux eudoe podcmea.
A-1 YcmaHoeneHue omyoecmea u MamepuHcmaea.

OlPELEJIEHUE BNOJIOrMYECKOIO POLCTBA B CEMbE: OTL{OBCTBA U
9029 MATEPUHCTBA

OlMPELEJIEHUE TUIA BUOJIOMMYECKOIO MATEPUAIJIA YEJIOBEKA B
D BUOJIOTMYECKOM IMSATHE (6e3 noucka nsimeH, nsimMHO OMMe4YeHO 3aKa34yUuKOM)
9502/3 Kapbep ckpuHuHa
C-9.12 |[B03.006.001.005 |[MHTepnpeTaums cbipbix AaHHbIx B JIKB 17 500
C-9.11 |A27.05.036.013 [Kapbep-CKpUHUHI Ha HOCMTENBLCTBO MOHOTEHHbIX 3abonesaHuii "Makcumym"

20000 reHos. JononHutenbHo: CMA, MbiweyHas anctpodums

[ioweHHa/bekkepa: NOMCK KPyNHbIX Aeneunn n gynnvkaumn B reHe DMD

(TonbKo xeH.), Jlomkaa X-xpomocoma (Y >KEHLUMH) 78 900
C-9.16 |[A27.05.036.014 |[Kapbep-CKPUHUHI Ha HOCMTENBLCTBO MOHOTEHHbIX 3aboneBanuii "Makcumym2"

20000 reHos. fononHutenbHo: CMA, MbiweyHas anctpodums

[ioweHHa/bekkepa:noncK KpYnHbIX Aeneuni n gynnnkauui B rene DMD

(Tonbko xeH.), llomkaa X-xpomocoma (y >KEHLUMH) 121 900
C-94 A27.05.036.003 |Kapbep-CKPUHUHI Ha HOCUTENBLCTBO MOHOTEHHbIX 3abonesanui "OnTuma" 110

reHoB. flononHuteneHo: CMA, MbiwevHas guctpodusa JioweHHa/bekkepa:

NMOMCK KPYMNHbIX Aeneunn n gynnukaummn B reHe DMD (Tonbko eH.), Jlomkas

X-xpomocoma (y XeHLLMH) 57 900
C-9.5 A27.05.036.004 |Kapbep-CKpUHUHI Ha HOCUTENLCTBO MOHOTEHHbIX 3aboneBanuit "OnTuma2"”

110 reHos, B Tom uncne: CMA, MbiwevHas guctpodusa AioweHHa/bekkepa:

NMOMCK KPYMNHbIX Aeneunn n aynnukaumin B reHe DMD (Tonbko eH.), Jlomkas

X-Xpomocoma (Y >KEHLLH) 99 900
C-9.6 A27.05.036.005 |Kapbep-CKPUHWUHI HA HOCUTENBLCTBO MOHOTEHHbIX 3abonesanui "Mpemunym"”

4614 reroB. [lononHutensHo: CMA, MbliweyHas guctpodus

[ioweHHa/bekkepa: NOMCK KPYNHbIX Aeneunn n gynnvkaumn B reHe DMD

(Tonbko xeH.), llomkaa X-xpomocoma (Y >KEHLUMH) 66 900
C-9.7 A27.05.036.006 |Kapbep-CKPUHWHI HA HOCUTENBLCTBO MOHOIEHHbIX 3abonesaHui "Mpemnym2"

4614 reroB. [lononHutensHo: CMA, MbliweyHas auctpodus

[ioweHHa/bekkepa: NOMCK KPyNHbIX Aeneunn n gynnvkaumn B reHe DMD

(Tonbko xeH.), llomkaa X-xpomocoma (y >KEHLUMH) 106 900
C-9.13 [B03.006.001.006 [KnuHun4eckuin ak3om 46 000
C-9.14 |B03.006.001 [MonHoe cekBeHVpoBaHWe 3Kk30Ma (BEHO3Has KPOBb) 56 000
C-9.15 |B03.006.001.004 |MonHoe cekaeHuporaHue aksoma NMPEHATATbHBIN (seHo3Has kposb +

abopTMBHbIN 6/M./ BOPCUHBI XOPUOHa/ aMHUOTUYECKas XXMAKOCTb/MYNOBUHHASA
KpOBb) 65 000




9502/8 MELIrEHETUKA
C-10 A27.05.034 Mccneposanne HocutensctBa CMA (MLPA) OnpegeneHue konnyectsa Konum

9k30HOB 7 1 8 reHoB SMN1 n SMN2, oTBETCTBEHHbIX 3@ CNMHAMNbLHYH

MblLeyHyto atpodumio (CMA) meTogoM MynbsTUMNEKCHON aMmnnndukaumum

nurnposaHHbix 30HAoB (MLPA) 10 500
C-20 B03.006.001.007 |NMomkas X-xpomocoma (Y >XEHLLUH) 14 900
C-19 A27.05.032.001 |MblweyHas amctpodms JroweHHa/bekkepa: NONCK KPYMHbIX AeneLuin n

aynnukauun B reHe DMD (Tonbko XeH.) 13 900
9502/1 HUMNT
C-7/8 Bblgaya BTOpOro 3akniodeHus (4Ba 3aKkmoyYeHns ¢ ykasaHueM rnona nnoga u

6e3) no ogHOMy aHanuay 500
C-8 A27.20.001 HEMHBA3VBHbIN MPEHATANBLHLIV TECT MGIEASY 1 Ha onpeneneHie

Hannuus y nnoga Tpucomum no 21 xpomocome (cuHapom [dayHa) +

onpefenexHne nona 19 800
C-8.1 A27.20.001 HEMHBA3VBHbIN NMPEHATANBHbIV TECT MGIEASY 2 Ha onpepneneHue

Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHgpomel JayHa,

Martay, OaBapaca) + onpegeneHve nona 22 800
C-8.2 A27.20.001 HEMHBA3VBHbIN MPEHATANBLHLIV TECT MGIEASY 3 Ha onpeneneHrie

Hannuns y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHgpombl [dayHa,

Matay, OaBapaca) +aHeynnongnm (Cungpom TepHepa, CMHOPOM

KnanHdenstepa, Tpucomus X, CuHgpom Akobea, CuHgpom XXYY) +

onpefenexHne nona 26 800
C-8.3 A27.20.001 HEMHBA3VBHbBIN NMPEHATANBLHLIN TECT MGIEASY 4 Ha onpenenexme

Hannuns y nnoga Tpucomum no 22, 21, 18, 16, 13 n 9 xpomocome +

aHeyrnnongun (CuHgpom TepHepa, cuHapom KnarnHdpensrepa, Tpucomusa X,

CuHgpom Akobea, Cunagpom XXYY) + onpegeneHune nona 30 800
C-8.4 A27.20.001 HEMHBA3VBHbIN NMPEHATANBHbIV TECT MGIEASY 5 Ha Bce XpOMOCOMBI,

BKkrtoyas aHeynnongmm (CuHgpom TepHepa, cuHgpom KnanHdensrepa,

Tpucomus X, Cungpom Akobea, CuHgpom XXYY) + onpegeneHve nona 33 800
C-1.1 A27.20.001 OMPEOENEHWE MONA NMJIOAA 97% 7 500
C-1.2 A27.20.001 OMPEOENEHME MNONA NNOOA SKCNEPTHbLIV 99% 10 500
C-2.2 A27.20.001 OMNPEOENEHMVE PE3YC-®AKTOPA MNJIOAA no kposu martepu 10 500
9502/2 nrr
P-1.1.3 |A10.20.001.001.00Modicum — oueHka noteHunana ambpuonHa (npu MIT-A B nabopartopum

Megwvkan leHOMWKC), OQHOKpaTHas OLeHKa 4 530
P-5 A08.30.025 VccnenoBaHue MonekynsapHOro kapuMotuna matepuvana Hepas3suBatoLencst

6epemeHHocTn metogoMm NGS 27 190
P-4 A10.20.001 OnpepgeneHve nnongHocTy ambproHa metogoM STR-npodmnuposBaHms

(nocne/npu MNI'T-A B nabopartopun Meaukan FeHoMuKc) 14 500
P-3 A10.20.001.001.04MNI'T Ha aHeynnonamn metogoMm NGS npu BbisiBneHun gerpagaumm OHK Ha

aTane CeKBeHUMpPOBaHMWS 20 850
P-6 A10.20.001.002 |MI'T pesyc-chakTopa ambproHa (3a 1 aMBPUOH) 27 190
P-8 A10.20.001.002.04MNIr7-M moHoreHHoro 3abonesaHusi, 1 aMOpPMOH 40 790
P-7.2 A10.20.001.002.04MogrotoBuTenbHbIN atan MNIMT-M — A4ONONHUTENBbHBIA Y4aCTHUK 12 690
P-7 A10.20.001.002.04 MogrotoBuTenbHbIN atan M T-M: paspaboTtka MHAMBMAYaNbHOW TECT-CUCTEMBI

(1 3aboneBaHve B cembe) 97 900
P-2 A10.20.001.001.0g NonHoreHomHas amnnudmkaumsa JHK obpasua buonornyeckoro marepuana 21760
P-1.1.1 |A10.20.001.003 [lNpemMnnaHTaunmoHHOe reHeTuyeckoe TectupoBaHme metogom NGS ans

NaumneHToB CO CTPYKTYPHON XpomMocoMHom nepectponkon (MIrT-CI) 30 000
P-1 A10.20.001.001 |[MMpenMnnaHTauMOHHOE reHeTUYeCKoe TECTMPOBAHME Ha aHeynnonanm

metogom NGS (MI'T-A, 4N naumeHToB ¢ HopMasibHbIM KapUOTUMOM KPOBU) 30 000
P-1.1 A10.20.001.003.0( NpeumnnaHTaLMOHHOE reHeTMYeCKoe TeCTUPOBaHNE CTPYKTYPHOMN

XpomocomHon nepecTpoiikn metogom NGS (MI'T-A) 30 000
P-11 B03.006.001.001 |CekBeHunpoBaHue no CaHrepy (1 mytaums), cembs 40 3 4YenoBek 27 190
P-12 B03.006.001.002 |CekBeHunpoBaHue no CaHrepy (2 mytaumu), cembs 4o 3 HYernoBek 44 420
P-13 B03.006.001.003 |CekBeHunpoBaHue no CaHrepy (3 myTaumm), cembs 4o 3 Yenosek 61 640
P-1.1.2 |(B03.045.026 YcTaHoBneHne NoTeHumnanbHbIX poguTenei B Ka4ecTBe reHeTUYeCKOn Matepu

1 reHeTu4eckoro otua ambpuoHa (nocne NI T-A B nabopatopuu Meaukan

leHomMuKC) 18 130
9502/7 COMATUYECKUNE MYTALIUU (xxudkocmuasi 6uoncusi)
9502/6 COMATUYECKUE MYTALWNU (onyxoneeast mKkaHb)
14 [Hepmamounozausi, kocmemonozausi
14/1 Hepmamounozus
14111 Koncynbsmauyuu depmamornoea
14/1/1/3 3ao4Hble KOHCcyIbmayuu
140168 |B01.008.001.5 Mpuem (ocMOTp, KOHCYNbTaLMA) -4epMaTOBEHEPONOra NepBUYHbIN

3aoyHas KoHcynsTauus 2500
140170 |B01.008.001.6 Mpuem (ocMOTp, KOHCYNbTaLMA) -4epMaTOBEHEPONOra NepPBUYHbIV

K.M.H./OOUeHT/BegyLLmnin cneumanmcT, 3a04Has KOHCYNsTauus 3500
140169 |B01.008.002.5 Mpuem (0CMOTP, KOHCYNbTaLMS) -AepMaToOBEHEPOora NOBTOPHbIV

3aoyHas KoHcynsTauus 2 500
140171 |B01.008.002.6 Mpuem (0CMOTP, KOHCYNbTaLMS) -AepMaToOBEHEPOOra NOBTOPHbIV

K.M.H./OOUeHT/BegyLLmnin cneumanmcT, 3a04Has KOHCYNsTauus 3500




14/1/1/2

MueHue epaya

100815 |B01.008.001.001 |Mpuem (ocMOTp, KOHCYNbTaUMS) -AepMaToBEHepOsiora NepPBUYHbIN

MHeHwue Bpava-gepmarosnora 2 000
100816 |B01.008.002.001 |Mpuem (0CMOTP, KOHCYNbTaLMS) -AepMaTOBEHEPONOra NOBTOPHbIV

MHeHwue Bpava-gepmarosnora 2 000
100817 |B01.008.001.002 |Mpuem (oCMOTp, KOHCYNbTaUMS) -AepMaToBEeHepOosiora NepBUYHbIN

MHeHue Bpava-gepmarorsora, BeayLero cneymanucTa 2 500
100818 |B01.008.002.002 |Mpuem (0CMOTP, KOHCYNbTaUMS) -AepMaTOBEHEPONOra NOBTOPHbIV

MHeHue Bpava-gepmarosora, BeayLero cneyyanucTa 2 500
14/111 O4Hble KOHCcynbmayuu
140149 |B01.008.001.4 [Mprem (O0CcMOTp, KOHCYNbTaUMs) -4epMaToOBEeHepOosora NePBUYHbIN

Tpuxonor 2 500
140150 |B01.008.002.4 [Mprem (0CMOTp, KOHCYNbTaUWs) -4epMaToBEHEPOriora NOBTOPHbIN

Tpuxonor 2 500
140305 |B01.008.002.003 |Mpuem (0CMOTP, KOHCYNbTaLMS) -AePMaTOBEHEPOSIOra NOBTOPHbI

Kpatkas 1800
140103 |B01.008.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -4epPMaTOBEHEPONOra NePBUYHbIV 2 500
140122 |B01.008.001.1 Mpuem (ocMOTp, KOHCYNbTaLMA) -4epMaTOBEHEPONOra NepPBUYHbIV

K.M.H./OouUeHT/BegyLmnin cneumanmcT 3500
140104 |B01.008.002 [Mprem (oCcMOTp, KOHCYNbTaUWs) -4epMaToBEHePOriora NOBTOPHbIN 2500
140123 |B01.008.002.1 [Mprem (0CMOTp, KOHCYNbTaUWs) -4epMaToBEHEPOriora NOBTOPHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
14/1/2 MaHunynayuu
140267 |A11.01.002.003 |lNogkoxxHOe BBEAEHME NIEKapCTBEHHbIX NpenapaToB

PRP - tepanus/nnasmarepanus,1 ceaHc 5650
140157 |B01.003.004.004.1AnnnukaunoHHas aHecTesns 370
140153 |A11.01.001 Buoncusa koxu

(Many-6uoncus) 3 500
140199 |A11.01.001.6 Buoncus koxu

(nan4-6roncms), obnacTb reHnTanmn 3500
140154 |A11.01.001.1 Buoncusa koxu

(wewB-6roncus) 4 000
140203 |A11.01.001.10 Buoncus koxu

(wenB-6uoncms), obnacTtb NUua, reHMTanun, BoNocucTasi YacTb ronoBbl 5000
140155 |A11.01.001.2 Buoncus koxu

(akcum3noHHast Groncus) 5000
140200 |A11.01.001.7 Buoncusa koxu

C HanoXxeHuew LuBa 4 000
140202 |A11.01.001.9 Buoncus koxu

C HanoXeHnem LWBa (0brnacTb reHuTanui) 5 500
140201 |A11.01.001.8 Buoncus koxu

C HanoxeHunem Lwea (obnacTb nMua, BONOCKCTasi YacTb ronoBbl) 6 000
140411 |A11.01.003.041 |BHYTpPUKOXHOE BBEAEHWE NIEKAPCTBEHHbIX NpenapaToB

BeeneHne ayTonormyHon nnasmel B o6nacts nuua 5930
140124 |A11.01.018 B3saTue obpa3ua Guonormyeckoro matepuana n3 o4aroB nopaxeHusl Ha

naTonorm4eckuin rpnbok 410
140172 |A11.01.003.1 BHyTpurKOXHOE BBeAeHMe nekapCTBEHHbIX NpenapaToB

BBeneHne ayTonormyHon nnasmMbl B 061acTb BOSIOCUCTON YacTu ronoBbl 4 060
140156 |A11.01.003 BHYTpuMKOXHOE BBEAEHME NIeKapCTBEHHbIX NpenapaToB 410
140105 |A03.01.001 OcCMOTp KOXW MoA yBENMYEHNEM (OepmaTocKonus) 830
140158 |B01.003.004.005.4NHdunbTpaLMOHHas aHecTe3nst

B flepMaToBeHeponornm 620
140160 |A11.01.010.6 MHBbekunoHHoe BBeAeHNE nekapCTBEHHbIX MPenapaToB B o4Yar NopaXKeHus

KOXM

MHBEKLMOHHOE NeyeHne rHe3aHo anoneumn B kypce (AMnpoMeTa CycrneH3uns

1 mn) 3 600
140145 |A11.01.010 MHBbEeKUMOHHOE BBEEHNE NIeKapCTBEHHbIX MPEenapaToB B o4ar NopaXxeHus

KOXM

MHbeKUMoHHOe neveHune KennovaHblx pyouos (pacteop 1 mn) 1900
140118 |A16.01.023.4 McceveHmne pyGLUOB KOXM

0o 20 cm 10 000
140196 |A16.01.028 YpaneHne mo3sonu 3170
140380 |A24.01.004.001 |KpvogecTpyKUns KOXKM

KprogecTpykums 4obpokavyeTcBEHHbIX 06pasoBaHuii, 1 anemeHT 500
140410 |A11.02.002.037 |BHYTpMMbILLEYHOE BBEOEHUE NEKAPCTBEHHBIX NPenapaToB

Jleyenne rmneprugposa npenapartom Aucnopt 22 430
140125 |A11.02.002.25 BHyTpuMbILLEYHOE BBEAEHNE NEKAPCTBEHHbIX NpenapaTos

Jlevenne runeprugposa npenapatom Penatokc 100 EQ 22 400
140402 |A11.01.002.036 |MogkoxHOe BBEOEHUE NEKAPCTBEHHbIX NpenapaToB

lMpumeHeHne pacxofgHoro matepuana ans PRP-tepanumn 4780
140144 |A03.01.001.1 OCMOTP KOXW MOA yBENMYEHNEM (AepmaTocKonus)

Tpuxockonus 830




140128

A16.01.017.001.16

YpaneHue fo6pokayecTBeHHbIX HOBOOGPa3oBaHUIA KXW METOAO0M
anekTpokoarynsauum
YaoaneHve BUPYCHbIX Nanumnnom (naxosas 3oHa) 1eq.

1780

140129

A16.01.017.001.17

YnaneHvne gobpokayecTBeHHbIX HOBOOGPa30BaHWUIA KOXN METOAOM
anekTpoKoarynsiLmm
YaaneHve BUpYCHbIX nanunnom (Tynosuile) 1eq.

790

140130

A16.01.017.001.18

YnaneHvne JoGpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXN METOAOM
3neKTpoKoarynsiLum
YnaneHne pobpokayecTBeHHOro 06beMHOro obpasoBaHms 6ornee 1 cm

4 850

140165

A16.01.017.001.54

YnaneHve nobpokayecTBEHHbIX HOBOOOPaA30BaHUIM KOXN METOLOM
aneKTpokoarynauum

YnoaneHvne gobpokayecTBEHHbIX HEBYCOB (NMLO M BOMOCMCTas YacTb rornoBbl),
0o 5 Mmm

1460

140166

A16.01.017.001.55

YnaneHve nobpokayecTBEHHbIX HOBOOOPA30BaHUIN KOXN METOLOM
aneKTpokoarynauum

YnoaneHvne gobpokayecTBEHHbIX HEBYCOB (NMLO M BOMOCUCTas YacTb rornoBbl),
cBbllwe 5 Mm

2920

140131

A16.01.017.001.19

YnaneHvne [obpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXN METOAOM
3MeKTpoKoarynaumnm
YnaneHvne JobpokadecTBEHHbIX HEBYCOB (ML) 1ea.

1680

140184

A16.01.017.001.58

YnaneHvne goGpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXN METOAOM
3neKTpoKoarynsiLum
YnoaneHvne gobpokayecTBEeHHbIX HEBYCOB (06NacTb BEK U reHUTanui)

2920

140132

A16.01.017.001.20

YnaneHvne nobpokayecTBeHHbIX HOBOOGPa30BaHUIA KOXN METOAOM
anekTpoKoarynsiumm
YnaneHvne fobpokayecTBEHHbIX HEBYCOB (MaxoBas 3oHa) 1ea.

1520

140182

A16.01.017.001.56

YnaneHvne goGpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXN METOAOM
3MeKTpoKoarynsiLum
YnoaneHvne gobpokayecTBEHHbIX HEBYCOB (TYNOBULLE U KOHEYHOCTM), 40 5 MM

1160

140183

A16.01.017.001.57

YnaneHvne JoGpokayecTBEHHbIX HOBOOBPA3oBaHUIA KOXN METOAOM
3neKTpoKoarynsiLum

YnoaneHvne go6pokayecTBEHHbIX HEBYCOB (TYNOBULLE U KOHEYHOCTU), CBbiLle 5
MM

2030

140185

A16.01.017.001.59

YnaneHve ,D,O6pOKa‘~IeCTBeHHbIX HOBOOGpa3OBaHVIl7I KOXN MEeTo40oM
ANeKTpoKoarynauunmn
YnaneHve ,D,O6pOKa‘-leCTB6HHbIX HEBYCOB CBblILLE 10 mm

3 460

140193

A16.01.017.001.67

YnaneHvne JoGpokayecTBEHHbIX HOBOOOPA3oBaHUIA KOXN METOAO0M
3neKTpoKoarynsiLum
YnaneHve kepatonanunnomMel B obnactu Bek

2 350

140191

A16.01.017.001.65

YnaneHve ,D,O6pOKa‘~IeCTBeHHbIX HOBOOGpa3OBaHVIl7I KOXN MEeTo40oM
ANeKTpoKoarynaunmn
YnaneHve Keparonanunnombl 40 5mMm

790

140192

A16.01.017.001.66

YnaneHve nobpokayecTBEHHbIX HOBOOOPaA30BaHUIN KOXN METOLOM
aneKTpokoarynauum
YnaneHue kepatonanunmombl CBbille 5 Mm

1650

140164

A16.01.020

YnaneHue KOHTarmo3HbIX MOJHCKOB
(aBucuepaums), ueHa 3a 1 Wwr.

600

140195

A16.01.017.001.69

YnaneHvne gobpokayecTBeHHbIX HOBOOGPa30BaHWUIA KOXN METOAOM
anekTpoKoarynsiumm
Yananexue kcaHtenaamsol (5-10 mm)

5620

140194

A16.01.017.001.68

YnaneHve gobpokayecTBeHHbIX HOBOOOPaA30BaHUIN KOXN METOLOM
aMneKTpokoarynauum
YnaneHue kcaHTenasmbl MeHee 5 Mm

3790

140113

A16.01.018.1

Ypanexve ,D,O6pOKa‘-IeCTBeHHbIX HOBOO6pa3OBaHVIl7I I'IOLI,KO)KHO-)KVIDOBOVI
KneTt4yaTku
1 KaTeropua CrioXXHOCTu

2800

140114

A16.01.018.2

YaaneHve pobpokayecTBEHHbIX HOBOOBPa3oBaHUI NOOKOXKHO-KMPOBON
KrnetyaTkm
2 KaTeropusi CrioXXHOCTH

4900

140173

A16.01.018.5

Ypanexve ,D,O6pOKa‘-IeCTBeHHbIX HOBOO6pa3OBaHVIl7I I'IOLI,KO)KHO-)KVIDOBOVI
KneTt4yaTku
3 KaTeropua CrioXXHOCTU

6 500

140261

A16.01.018.10

YaaneHve pobpokayecTBEeHHbIX HOBOOOPa3oBaHUI NOOKOXKHO-KMPOBON
KnetyaTkm
4 kaTeropusi CrioXHOCTH

15 000

140138

A16.01.017.001.26

YnaneHvne goGpokayecTBEHHbIX HOBOOBPA30BaHUIA KOXN METOAOM
3MeKTpoKoarynsiLum

YnoaneHve nanunnom, remadrnom (tynosuile), 1 eq. (npu yaaneHum ot 11 go
15 wr)

340

140139

A16.01.017.001.27

YnaneHvne goGpokayecTBEHHbIX HOBOOBPA3oBaHUIA KOXN METOAOM
3neKTpoKoarynsiLum

YnoaneHve nanunnom, remaHrnom (Tynosuile), 1ed. (npy yaaneHum ot 16 go
30 wr)

280




140137

A16.01.017.001.25

YnaneHvne gobpokadyecTBeHHbIX HOBOOGPa30BaHWUIA KOXN METOAOM
anekTpoKoarynsiLmm
YananeHve nanunnom, remadruom (tynosuwe), 1 ea. (npy yganexsun ot 5 go 10

wT) 520
140188 |A16.01.017.001.63YnaneHne nobpokayecTBEHHbIX HOBOOOPA30BaHUIM KOXN METOLOM

3neKTpoKoarynsiLum

YpaneHvue nanunioMmbl Beka Ha HOXKe 2250
140198 |A16.01.017.001.71YnaneHne gobpokavyecTBEHHbIX HOBOOOPa30BaHMI KOXM METOAOM

3MeKTpoKoarynsunm

YnaneHve cebopeiiHbix kepaToM (BorocucTas YacTb rofnosel), 6onee 1,5 cm 2520
140134 |A16.01.017.001.23YnaneHne fobpokayecTBEHHbIX HOBOOOPA30BaHUIM KOXN METOLOM

3neKTpoKoarynsiLum

YnaneHve cebopeiiHbix kepatoMm (nuuo) 1ea. 1250
140135 |A16.01.017.001.23YganeHue gobpokavyecTBEHHbIX HOBOOOPa30BaHWI KOXM METOLOM

3MeKTpoKoarynaumum

YnaneHne cebopeiHbix kepaToM (naxoBas 3oHa) 1en. 1500
140136 |A16.01.017.001.24YnaneHne fobpokayecTBEHHbIX HOBOOOPA30BaHUI KOXN METOLOM

3neKTpoKoarynsiuum

YnaneHve cebopeiiHbix kepaToM (Tynosuile) 1ea. 1 000
140141 |A16.01.017.001.29YnaneHne nobpokayecTBEHHbIX HOBOOOPA30BaHUIM KOXN METOAOM

3neKTpoKoarynsiLum

YnaneHve cebopeiiHbix kepaToMm (Tynosuiie) 4o 1 cm, 1ed. (npu yaanexdun 3 n

bonee w) 800
140197 |A16.01.017.001.7QYnaneHne gobpokavyecTBEHHbIX HOBOOOPa30BaHWI KOXM METOLOM

3MeKTpoKoarynsumm

YnaneHne cebopeiHbix kepatom, 6onee 1,5 cm 2570
140189 |A16.01.017.001.63YnaneHne gobpokayecTBEHHbIX HOBOOOPA30BaHUI KOXN METOLOM

3MeKTpoKoarynsiLum

YananeHve pmbpoanutenvansHoro nonuna 1430
140190 |A16.01.017.001.64YnaneHne gobpokavyecTBEHHbIX HOBOOOPa30BaHWI KOXM METOLOM

3neKTpoKoarynsunm

YnaneHve coubpoanuTenuansHoro nonvna (naxosas obnactb) 2030
140186 |A16.01.017.001.60YnaneHne fobpokayecTBEHHbIX HOBOOOPA30BaHUI KOXN METOLOM

3neKTpoKoarynsiLum

YaaneHve 4eppu aHrMoMbl MeHee 5 MM 940
140187 |A16.01.017.001.61YnaneHne gobpokayecTBEHHbIX HOBOOOPa30BaHMI KOXM METOLOM

3reKTpoKkoarynsunm

YaaneHve 4eppuy aHrMoMbl CBbILE 5 MM 2220
140263 |A03.01.001.005 |OcMOTp KOXM NOA YBENUYEHNEM (OEPMaTOCKONMS)

doToTpuxorpamma 3200
14/2 Kocmemonozaus
14/2/1 KoHcynbmayuu kocmMemousioea
14/2/1/3 3ao4Hble KoOHCcyIbmayuu
14/2/1/2 MueHue epaya
14/2/1/1 O4Hble KOHCYynbmayuu
140209 |B01.008.003 [Mprem (ocMOTp, KOHCYNbTaLMSA) Bpadya-KOCMeTonora nepBuYHbIN 2500
140262 |B01.008.004 Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-kocMeTonora NoBTOPHbIN 2 500
14/2/2 MaHunynayuu
140412 |B01.003.004.004.JAnnnnkauMoHHas aHecTe3ns

B KOCMETOrornm 500
24 JlabopamopHbie uccnedosaHusi
24/27 remomecm
24/45 reHomed
24/9 UHBUTPO
9021 AJIIEPIOJIOrMYECKUE UCCIIEQOBAHUA
6846M22{A09.05.118.000.09Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2900
6833M5 [A09.05.118.000.07|Candida albicans (m5) IgE, ImmunoCAP 1400
6834M2 [A09.05.118.000.08 Cladosporium herbarum (m2) IgE, ImmunoCAP 1400
6475 ImmunoCAP. lNpegBakuMHaunoHHas naHenb (TpyunTtasa aKCTpaKTbl

annepreHoB:k80 ®opmanbaermna/dopmanut; f45 Opoxokn nekapckune

(Saccharomyces cerevisiae); 232 OanbbymMuH (anb6yMUH SSUYHBINR),

HaTUBHbIV anneprokoMnoHeHT (nGal d2)) 5500
6476 ImmunoCAP. lNpegonepauunoHHas naHene (TpunTtasa; 9KCTpaKTbl annepreHos:

k82 Jlatekc/Hevea braziiliensis; c8 XnoprekcuanH; c74 >XenatuH kopoBuii) 5900
6863M22|A09.05.118 Malassezia spp. (m227) IgE, ImmunoCAP 2 340
6041AB [A09.05.118.002.24Malassezia spp. (m227), IgE 600
6832M1 [A09.05.118.000.09Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1250
6802PH (B03.002.004.000.4Phadiatop ImmunoCAP, IgE 3560
6801P1 |[B03.002.004.000.dPhadiatop Infant ImmunoCAP, IgE 3020
6055AB [A09.05.118.002.36 A6pukoc (f237), IgE (Apricot (f237), IgE) 600
66632 [A09.05.118 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE,

ImmunoCAP) 2 340
6050A6 [A09.05.118.002.31|ABokago (f96), IgE (Avocado (f96), IgE) 600




66605 |[A09.05.118 Asokapo (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE,

ImmunoCAP) 1680
6292A6 [A09.05.118.004.49 Akauus (t19), IgE (Acacia (119), IgE) 630
6429 AnnepreH c6, AmokcuumnnuH, Ige, ImmunoCap (Amoxicillin (c6), IgE,

ImmunoCap) 2100
6403 AnnepreH €201, Kanapenka gomawwHss, IgE, ImmunoCap 2100
6405 AnnepreH f214, Wnwunart, IgE, ImmunoCap 2100
6432 AnnepreH f40, TyHey xentonépbii, IgE, ImmunoCap (Tuna/Yellow fin (f40),

IgE, ImmunoCap) 2100
6413 AnnepreH f81, Cbip Yenaep, IgE, ImmunoCap 2100
6418 AnnepreH f82, Cbip ¢ nnecetbto, IgE, ImmunoCap 2100
6417 AnnepreH 86, Metpywka, IgE, ImmunoCap 2100
6402 AnnepreH i8, Monb, IgE, ImmunoCap 2100
6425 AnnepreH t205, BysuHa yepHas, IgE, ImmunoCap (Elder (t205), IgE,

ImmunoCap) 2100
66654 AnneprokomnoHeHT d202 - Knewy gomawwuHen noinv nDer p 1, IgE

(ImmunoCAP) (Allergen component d202 - Dust mite nDer p 1, IgE

(ImmunoCAP)) 4 500
66653 AnneprokomnoHeHT d203 - Knew, gomaiuHen neinu rDer p 2, IgE

(ImmunoCAP) (Allergen component d203 - Dust mite rDer p 2, IgE

(ImmunoCAP)) 4 500
1881-K Anneprounn ALEX2 (Allergy Explorer 2), no 300 anneprorectoB 31300
6279ABb [A09.05.118.004.37|Anoa gpesoBugHoe (w65), IgE (Aloe arborescens (w65), IgE) 630
6806F76 [A09.05.118.000.10 Anbca-nakransbymuH (nBos d4) (f76) IgE, ImmunoCAP 2630
6024ABb [A09.05.118.002.08 Anbca-nakransbymuH (nBos d4) (f76), IgE (Alpha Lactalbumin, nBos d4 (f76),

IgE) 600
6121 A09.05.118.001.37|Anbda-naktoansbymuH, IgE (Alpha lactalbumin, IgE, f76) 750
6002W1 [A09.05.118.001.58 Am6po3ns (w1), IgE (Ambrosia (w1), IgE) 750
6572 AM6Gpo3us Bbicokast, w1, IgE, ImmunoCAP (Common ragweed (Ambrosia

artemisiifolia), IgE, ImmunoCAP) 1500
6814W23(A09.05.118.000.11|AmMbpo3ns Bbicokas, nonbiHONMCTHas, nAmb a1 (w230) IgE, ImmunoCAP 2 630
6941 AMGpo3ns noxHas (w4), IgE, ImmunoCAP 4 300
6242ABb [A09.05.118.004.01|Ambpo3nsi obbikHoBeHHas (w1) , IgE 630
6226ABb [A09.05.118.003.89Amokcunumnnut (c204), IgE (Amoxicillin (c204), IgE) 630
6227AB6 [A09.05.118.003.86 AMnumumnnuH (c203), IgE (Ampicillin (c203), IgE) 630
6903F21(A09.05.118.000.124AHaHac (f210) IgE, ImmunoCAP 1680
6127AB [A09.05.118.002.87|AHaHac (f210), IgE (Pineapple (f210), IgE) 590
677 A09.05.118.000.91|AHaHac, IgE (Pineapple, IgE, F210) 560
6672 A09.05.118.001.61|AHaHac, IgG (Pineapple, IgG, F210) 1100
6254ABb [A09.05.118.004.13 AHnsakuc (p4), IgE (Anisakis simplex (p4), IgE) 630
6120A6 [A09.05.118.002.79AHuc (f271), IgE (Anise (f271), IgE) 630
6456 AHunc (f271), IgE, ImmunoCap 2100
6882F33 [A09.05.118.000.13 AnenbcuH (f33) IgE, ImmunoCAP 1250
6171AB [A09.05.118.003.04AnenbcuH (f33), IgE (Orange (f33), IgE) 590
998 A09.05.118.000.92AnenbcuH, IgE (Orange, IgE, F33) 560
6667 A09.05.118.001.62AnenbcuH, IgG (Orange, 1gG, F33) 990
6872F13 [A09.05.118.000.14Apaxuc (f13) IgE, ImmunoCAP 1400
6133A6 [A09.05.118.003.19Apaxwuc (f13), IgE (Peanut (f13), IgE) 590
611 A09.05.118.000.93 Apaxuc, IgE (Peanut, IgE, F13) 560
6645 A09.05.118.001.63 Apaxwuc, I1gG (Peanut, IgG, F13) 990
6856F424 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 3700
6857F423 Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP 3700
6858F424 Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 3700
6859F 354 Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 3700
6860F427% Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 3700
6040AB [A09.05.118.002.23 Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE) 600
6051AB [A09.05.118.002.32Apby3 (f329), IgE (Watermelon (f329), IgE) 600
66606 A09.05.118 Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE,

ImmunoCAP) 2 340
6185AB [A09.05.118.003.45Ackapuga (p1), IgE 590
6299ABb [A09.05.118 Acneprunntoc yepHbin (m33) IgE, Aspergillus niger (m33) IgE 630
6011 B03.002.004.000.4Atonuyeckas naHens PROTIA Allerqy-Q - (anneprus y geten n B3pocnbix, 43

anneprexa: 25 nuwesbix 1 18 pecnupatopHbix) (Food and Respiratory

PROTIA Allegry-Q), IgE 6 100
6118AB [A09.05.118.002.77|Basunuk (f269), IgE (Basil (f269), IgE) 630
6448 Basunuk (f269), IgE, ImmunoCap (Basil (f269), IgE, ImmunoCAP) 2 500
6059A6 [A09.05.118.002.40baknaxaH (f262), IgE (Eggplant (f262), IgE) 600
66638 |[A09.05.118 BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE,

ImmunoCAP) 2 340
6877F92 [A09.05.118.000.19BbaHaH (f92) IgE, ImmunoCAP 1630




6129A6 [A09.05.118.002.89BaHaH (f92), IgE (Banana (f92), IgE) 590
676 A09.05.118.000.94/banHaH, IgE (Banana, IgE, F92) 750
6671 A09.05.118.001.64|baHaH, IgG (Banana, 1gG, F92) 990
6901F88 [A09.05.118.000.16BapanuHa (f88) IgE, ImmunoCAP 2480
6169A6 [A09.05.118.003.024BbapaHuHa (f88), IgE (Mutton (f88), IgE) 590
673 A09.05.118.000.99BbapaHnwuHa, IgE (Lamb, IgE, F88) 750
6668 A09.05.118.001.69bapaHuHa, IgG (Lamb, IgG, F88) 990
6809T3 |[A09.05.118.000.17|Bepesa (t3) IgE, ImmunoCAP 1030
6162ABb [A09.05.118.002.99bepe3a 6opogasuaras (t3), IgE (Betula verrucosa (t3), IgE) 590
6027AB5 [A09.05.118.002.11|Bepesa 6opoaasuaras, rBet v1 (215), IgE (Birch, Betula verrucosa, rBet v1

(t215), IgE) 600
6810T214A09.05.118.000.18 Bepesa 6opogasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2630
6028ABb [A09.05.118.002.124Bepe3a 6opogasyaras, rBet v2 (t216), IgE (Birch, Betula verrucosa, rBet v2

(t216), IgE) 600
6811T221A09.05.118.000.19Bbepesa Gopogasuaras, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2470
657 A09.05.118.000.024Bepesa, nbinbua, IgE (Birch, IgE, T3) 750
6808F77 [A09.05.118.000.20|Beta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 2630
6026AB5 [A09.05.118.002.10Beta-nakTornobynuH, (nBos d5) (f77), IgE (Beta Lactoglobulin, nBos d5 (f77),

IgE) 600
649 A09.05.118.000.96 beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 750
6601 A09.05.118.001.66 beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 990
6232AB [A09.05.118.003.91|BnbnuoteuHas nbinb(h3), IgE (Books dust (h3), IgE) 630
6094ABb [A09.05.118.002.52Bpasunbckuii opex (f18), IgE (Brazil nut (f18), IgE) 900
6277ABb [A09.05.118.004.39BbpunnuaHToBbin 3eneHbin (k92), IgE (Brilliant green (k92), IgE) 630
6060A6 [A09.05.118.002.41|Bpokkonu (f260), IgE (Broccoli (f260), IgE) 600
66639 [A09.05.118 Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE,

ImmunoCAP) 2 340
6208AB6 [A09.05.118.003.68 bpycHuka (f182), IgE (Cowberry (f182), IgE) 590
6271ABb [A09.05.118.004.29By«k (gpesecHas nbinb) (032), IgE (Beech wood (032), IgE) 990
6474 BbiToBas anneprus. OnpegenenHne cneundumnyecknx IgE kK KOMHaTHbIM

annepreHam, ImmunoCAP 8 300
6847E204A09.05.118.000.85 Bblunii cbiBOpOTOYHbIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP 2630
6034ABb [A09.05.118.002.17|Bblunii cbiBOPOTOYHbLIN anbbymuH, nBos d6 BSA (e204), IgE (Bovine serum

albumin, nBos d6 BSA (e204), IgE) 600
6946 Banunb (f234), IgE, ImmunoCAP 4 300
6088AB6 [A09.05.118.002.47|BuHorpap (f259), IgE (Grape (f259), IgE) 900
6056A6 [A09.05.118.002.37|BuwHs (f242), IgE (Cherry (f242), IgE) 600
66633 [A09.05.118.000.21BuwHg (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 1720
661 A09.05.118.001.49BonHucTbi nonyrawn, nepo, IgE (Budgerigar Feathers, IgE, E78) 850
6274ABb [A09.05.118.004.32Bs3 (apeecHas nbinb) (049), IgE (EIm wood (049), IgE) 630
6116AB [A09.05.118.002.79Bo3auka (f268), IgE (Clove (f268), IgE) 630
6466 Bo3aumka (f268), IgE, ImmunoCap 2100
6286ABb [A09.05.118.004.43'epaHb (w35), IgE (Geranium(w35),IgE) 630
6264AB6 [A09.05.118.004.224MmunapwmH (f233), IgE (Gliadin (f233), IgE) 630
6101AB [A09.05.118.002.57|nmtoTeH (f79), IgE (Gluten (f79), IgE) 900
6932F79 [A09.05.118.000.89 mtoTeH (f79), IgE, ImmunoCAP (Gluten (f79), IgE, ImmunoCAP) 1470
6878F27 [A09.05.118.000.22loBsiguHa (f27) IgE, ImmunoCAP 1250
6156AB [A09.05.118.003.38MoBsianHa (f27), IgE (Beef (f27), IgE) 590
6654 A09.05.118.001.67|loBsgmHa (F27), annepreH-cneundudeckme IgG (Beef, IgG, F27) 990
645 A09.05.118.000.97|loBsianHa, IgE (Beef, IgE, F27) 850
6209A6 [A09.05.118.003.69lony6uka (f183), IgE (Bog whortleberry (f183), IgE) 590
6097AB6 [A09.05.118.002.53Topox (f12), IgE (Pea (f12), IgE) 900
66630 lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, InmunoCAP) 1900
6019 A09.05.118.001.324Topox, IgE (Green Pea, IgE, 112) 750
6259A6 [A09.05.118.004.18paHart (f295), IgE (Pomegranate (f295), IgE) 630
6900F209 penindpyT (f209) IgE, ImmunoCAP 1900
6151AB [A09.05.118.003.33penndpyT (f209), IgE (Grapefruit (f209), IgE) 590
6666 A09.05.118.001.68NpenndpyT (F209), annepren-cneundudeckune IgG (Grapefruit, IgG, F209) 990
636 A09.05.118.000.98 NpewnindpyT, IgE (Grapefruit, IgE, F209) 850
6096AB [A09.05.118.002.61|peukmnin opex (f256), IgE (Walnut (f256), IgE) 690
6152A6 [A09.05.118.003.34peva (f11), IgE (Buckwheat (f11), IgE) 590
6886F11 [A09.05.118.000.23 Mpeunxa (f11), IgE, ImmunoCAP 1720
6644 A09.05.118.001.69peuHeBas myka (F11), anneprex-cneundmyeckune IgG (Buckwheat, IgG, F11) 990
641 A09.05.118.000.99NpevHeBasa myka, IgE (Buckwheat, IgE, F11) 750
6062AB5 [A09.05.118.002.43punbbl (WamnuHboHbI) (f212), IgE (Mushroom (champignon) (f212), IgE) 600
66643 [A09.05.118.000.24pnbbI (WamMnmHboHbI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus

hortensis, IgE, InmunoCAP) 1900
6144ABb [A09.05.118.003.2¢pnbbl poaa kaHanaa, Candida albicans (m5), IgE 590
6200A6 [A09.05.118.003.60pywa (f94), IgE (Pear (f94), IgE) 590




66634 A09.05.118.000.29pywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP) 1580
6247ABb [A09.05.118.004.06ycuHble nepbs (€70) , IgE Goose feathers (e70), IgE 630
6467 [etckune nuwesble anneprexbl (15 annepreHos). Onpeaenexune

cneundmryeckux IgE Kk nuwieBbIM annepreHam, 3Ha4MMbIX ANg geren,

ImmunoCAP (Children's food allergens (15 allergens). Determination of

specific IgE to food allergens significant for children, ImmunoCAP) 12 500
6180ABb [A09.05.118.003.13 OomawwHss neinb (Greer Labs, Inc.) (h1), IgE (House Dust — Greer (h1), IgE) 590
6819H1 [A09.05.118.000.2¢ JomaluHsas nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 1250
6825H2 [A09.05.118.000.27|0omawwHssa neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1720
6031AB [A09.05.118.002.14OomawHssa neinb (Hollister —Stier) (h2), IgE (House dust (Hollister —Stier)(h2),

IgE) 600
6635 A09.05.118.002.09 domawuHsas neinb/Greer (H1), annepreH-cneundmdeckne IgG (House Dust —

Greer, IgG, H1) 990
631 A09.05.118.001.43 JomawuHss neins/H1-Greer, IgE (House Dust — Greer, IgE, H1) 690
6879F45 [A09.05.118.000.28 Opoxckn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1260
6196AB [A09.05.118.003.560y6 (t7), IgE (Oak (Quercus alba) (t7), IgE)) 590
6272ABb [A09.05.118.004.300y6 (apeBecHas nbinb) (033), IgE (Oak wood (033), IgE) 630
6199AB6 [A09.05.118.003.590y6 yepewyarbii (t218), IgE (Quercus robur (t218)), IgE 990
6099A6 [A09.05.118.002.590bIHs (f87), IgE (Melon (f87), IgE) 900
6122AB [A09.05.118.002.82Exa cbopHas (g3), IgE (Dactylis glomerata (g3), IgE) 590
6942 XKenatuH koposuii (c74), IgE, ImmunoCAP 4 500
6278ABb [A09.05.118.004.363Bepobo 0bbikHOBEHHbIN (W53), IgE (Hypericum perforatum (w53), IgE) 630
6890F44 [A09.05.118.000.29 3emnsaHuka, KnybHuka (f44) IgE, ImmunoCAP 1250
6464 3onortapHuk (3onotas poara) (w12), IgE, ImmunoCap 2100
6252ABb [A09.05.118.004.11|MBa (Salix caprea) (t12), IgE Willow (Salix caprea) (t12), IgE 630
6119AB [A09.05.118.002.78mbups (f270), IgE (Ginger (f270), IgE) 630
6459 Mmbups (f270), IgE, ImmunoCap (Ginger (f270), IgE, ImmunoCap) 2100
6223AB [A09.05.118.003.82Kabauok/uykmnu (f113), IgE (Squash/zucchini (f113), IgE) 590
6602 A09.05.118.001.70KaseunH (F78), annepreH-cneundudeckme IgG (Casein, IgG, F78)) 990
650 A09.05.118.001.00KaseuH, IgE (Casein, IgE, F78) 750
6807F78 [A09.05.118.000.30Ka3eunH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2630
6025ABb [A09.05.118.002.09KasenH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78), IgE) 600
6870F93 [A09.05.118.000.31|Kakao (f93) IgE, ImmunoCAP 1630
6201AB [A09.05.118.003.61|Kakao (f93), IgE (Cocoa (f93), IgE) 590
6233AB6 [A09.05.118.003.92Kanbmap (f258), IgE (Squid (f258), IgE) 630
6947 Kanemap (f258), IgE, ImmunoCAP 4 300
6093A6 [A09.05.118.002.59Kambana (f254), IgE (Plaice (f254), IgE) 900
6451 Kamb6ana mopckas (f254), IgE, ImmunoCap 2100
6895F21¢A09.05.118 Kanycta 6enokoyaHHas (f216) IgE, ImmunoCAP 2 340
6153ABb [A09.05.118.003.35Kanycta 6enokovanHas (f216), IgE (Cabbage (f216), IgE) 590
6649 A09.05.118.001.71|KanycTa ko4yaHHas (F216), annepren-cneuundudeckue IgG (Cabbage, 1gG,

F216) 990
642 A09.05.118.001.01|KanycTa koyaHHas, IgE (Cabbage, IgE, F216) 850
6115AB [A09.05.118.002.74KapaamoH (f267), IgE (Cardamon (f267), IgE) 630
6887F35 [A09.05.118.000.32KapTodpens (f35) IgE, ImmunoCAP 1260
6157AB [A09.05.118.003.39Kaptodpens (f35), IgE (Potato (f35), IgE) 590
6657 A09.05.118.001.72KapTtodbens (F35), annepreH-cneunduyeckue IgG (Potato, 19G, F35) 990
646 A09.05.118.001.024KapTodpens, IgE (Potato, IgE, F35) 850
6258ABb [A09.05.118.004.17|KapTocbenbHas myka (kpaxman) (f238), IgE (Potato starch (amylum) (f238),

IgE) 630
6295ABb [A09.05.118.004.52KawTaH koHckui (1203), IgE (Horse chestnut (t203), IgE) 630
6215AB [A09.05.118.003.79Kenposbii opex (f253), IgE (Pine Nut (f253), IgE) 590
6445 Kenposbin opex (f253), IgE, ImmunoCap (Pine nut, pignoles (f253), IgE,

ImmunoCAP) 2700
6308A6 [A09.05.118 Kedup (f63) IgE, Kefir (f63) IgE 630
6898F84 [A09.05.118.000.33KuBwu (f84) IgE, ImmunoCAP 1700
6128A6 [A09.05.118.002.88Kuu (f84), IgE (Kiwi (f84), IgE) 590
6608 A09.05.118.001.73Knen (F84), anneprex-cneundunyeckne 1gG (Kiwi Fruit, IgG, F84) 990
654 A09.05.118.001.03Kuu, IgE (Kiwi Fruit, IgE, F84) 850
6282AB6 [A09.05.118.004.40Kunapuc BeuHoseneHbin (t23), IgE (Cupressus sempervirens (123), IgE) 630
6290A6 [A09.05.118.004.47|Kunpen (MBaH-yan) (w29), IgE (Fireweed (w29), IgE) 630
6288ABb [A09.05.118.004.45Knesep nyrosown (w34), IgE (Red clover (w34), IgE) 630
6240ABb [A09.05.118.003.99KneH aceHenucTHbn (1), IgE Maple ash (Acer negundo, t1), IgE 630
6175ABb [A09.05.118.003.08Knew, Dermatophagoides farinae (d2) IgE 590
622 A09.05.118.001.49Knewy Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE,

D2) 690
6633 A09.05.118.002.03Knew, Dermatophagoides farinae (D2), annepreH-cneunduyeckue 1gG

(Dermatophagoides farinae, 1gG, D2) 990
6190ABb [A09.05.118.003.50Knew Dermatophagoides microceras (d3), IgE (Dermatophagoides microceras

(d3), IgE) 590




6634

A09.05.118.002.04

Knew, Dermatophagoides microceras (D3), annepreH-cneumdunyeckme 1gG

(Dermatophagoides microceras, IgG, D3) 990
6174ABb [A09.05.118.003.07|Knew Dermatophagoides pteronyssinus (d1), IgE 590
621 A09.05.118.001.44Knew Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides

pteronyssinus, IgE, D1) 690
6632 A09.05.118.002.02Knew Dermatophagoides pteronyssinus (D1), annepreH-cneuunduyeckue IgG

(Dermatophagoides pteronyssinus, IgG, D1) 990
6219ABb [A09.05.118.003.78Knew Euroglyphus maynei (d74), IgE 590
6818D2 [A09.05.118.000.34Knew gomawHen nbinm / D. farina (d2) IgE, ImmunoCAP 1630
6817D1 [A09.05.118.000.39Knew, gomaiuHen neinun / D. pteronyssinus (d1) IgE, ImmunoCAP 1630
6659 A09.05.118.001.74KnybHuka (F44), annepren-cneunduyeckune 1gG (Strawberry, 1gG, F44) 990
6149ABb [A09.05.118.003.31|Kny6bHuka (3emnsaHuka, f44), IgE (Strawberry (f44), IgE) 590
634 A09.05.118.001.04/Kny6Huka, IgE (Strawberry, IgE, F44) 750
6447 Kokoc (f36), IgE, ImmunoCAP (Coconut (f36), IgE, ImmunoCAP) 2100
6095ABb [A09.05.118.002.60KokocoBhin opex (f36), IgE (Coconut (f36), IgE) 690
6908171 [A09.05.118.000.36Komap (i71) IgE, ImmunoCAP 1580
6046AB6 [A09.05.118.002.27|Komap (i71), IgE (Mosquito (i71), IgE) 600
6850F323 KoHanbbyMuH siita, nGal d3 (f323) IgE, ImmunoCAP 3400
6037ABb [A09.05.118.002.20KoHansbymuH sria, nGal d3 (f69), IgE (Conalbumin egg, nGal d3 (f69), IgE) 600
6453 Kopuangp (f317), IgE, ImmunoCap 2100
6225AB6 [A09.05.118.003.84Kopuua (f220), IgE (Cinnamon (f220), IgE) 630
6648 A09.05.118.001.79Kopoebe monoko (F2), annepreH-cneumnduyeckme 1gG (Milk, IgG, F2) 990
608 A09.05.118.001.09Koposbe monoko, IgE (Milk, IgE, F2) 750
6238ABb [A09.05.118.003.97|KocTep (g11), IgE (Bromegrass (Bromus inermis) (g11), IgE) 630
6450 KocTtep noneson (g11), IgE, ImmunoCap 2100
6204AB6 [A09.05.118.003.66Kodpe (f221), IgE (Coffee (f221), IgE) 590
66627 |A09.05.118.000.37|Kodbe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, InmunoCAP) 1740
6018 A09.05.118.001.31|Kodbe, IgE (Coffee, IgE, f221) 750
6839 Kowwka (ansbymuH ceisopoTku), rFel d2 (€220) IgE, ImmunoCAP (Cat (serum

albumin) rFel d2 (e220) IgE, ImmunoCAP) 3 300
605 A09.05.118.001.48Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 750
6841E94 [A09.05.118.000.38 KoLuka, rFel d1 (e94) IgE, ImmunoCAP 2510
6032ABb [A09.05.118.002.159KoLuka, cbiBOpOTOYHLINM anbbymuH, rFel d2 (e220), IgE (Cat, serum albumin,

rFel d2 (e220), IgE) 600
6638 A09.05.118.002.06Kowwuka, anutenun (E1), anneprex-cneundunyeckue IgG (Cat

Dander-Epithelium, IgG, E1) 990
6902F23 Kpab (f23) IgE, ImmunoCAP 2600
6136ABb [A09.05.118.003.18KpaboBoe msco (f23), IgE (Crab meat (f23), IgE) 590
614 A09.05.118.001.06Kpabel, IgE (Crab, IgE, F23) 850
6462 Kpanuea geygomHas (w20), IgE, ImmunoCap 2100
6239ABb [A09.05.118.003.98Kpanusa asygomHas, (w20), IgE Common nettle (Urtica dioica (w20), IgE 630
6894F24 |A09.05.118.000.39KpeBeTka (f24) IgE, ImmunoCAP 1350
6089ABb [A09.05.118.002.48KpeseTka Turposas (f179), IgE (Tiger shrimp (f179), IgE) 900
6137A6 [A09.05.118.003.19KpeBeTku (f24), IgE (Shrimp (f24), IgE) 590
6652 A09.05.118.001.76KpeeTku (F24), annepreH-cneumndudeckume IgG (Shrimp, 1gG, F24) 990
615 A09.05.118.001.07|KpeBeTku, IgE (Shrimp, IgE, F24) 750
6793 Kponuk (anutenui) (€82), IgE, ImmunoCAP 2 340
6263ABb [A09.05.118.004.21KpbnkoBHuk (f327), IgE (Gooseberry (f327), IgE) 630
6682 Kpbica, anutenuin, 6enku cbiBopoTkM 1 Mmouu (€87), IgE, ImmunoCAP 2100
6108AB [A09.05.118.002.67|Kykypy3a (f8), IgE (Corn (f8), IgE) 630
6309Ab [A09.05.118 KynxyT (f10) IgE, Sesame seed (f10) IgE 630
6792 KynxyT (cemeukun n macno) (f10), IgE, ImmunoCAP 4 300
6159A6 [A09.05.118.002.92KypurHoe msico (f83), IgE (Chicken (f83), IgE) 590
6603 A09.05.118.001.77|KypnHoe msco (F83), annepren-cneundudeckue IgG (Chicken Meat, 1gG, F83) 990
651 A09.05.118.001.08 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 750
6168ABb [A09.05.118.003.01KypuHbie nepbs (e85), IgE (Chicken feathers (€85), IgE) 590
6861E85 [A09.05.118.000.40Kypuua, nepo (€85) IgE, ImmunoCAP 1260
663 A09.05.118.001.51Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 850
6455 JlaBposbin nucT (f278), IgE, ImmunoCap 2100
6917K82 [A09.05.118.000.41|INatekc (k82) IgE, ImmunoCAP 1630
6146AB6 [A09.05.118.003.28J1atekc (k82), IgE (Latex (k82), IgE) 590
628 A09.05.118.001.59Narekc, IgE (Latex, IgE, K82) 560
6194ABb [A09.05.118.003.54J1e6ena (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE) 590
6183ABb [A09.05.118.003.43J1ewwmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE) 590
6777T4 JlewmHa obbikHoBeHHas (opeluHuk) t4 IgE (ImmunoCAP) (Corylus avellana t4,

IgE, ImmunoCAP) 2100
6851K204A09.05.118.000.83JInzoumm sinua, nGal d4 (k208) IgE, ImmunoCAP 2630
6038ABb [A09.05.118.002.21|Jn3ouum sanua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4 (k208), IgE) 600
6287AB6 [A09.05.118.004.44unus (w44), IgE (Madonna lily (w44), IgE) 630




6889F204A09.05.118.000.42JTumoH (f208) IgE, ImmunoCAP 1790
6150A6 [A09.05.118.003.32JTumoH (f208), IgE (Lemon (f208), IgE) 690
6609 A09.05.118.001.78JIumoH (F208), annepren-cneuunduyeckue IgG (Lemon, 1gG, F208) 990
635 A09.05.118.001.091lumoH, IgE (Lemon, IgE, F208) 750
6197AB [A09.05.118.003.57Jluna (t208), IgE (Tilia cordata (t208), IgE) 590
6222ABb [A09.05.118.003.81|Ilucoxsoct nyrosou (g16), IgE (Meadow foxtail (g16), IgE) 590
6950 Jlococe (f41), IgE, ImmunoCAP 2100
6090A6 [A09.05.118.002.49J1ocock/cemra (f41), IgE (Salmon (f41), IgE) 900
66607 Jlowagb, nepxotb (€3) IgE, ImmunoCAP 2 600
6228AB6 [A09.05.118.003.87|J1yk (f48), IgE (Onion (f48), IgE) 630
66640 |[A09.05.118 Jlyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 2000
6022 A09.05.118.001.3511yk, IgE (Onion, IgE, f48) 750
6113AB [A09.05.118.002.72JTrobuctok (f275), IgE (Lovage (f275), IgE) 630
6112AB [A09.05.118.002.71|MaitopaH (f274), IgE (Marjoram (f274), IgE) 630
6465 MarnopaH (f274), IgE, ImmunoCap 2100
669MM1  [B03.002.004.000.4Manas nuwesas naHenb Immulite Ne1 (10 nuwesbix annepreHos) (Small Food

Panel) , IgE 6 500
669MM2 [B03.002.004.000.4Manas nuwesasn naHenb Immulite Ne2 (10 nuwesbix annepreHos) (Small Food

Panel), IgE 8 000
6706 B03.002.004.000.1Manas pecnupatopHas naHens Immulite (10 pecnupaTopHbIX annepreHoB)

(Small Respiratory Panel), IgE 5600
6707 B03.002.004.000.1Manas cmewaHHas naHens Immulite (10 annepreHos: 7 nuweBbIX, 3

pecnupaTtopHbix), IgE 5200
6057AB [A09.05.118.002.38ManuHa (f111), IgE (Manwuna (f111), IgE) 600
66635 [A09.05.118.000.43ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE,

ImmunoCAP) 2 340
6921F9 Matro (f91) IgE, ImmunoCAP 2100
6170AB [A09.05.118.003.03MaHro (f91), IgE (Mango (f91), IgE) 590
6670 A09.05.118.001.79Mamnro (F91), annepreH-cneundumdeckme IgG (Mango, IgG, F91) 990
675 A09.05.118.001.10MaHro, IgE (Mango, IgE, F91) 850
66636 [A09.05.118.000.44ManaapvH (f302) IgE, ImmunoCAP 1740
6058AB6 [A09.05.118.002.39ManaapvH (f302), IgE (Mandarin (f302), IgE) 600
6674 MacnuHbl, YyepHble, ceexue (f342), IgE, ImmunoCAP 2100
6280ABb [A09.05.118.004.38§Matb-u-mavexa (w38), IgE (Coltsfoot (w38), IgE) 630
6296A6 [A09.05.118.004.53Mep (f247), IgE (Honey (f247), IgE) 630
6267AB [A09.05.118.004.29Mwugus (f37), IgE (Blue mussel (f37), IgE) 630
6681 Mwuiko3bl pacteHuii (m9), IgE, ImmunoCAP 2100
66631 [A09.05.118.000.489Mwungans (f20) IgE, ImmunoCAP 1740
6202A6 [A09.05.118.003.62MuHaans (f20), IgE (Almond (f20), IgE) 590
6020 A09.05.118.001.33MwuHaans, IgE (Almond, IgE, f20) 750
66618 [A09.05.118.000.46Monoko ko3be (f300) IgE, ImmunoCAP 1740
6052AB6 [A09.05.118.002.33 Mornoko ko3be (f300), IgE (Goat's milk (f300), IgE) 600
6805F2 |[A09.05.118.000.47|Monoko koposbe (f2) IgE, ImmunoCAP 1740
6173AB [A09.05.118.003.06 Mornoko kopoBbe (f2), IgE (Milk (f2), IgE) 590
6891F31 [A09.05.118.000.48 Mopkosb (f31) IgE, ImmunoCAP 1740
6139AB [A09.05.118.003.21|Mopkosb (f31), IgE (Carrot (f31), IgE) 590
6656 A09.05.118.001.80Mopkosb (F31), annepreH-cneundudeckue IgG (Carrot, 19G, F31) 990
617 A09.05.118.001.11|MopkoBs, IgE (Carrot, IgE, F31) 750
6862E6 Mopckas cBuHka, anutenun (e€6) IgE, ImmunoCAP 2 600
660 A09.05.118.000.01Mopckas cBuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) 750
6234ABb [A09.05.118.003.93MoTbinb (i73), IgE (Bloodworm (Chironomus spp.) (i73), IgE) 630
6260 B03.002.004.000.4Mynstunanens PROTIA Allerqy-Q (anneprus y getew u B3pocnbix, 90

annepreHoB: NULLEBbIE, PeCnMpaTopHble, MHCEKTHbIE 1 Apyrue) (Multipanel

PROTIA Allerqy-Q), IgE 9990
6193A6 [A09.05.118.003.53Msico nHaeiiku (f284), IgE (Turkey meat (f284), IgE) 590
6224AB [A09.05.118.003.83 Msico kponuka (f213), IgE (Rabbit meat (f213), IgE) 590
6939 Msco kponuka (f213), IgE, ImmunoCAP 4 300
6873F83 [A09.05.118.000.49Msco kypuubl (f83) IgE, ImmunoCAP 1350
6454 MsTta nepeynas (f332), IgE, ImmunoCap 2100
6126ABb [A09.05.118.002.8Matnuk nyrosou (g8), IgE (Poa pratensis (g8), IgE) 590
6943 MsaTtnuk nyroson (g8), IgE, ImmunoCAP 4 300
6257AB [A09.05.118.004.16 O6nenuxa (f108), IgE (Sea buckthorn (f108), IgE) 630
6922 A09.05.054.001.0406wwuin Ig E ImmunoCAP 1 300
6848F234A09.05.118.000.50 OBanbbymuH, anbbyMuH aunyxbii, nGal d2 (f232) IgE, ImmunoCAP 2600
6035ABb [A09.05.118.002.18 OBanbbymuH, anbbyMuH anyHbii, nGal d2 (f67), IgE (Ovalbumin, egg albumin,

nGal d2 (f67), IgE) 600
6884F7 |[A09.05.118.000.51|OBec (f7) IgE, ImmunoCAP 1260
6158AB [A09.05.118.003.40OBec (f7), IgE (Oat (f7), IgE) 590
6036ABb [A09.05.118.002.19Osomykona anua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1 (f68), IgE) 600




6849F233A09.05.118.000.524OBomykoua, nGal d1 (f233) IgE, ImmunoCAP 2630
6323 Osowwm, mukceT fx14 (f25 NMomungop 214 WnuHat f216 Kanycta 6enokodyaHHas

f218 Manpwuka, cnagkuin neped) IgE, ImmunoCAP 2 500
6661 A09.05.118.001.81|OBcsiHas myka (F7), annepreH-cneuundudeckue IgG (Oat, 19G, F7) 990
648 A09.05.118.001.124OBcsaHas myka, IgE (Oat, IgE, F7) 850
66603 [A09.05.118.000.53 OBcsinnua nyrosas (g4) IgE, ImmunoCAP 1740
6124ABb [A09.05.118.002.84 OBcsaHuua nyrosas (g4), IgE (Festula elatior (g4), IgE) 590
6016 A09.05.118.001.57|OBcannua nyroeas, IgE (Meadow Fescue, IgE, g4) 850
662 A09.05.118.001.50 OBua, anutenui, IgE (Sheep Epithelium, IgE, E81) 850
66604 [A09.05.118.000.54Orypel, (f244) IgE, ImmunoCAP 1970
6049A6 [A09.05.118.002.30/OrypeL (f244), IgE (Cucumber (f244), IgE) 600
6189ABb [A09.05.118.003.49OpyBaHuuk (Taraxacum vulgare) (w8), IgE 590
66646 [A09.05.118.000.5590OayBaHuunk 06blkHOBEHHbIV (W8) IgE, ImmunoCAP 1740
6023 A09.05.118.001.39 OgyBaHuuk, IgE (Dandelion, IgE, w8) 750
6256AB6 [A09.05.118.004.1590OnuBku (f342), IgE (Olive (f342), IgE) 630
6182ABb [A09.05.118.003.42Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 590
677372 Onbxa cepas t2, IgE (ImmunoCAP) 2100
6854F414 Owera-5 MwaguH nwenuupl, rTri a 19 (f416) IgE, ImmunoCAP 4 600
6584 OnpegeneHve anneprum K akauum (t119), IgE, ImmunoCap 2100
6563 Onpegenexve anneprim K AMGpo3nmn 0ObIKHOBEHHOW (ronomensyaras) w2,

IgE, ImmunoCAP 2100
6589 OnpepeneHune anneprum kK aHnsakuge (p4), Igg, ImmunoCap 2100
6556 OnpepgeneHve anneprum k ackapuge (p1) IgE, ImmunoCAP 2100
6568 Onpepgenenne anneprum k 6epese 1220, rBet v4, IgE, ImmunoCap (Birch

(t220), IgE, ImmunoCap) 3 300
6565 Onpepgenenve anneprun kK 6epese 6opogasyaron, rBet v2 (1216), IgE,

ImmunoCAP 3300
6586 Onpegenerve anneprim k 6pasunsckomy opexy (f18), IgE, ImmunoCap 2100
6591 OnpepgeneHve anneprun K BuHorpagy (f259), IgE, ImmunoCap 2100
6569 OnpepgeneHve anneprum K rpeukomy opexy (f256), IgE, ImmunoCap

(Determination of allergy to Walnut (f256), IgE, ImmunoCap) 2400
6424 Onpepgenenve anneprum K rycto (nepo) (e70), IgE, ImmunoCap (Goose

feathers (e70), IgE, ImmunoCap) 2100
6427 Onpegenenve anneprum Kk abiHe (f87), IgE, ImmunoCap (Melon (f87), IgE,

ImmunoCap) 2100
6564 OnpepneneHve anneprum k exe c6opHor, g3, IgE, ImmunoCAP 2100
6428 Onpegenenve anneprin k uee kosber (t12), IgE, ImmunoCap (Willow (t12),

IgE, ImmunoCap) 2100
6585 OnpepgeneHve anneprm K MHCYNuHy yenosedeckomy (c73), IgE, ImmunoCap 2400
6595 OnpepneneHune anneprim K kunapucy sevHoseneHomy (t23), IgE, ImmunoCap 2100
6562 OnpegeneHve anneprum K kunsgyeHomy monoky 231, IgE, ImmunoCAP 2 400
6592 OnpepneneHne annepriu K kneHy siceHenmctHomy (t1), IgE, ImmunoCap 2100
6596 OnpepgeneHve annepruu K knewy gomatuHen noinv (d201), IgE, ImmunoCap 2100
6567 OnpegeneHve anneprum K knewy gomatuHen noinu (d3), IgE, ImmunoCap

(Dermatophagoides microceras (House dust mite) (d3), IgE, ImmunoCap) 2100
6571 OnpepgeneHve annepruu K knewly gomatuHen noeinu d74, IgE, ImmunoCAP

(Euroglyphus maynei (House dust mite) (d74), IgE, InmunoCAP) 2400
6423 OnpepgeneHve anneprum K kpacHomy nepuy (nanpuka) (f218), IgE, ImmunoCap

(Paprika/Sweet Pepper (f218), IgE, ImmunoCap) 2100
6588 OnpepneneHune anneprum K kykypyse (f8), IgE, ImmunoCap 2100
6401 OnpegeneHve anneprum K kykypyse (g202), IgE, ImmunoCap 2100
6555 Onpegenenve anneprun k nebege (w15), IgE, ImmunoCap 2100
6420 Onpegnenenune anneprum K nune menkonuctHou (1208), IgE, ImmunoCap

(Linden (t208), IgE, ImmunoCap) 2100
6400 OnpepgeneHve anneprum K nMcoxsocTy nyrosomy (g16), IgE, ImmunoCap 2100
6404 Onpegenerve annepruv k mapu 6enow (w10), IgE, ImmunoCap 2100
6421 OnpepneneHne anneprim K Moro4Hou ceiBopoTke (f236), IgE, ImmunoCap

(Cow's whey (f236), IgE, ImmunoCap) 2100
66655 OnpepgeneHve anneprim k mopduHy (c260), IgE, ImmunoCap 1900
6579 OnpepneneHune anneprum K Mscy niaenkm (f284), IgE, ImmunoCap 2100
6578 OnpepgeneHve anneprun K HyTy 6apaHbemy (f309), IgE, ImmunoCap 2400
6415 OnpepneneHune anneprum K oBcy nocesHon (g14), IgE, ImmunoCap 2100
6582 OnpegeneHve anneprum K opexy kewwbto (f202), IgE, ImmunoCap 1920
6580 OnpegeneHune anneprim K nepxotu kopoesbl (€4), IgE, ImmunoCap 2100
66656 OnpegeneHve anneprum K nepbam ronyos (e215), IgE, ImmunoCap 2100
6573 Onpepgenenve anneprum k nneseny (g5), IgE, ImmunoCap (Rye grass (g5),

IgE, ImmunoCap) 2100
6574 OnpegeneHve anneprum K nnecHesbiM rpubam Aspergillus niger (m207), IgE,

ImmunoCap (Aspergillus niger (m207), IgE, ImmunoCap) 3 300




6561

Onpegenenve annepriy K nnecHesbiM rpmbkam m228, IgE, ImmunoCAP

(Aspergillus flavus (m228), IgE, ImmunoCAP) 2400
6587 Onpepnenexne anneprim K NoOAOPOXHUKY naHuetoBuagHomy (w9), IgE,

ImmunoCap 2100
66659 OnpepgeneHve anneprum k nocteHHnue (w19), IgE, ImmunoCap 2100
6583 OnpepneneHne anneprim kK notawHuky (w11), IgE, ImmunoCap 2100
6599 OnpegeneHve annepry K permoHansHon cmecm (rx6), IgE, ImmunoCap 2100
6554 OnpepeneHne anneprimn K pxu nocesHon g12, IgE, ImmunoCap 2100
6577 Onpegenexne anneprimn K cBMHoOpoto nanedaromy (g2), IgE, ImmunoCap

(Bermuda grass (g2), IgE, ImmunoCap) 2100
6581 OnpegeneHve anneprim kK cemexmn nogconHeyHuka (k84), IgE, ImmunoCap 2100
6410 Onpepgenenve anneprum k cnuee (f255), IgE, ImmunoCap (Plum (f255), IgE,

ImmunoCap) 2100
6419 OnpepgeneHve anneprum kK cmecu ambposus (wx209), IgE, ImmunoCAP

(Weeds (wx209), IgE, ImmunoCAP) 2100
6593 OnpegeneHve anneprum k cmecu 6060BbIX 1 oBoLlelt (fx13), IgE, ImmunoCap 2100
6559 Onpepnenenne anneprim K cmecn myka u kpynsl (fx3), IgE, ImmunoCAP

(Mixture of flour and cereals (fx3), IgE, ImmunoCAP) 2 300
6412 Onpepnenenne anneprimn kK cmecu nepbs NTuy (ex72), Ige, ImmunoCap

(Allergen ex72, Cagebirds, IgE, ImmunoCap) 2100
6411 Onpepnenenne anneprimn K cmecu nuwiesble npoaykTel (fx26), IgE, ImmunoCap

(Allergen fx26, Food, IgE, ImmunoCap) 2100
6409 Onpepnenenne anneprum kK cmecu nnecenlb (mx4), IgE, ImmunoCap (Allergen

mx4, Moulds, IgE, ImmunoCap) 2100
6570 Onpepnenexne anneprim K CMecu MbinblLbl 3r1akoBbIX Tpas gx4, IgE,

ImmunoCAP (Grass pollen (gx4), IgE, ImmunoCAP) 2400
6560 Onpepnenenne anneprim K cmecu nbinbupl TpaB wx7, IgE, ImmunoCap (Weed

pollen (wx7), IgE, ImmunoCap) 2400
6598 OnpepgeneHve anneprim kK cmecu pbibbl (fx74), IgE, ImmunoCAP 2100
6558 OnpepgeneHvie anneprm K CMecu anuTenus xmnBoTHbIx ex70, IgE, ImmunoCAP

(Rodents (ex70), IgE, ImmunoCAP) 2400
6426 Onpegenenve anneprum k Tumodeeske Phl p 5b (g215), IgE, ImmunoCap

(Timothy grass Phl p 5b (g215), IgE, ImmunoCap) 4 000
6430 Onpepgenenve anneprum kK Tumodeeske Phl p 7 (g210), IgE, ImmunoCap

(Timothy grass Phl p 7 (g210), IgE, ImmunoCap) 2430
6431 Onpepgenenve anneprum kK Tumodeeske rPhl p12 (9g212), IgE, ImmunoCap

(Timothy grass rPhl p12 (g212), IgE, ImmunoCap) 2430
6553 OnpepgeneHve anneprum kK Tumodeeske nyroson rPhl p1 (g205), IgE,

ImmunoCap 3300
6552 OnpepeneHune anneprim K Tononto TpexperpaHHomy t14, IgE, ImmunoCap 2100
6433 Onpegenenve anneprum k ykpony (f277), IgE, ImmunoCap (Dill (f277), IgE,

ImmunoCap) 2100
66657 OnpegeneHve anneprun kK duHukam (f289), IgE, ImmunoCap 2100
6575 Onpepgenenne anneprum k ducrtawwkam (f203), IgE, ImmunoCap (Pistachio

(f203) , IgE, ImmunoCap) 3 300
6408 Onpegenenve anneprum k dopenu (f204), IgE, ImmunoCap (Trout, Rainbow

trout (f204), IgE, ImmunoCap) 2100
6406 OnpepneneHune anneprum kK xnonky (o1), IgE, ImmunoCap 2100
6407 Onpegenenve anneprum k xypme (f301), IgE, ImmunoCap 2100
6416 OnpepneneHune anneprum kK YepHomy nepuy (f280), IgE, ImmunoCap 2100
6576 Onpepnenenne anneprum kK Yyedesuue (f235), IgE, ImmunoCap (Lentil (f235),

IgE, ImmunoCap) 2400
66658 OnpepgeneHve annepruy K wnpuue konocucton (w14), IgE, ImmunoCap 2100
6566 OnpegeneHune anneprimn K anuTtenuio xomska €84, IgE, ImmunoCAP 2400
6857 Onpegenenve annepry K anuTenuio, 6enkam CbiIBOPOTKM U MOYM Mbllum (€88),

IgE, ImmunoCap 2090
231ALL [B03.002.004.000.JOnpenenexune cneumncurdeckmx nmmyHornobynunHos knacca G (IgG) k

nuLiesbIM annepreHam (Basic Food Profile, 1I9gG) 16 815
6435 ManTyc 6enokopeint (f303), IgE, ImmunoCAP 3 000
6827IM Manenb "Actmal/punut B3pocnble” IgE, ImmunoCAP 9700
6826IM MaHenb "Actmal/puHunt getn” IgE, ImmunoCAP 11 000
6828IM Manenb "3Ok3ema" IgE, ImmunoCAP (Panel "Eczema"lgE, ImmunoCAP) 9100
6478 Manenb «Bbibop nuTomua» 6 500
6483 MaHenb «Mpukopm» - AnNs MnageHuUes 11 000
6472 MaHenb annepreHos PubkoBble 3aboneBaHns (NNeceHb BHYTPEHHSS -

cneumnduyeckme IgE k annepreHam rpubKoB, nopaxatoLwmx opraHnam

yenoseka): Aspergillus fumigatus (m3), Penicillium notatum (P.chrysogenum,

m1), Mucor racemosus (m4), Malassezia spp. (m227), Candida albicans (m5)

(ImmunoCAP) 5500
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MaHenb annepreHos MNuwesas TokcMkouHdekums (cneundunyeckue IgE «
QHTEPOTOKCUHAM CTachMIOKOKKA, aCCOLMMPOBAHHbIX C Pa3BUTUEM MULLEBbIX
TOKCMKOMHGekUnin): CTadnnokokkoBbI aHTepoTokeuH A (m80),
CTtadunokokkoBbIi aHTepoTokenH B (m81), CTadmnoKOKKOBbBIN S3HTEPOTOKCUH

TSST (m226) (ImmunoCAP) 4400
6470 Manenb annepreHos NneceHb HapyxHas (cneumnduyeckme IgE k annepreHam

rpMbKoB, acCoOLMMPOBaHHbIX C ansepruen Ha nnecexb): Alternaria alternata

(m6), Cladosporium herbarum (m2), Fusarium moniliforme (m9) (ImmunoCAP) 3200
6493 MaHenb annepreHoB sinua KypuHOro: sudHelin 6enok (f1), anyHelv xentok (f75),

IgE, ImmunoCAP (Chicken egg allergen panel: egg white (f1), egg yolk (f75),

IgE, ImmunoCAP) 2700
6492 Manenb Anneprusi Ha Bbineuky 7 300
6495 MaHenb Anneprusi Ha oBOLLM 6 000
6494 MaHenb Anneprusi Ha opexm u apaxuc 8 500
6482 MaHenb Anneprus Ha NbinbLy AepeBbeB 7 300
6489 MaHenbs Anneprusi Ha pbiby 5900
6491 MaHenb Anneprus Ha pyKTbl U Arogpl 10 000
6484 Manenb Anneprusi Ha siabl HACEKOMbIX 4 300
6485 MaHenb AcTMa, pUHUT (B3pocChble) — pacluMpeHHast 20 300
6486 Manenb AcTma, puUHUT (OeTU) — pacLuMpeHHas 20 300
6481 Manenb BeiToBast anneprus 10 000
6488 Manenb nporHo3a addekTneHocTn ACUT — Bepésa 5500
6480 Manenb nporHo3a addekTnBHocT ACUT — Knewm gomMaluHewn nbinm 12 300
6479 Manenb nporHosa agdekTnBHocT ACUT — CopHble 8 500
6477 Manenb nporHo3a addekTnBHocT ACUT — TumodheeBka 4 200
6487 MaHenb Ok3ema paclumpeHHas 20 300
670 B03.002.004.000.1Megnatpunyeckas naHens Immulite (20 annepreHos: 13 nuweBbIX 1 7

pecnupatopHbix ) (Pediatric Panel), IgE 11 900
6147ABb [A09.05.118.003.29MNekapckune gpoxokm (f45), IgE (Yeast (f45), IgE) 690
6664 A09.05.118.001.82MNekapckune gpoxckun (F45), annepreH-cneumndudeckme IgG (Baker's Yeast, 19G,

F45) 990
632 A09.05.118.001.13 Mekapckue apoxoku, IgE (Baker’s Yeast, IgE, F45) 850
6911C1 [A09.05.118.000.56 NeHuuunnuH G (c1) IgE, ImmunoCAP 1 660
6203ABb [A09.05.118.003.63MeHnunnnmu G (c1), IgE (Penicilloyl G (c1), IgE) 590
6012 A09.05.118.002.80 MNeHnuunnuH G, IgE (Penicilloyl G, IgE, c1) 1 300
6912C2 Mennunnnny V (c2) IgE, ImmunoCAP 2600
6048AB6 [A09.05.118.002.29MNennuunnuH V (c2), IgE (Penicilloyl V (c2), IgE) 600
6461 Mepey 3enénbin (f263), IgE, ImmunoCap (Green pepper (f263), IgE,

ImmunoCap) 2100
6214AB [A09.05.118.003.74MNepew cnagkuii (f218), IgE (Paprika (f218), IgE) 590
6774EXT7 Mepo pomawHen ntuupl, ex71 IgE (ImmunoCAP), (MUKCT nepbs NTuL: rycs,

Kypuvubl, yTkn, nHgenkn) (Poultry feather, ex71, IgE, ImmunoCAP) 2500
6236ABb [A09.05.118.003.99MNepo yTkn (e86), IgE (Duck feathers (e86), IgE) 630
6876F95 [A09.05.118.000.57|MNepcuk (f95) IgE, ImmunoCAP 2570
6130A6 [A09.05.118.002.90Mepcuk (f95), IgE (Peach (f95), IgE) 690
6669 A09.05.118.001.83 Mepcuk (F95), annepren-cneundudeckune IgG (Peach, IgG, F95) 990
6546 Mepcuk rPru p3 LTP (f420) IgE, ImmunoCAP 4 600
674 A09.05.118.001.14/Mepcuk, IgE (Peach, IgE, F95) 850
6218ABb [A09.05.118.003.77|NepxoTb kowku (e100), IgE (Cat dander (e100), IgE) 590
6181ABb [A09.05.118.003.41|MepxoTb nowaayu (e3), IgE (Horse dander (e3), IgE) 690
6017 A09.05.118.001.53 NepxoTb nowagw, IgE (Horse dander, IgE, €3) 750
6166ABb [A09.05.118.002.99Mepbsa BonHucToro nonyranyuka (e78), Ige (Budgerigar feathers (e78), IgE) 590
6265ABb [A09.05.118.004.23MNepbs ronybs (e215), IgE (Pigeon feathers (e215), IgE) 630
6248Ab [A09.05.118.004.07|Mepbsa anuHHoxeocToro nonyras (€93), IgE Parakeet feathers(e93), IgE 630
6220ABb [A09.05.118.003.79Mepbs nHatoka (€89), IgE Turkey feathers (e89), IgE) 590
6249AB [A09.05.118.004.08Mepbsa kaHapenkn (€201) , IgE Canarian feathers(e201), IgE 630
6250A6 [A09.05.118.004.09Mepbs nonyras xako (e213) , IgE Grey parrot feathers (e213), IgE 630
6610 A09.05.118.001.84|NMusHble apoxokn (F403), annepren-cneuundudeckue IgG (Brewer's Yeast, IgG,

F403) 990
655 A09.05.118.001.19MNuneHbIe apoxoku, IgE (Brewer’s Yeast, IgE, F403) 850
6473 Muwesas anneprusa. OnpegeneHne cneundudeckux IgE Kk annepreHam,

CBSI3aHHbIM C pa3BUTMEM CUMMTOMOB nuLeBow annepriuun, ImmunoCAP 5 500
669 B03.002.004.000.4Muwesas naHens Immulite (20 nuweskbix annepreHos) (Food Panel), IgE 12 800
6310 Muwesas naHens PROTIA Allerqy-Q (anneprus y geten n B3pocrnbix, 59

NULLEBBIX U pecnupaTopHbix annepreHoB) (Food panel PROTIA Allergy-Q), IgE 7 500
6192AB5 [A09.05.118.003.52MNMnaraH kneHonucTHbIN (Platanus acerifolia) (t11), IgE (MnataH KNeHONUCTHbLIN

(Platanus acerifolia) (t11), IgE) 590
6123ABb [A09.05.118.002.83NMneBen/Panrpac mHoronetHuin (g5), IgE (Lolium perenne (g5), IgE) 590
6830M6 [A09.05.118.000.04MNneceHb Alternaria alternata (m6) IgE, ImmunoCAP 1400
6145ABb [A09.05.118.003.27|lMneceHb Alternaria alternata (tenuis) (m6), IgE 590
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A09.05.118.002.01

MneceHb Alternaria tenuis (M6), anneprex-cneundunyeckne 1gG (Alternaria

tenuis, 1gG, M6) 990
627 A09.05.118.001.42MNneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 690
6831M3 [A09.05.118.000.0¢NMneceHb Aspergillus fumigatus (m3) IgE, ImmunoCAP 1400
6143ABb [A09.05.118.003.29MNneceHb Aspergillus fumigatus (m3), IgE 590
6616 A09.05.118.002.00MNneceHb Aspergillus fumigatus (M3), annepren-cneundunyeckue 1IgG

(Aspergillus fumigatus, IgG, M3) 990
625 A09.05.118.001.4(MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 690
626 A09.05.118.001.41|MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 560
6142ABb [A09.05.118.003.24MneceHb Cladosporium herbarum (m2), IgE 590
6615 A09.05.118.001.99MNneceHb Cladosporium herbarum (M2), annepren-cneundunyeckue IgG

(Cladosporium herbarum, IgG, M2) 990
624 A09.05.118.001.39MNneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 690
6245ABb [A09.05.118.004.04{MneceHb Helminthosporium halodes (m8), IgE 630
6246ABb [A09.05.118.004.09MNneceHb Mucor racemosus (m4), IgE Mucor racemosus (m4), IgE 630
6141ABb [A09.05.118.003.23MneceHb Penicillium notatum (m1), IgE 590
6614 A09.05.118.001.98 MneceHb Penicillium notatum (M1), annepreH-cneundmdeckue IgG

(Penicillium notatum, 1gG, M1) 990
623 A09.05.118.001.38NneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 690
6678 MnecHeBble rpubbl (M4), IgE, ImmunoCAP 2100
6184ABb [A09.05.118.003.44MogopoxHuk (W9), IgE (Plantago lanceolata (w9), IgE) 590
66647 |A09.05.118 MopconHeyHuk (w204) IgE, ImmunoCAP 2 340
6063A6 [A09.05.118.002.44MoaconHeyHunk (w204), IgE (Sunflower (w204), IgE) 600
6449 Monesunua noberoHocHas (g9), IgE, ImmunoCap 2100
6164ABb [A09.05.118.002.97|MNonbiHb ropbkas (Artemisia absinthium) (w5), IgE (Wormwood (w5), IgE) 590
6920W5 [A09.05.118.000.81[MonbiHb ropbkas (wd) IgE, ImmunoCAP 1350
659 A09.05.118.001.5@ MNonbIHb ropbkas, IgE (Wormwood, IgE, W5) 850
6163AB [A09.05.118.002.9¢ MonbIHb 06bIKHOBEHHAs (Artemisia vulgaris) (w6), IgE (Mugwort (w6), IgE) 590
6874W6 [A09.05.118.000.58 MNonbiHb 06blkHOBEHHas (w6) IgE, ImmunoCAP 1600
6815W23(A09.05.118.000.59 MonbIHb 06bIkHOBEHHas, nArtv1 (w231) IgE, ImmunoCAP 2600
6816W23(A09.05.118.000.60 MNonbiHb 06blkHOBEHHas, nArtv3 (w233) IgE, ImmunoCAP 3 000
6029AB6 [A09.05.118.002.13MonbIHb 06bikHOBEHHas, nArtv3 (w233), IgE (Mugwort, Artemisia vulgaris,

nArtv3 (w233), IgE) 600
658 A09.05.118.004.54 MonbliHb 06bIKHOBEHHas, Nbinbua, IgE (Mugwort, IgE, W6) 750
6235ABb [A09.05.118.003.94NMomeT BonHMcTOro nonyravyuka (e77), IgE (Budgerigar droppings (e77), IgE) 630
6881F25 [A09.05.118.000.61|Momugop (f25) IgE, ImmunoCAP 1310
6824E213A09.05.118.000.624Monyran, nepo (€213) IgE, ImmunoCAP 2030
6289ABb [A09.05.118.004.44MocteHHumua (w21), IgE (Wall pellitory (w21), IgE) 630
6463 MocteHHuua (w21), IgE, ImmunoCap 2100
6469 MporHo3 pucka npoBeaeHus BakumHaumu, IgE, ImmunoCAP® (7 napameTpoB)

(Vaccination risk prediction, IgE, ImmunoCAP® (7 parameters)) 8 300
6468 MporHo3 pucka npoBeaeHWs onepaTnBHOrO BMeLwarenscTea (TpunTtasa; c74,

XKenatuH, IgE, c8, XnoprecuauH, IgE, k82, Nlatekc, IgE), ImmunoCAP®

(Prediction of the risk of surgical intervention (Tryptase; c74, Gelatin, IgE, c8,

Chlorhexidine, IgE, k82, Latex, IgE), InmunoCAP®) 5900
6188AB [A09.05.118.003.48Mpoco (f55), IgE Common Millet (f55), IgE 590
6660 A09.05.118.001.89MNpoco (F55), annepren-cneuundudeckme IgG (Common Millet, 1I9G, F55) 990
6904F55 [A09.05.118 Mpoco nocesBHoe (nweHo) (f55) IgE, ImmunoCAP 2 340
647 A09.05.118.001.1gMNpoco, IgE (Common Millet, IgE, F55) 750
6869F4 |[A09.05.118.000.63MwenHwnua (f4) IgE, ImmunoCAP 1450
6178AB6 [A09.05.118.003.11|MNweHwnua (f4), IgE (Wheat (f4), IgE) 590
6676 Mwennua nocesHas (g15), IgE, ImmunoCap 2100
6658 A09.05.118.001.8g NweHnyHasn myka (F4), annepreH-cneundudeckue IgG (Wheat, IgG, F4) 990
610 A09.05.118.001.17|MweHunyHag myka, IgE (Wheat, IgE, F4) 750
6775TX5 Mbinbua gepeBbeB, MUKCT tx5 IgE, IMmunoCAP (12 Onbxa cepas, t4 JlewmHa

06blkHOBEHHas (opelHuk), t8 Bas, t12 VBa 6enas, t14 Tononb) (Tree pollen,

mixed x5 IgE, ImmunoCAP) 2500
6673 Mbinbua copHeix Tpas, MUKCT (wWx5), IgE, ImmunoCap 2100
6269ABb [A09.05.118.004.27|Mbipert nonsy4umn (g21), IgE (Agropyron repens (g21), IgE) 630
6437 Pak peuHon (f320), IgE, ImmunoCAP 2700
666 B03.002.004.000.1PecnupatopHas naHens Immulite (20 pecnmpaTopHbIX ansepreHoB)

(Respiratory Panel), IgE 11 500
6010 B03.002.004.000.4 PecnnpatopHas naHens PROTIA Allerqy-Q (anneprus y aetew u Bapocnbix, 59

pecnupaTtopHbIX 1 nuLiesbix annepreHos) (Respiratory PROTIA Allergy-Q), IgE 7 500
6892F9 [A09.05.118.000.64Puc (f9) IgE, ImmunoCAP 1250
6160AB [A09.05.118.002.93Puc (f9), IgE (Rice (f9), IgE) 590
6605 A09.05.118.001.87|Puc (F9), annepren-cneundunyeckue 1gG (Rice, 1gG, F9) 990
652 A09.05.118.001.18Puc, IgE (Rice, IgE, F9) 750
66601 [A09.05.118 Poxsb (f5) IgE, ImmunoCAP 2 340
6100A6 [A09.05.118.002.56/Poxsb (f5), IgE (Rye (5), IgE) 630




6015 A09.05.118.001.30Poxb/ pxaHas myka, IgE (Rye, IgE, f5) 750
6284AB6 |[A09.05.118.004.41|Po3a (w28), IgE (Garden rose (w28), IgE) 630
6131ABb [A09.05.118.002.91|PosmapuH (f335), IgE (Rosmarinus officinalis (f335), IgE) 590
66648 |A09.05.118 Pomaluka (w206) IgE, ImmunoCAP 2 340
6064A6 [A09.05.118.002.45Pomaluka (w206), IgE (Chamomile (w206), IgE) 600
6294ABb [A09.05.118.004.51|PsibrHa obbikHoBeHHas(145), IgE (Rowan(t45), IgE) 630
6457 CapavHa ganbHeBocTouHas (cenbab neacw) (f61), IgE, ImmunoCap (Sardine

(f61), IgE, ImmunoCap) 2100
6216ABb [A09.05.118.003.76Csekna (f319), IgE (Beet (f319), IgE) 590
6439 Ceekna (f319), IgE, ImmunoCAP (Beetroot (f319), IgE, ImmunoCAP) 2700
6893F26 [A09.05.118.000.65 CsuHuHa (f26) IgE, ImmunoCAP 1280
6155AB [A09.05.118.003.37|CBuHuHa (f26), IgE (Pork (f26), IgE) 590
6653 A09.05.118.001.88 CsuHuHa (F26), annepreH-cneundunyeckue 1gG (Pork, 1gG, F26) 990
644 A09.05.118.001.19CsuHuHa, IgE (Pork, IgE, F26) 750
6186ABb [A09.05.118.003.46Cenbaepeii (f85) IgE Celery (f85), IgE 590
6885F85 Cenbaepen (f85) IgE, ImmunoCAP 2100
619 A09.05.118.001.20Cenbaepen, IgE (Celery, IgE, F85) 850
6091AB [A09.05.118.002.50Cenbab (f205), IgE (Herring (f205), IgE) 900
6677 Cenbgp (f205), IgE, ImmunoCAP 2100
6940 CemeHa maka (f224), IgE, ImmunoCAP 4 300
6117AB [A09.05.118.002.76Cems dpeHxens (f219), IgE (Fennel seed (f219), IgE) 630
6275ABb [A09.05.118.004.33 CeHHas nbinb (07), IgE (Hay dust (07), IgE) 630
6949 CuHaa mugus (f37), IgE, ImmunoCAP 4 300
6270AB [A09.05.118.004.28 CupeHb obbikHOBeHHast (t24), IgE (Syringa vulgaris (t24), IgE) 630
6092A6 [A09.05.118.002.51|Ckymbpus (f206), IgE (Mackerel (f206), IgE) 900
6460 Ckymbpus atnaHTnyeckas (f206), IgE, ImmunoCap (Mackerel (f206), IgE,

ImmunoCap) 2100
6680 CneneHb (i204), IgE, ImmunoCAP 2100
6109A6 [A09.05.118.002.68Cnuea (f255), IgE (Plum (f255), IgE) 630
6823MX1(B03.002.004.000.1Cmecb annepreHoB nnecHeBbIx rpmbkos (mx1) IgE, ImmunoCAP 2090
6300AB [A09.05.118 Cwmecb annepreHoB gepeBbeB (t1-t3-17-18-t9-t10) IgE kneH sceHenucTHbIN,

6epe3a boponasyaras, Ay6, BA3, MacnvMHa eBponenckas, rpeLkuin opex, Tree

allergen mixture (t1-t3-t7-t8-19-t10) IgE maple ash, birch, oak, elm, olive,

walnut 630
603 B03.002.004.000.3Cmechk annepreHoB AepeEBLEB: ONbxa, NelwmnHa 00bIkHOBEHHas!, uBa, 6epesa,

ay6, IgE (TP (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,

Birch, Oak, IgE)* 1110
6268AB5 [B03.002.004.000.JCmeck annepreHoB getckoro nutaHus, fm1 (AanyHbIi 6enok, MOMoKo KOpoBbe,

Tpecka, nweHunua, coesble 606bl, TOMaThbI, ANYHBIN xenTok), IgE (Infant food

mix, fm1 (egg white, cow milk, codfish, wheat flour, soya bean, tomato, egg

yolk), IgE) 630
6307AB [A09.05.118 Cwmecb annepreHos gomatuHen noinv (h1-d1-d2-i6) IgE gomaluHas nbineb,

Dermatophagoides pteronyssinus, Dermatophagoides farinae,

TapakaH-npycak, Domestic duct allergen mixture (h1-d1-d2-i6) IgE domestic

dust, Dermatophagoides pteronyssinus, Dermatophagoides farinae, cockroach

(croton-bug) 630
6820HS [B03.002.004.000.JCmeck annepreHoB gomMaluHen nbinu (Hollister-Stier) (hx2) IgE, ImmunoCAP 1480
6004 B03.002.004.000.3Cmecb annepreHoB gomaluHen nbinu 1: Dermatophagoides pteronyssinus,

Dermatophagoides farinae, gomaluHas nbinb, TapakaH, IgE (Dust Panel 1, IgE) 1290
1070 B03.002.004.000.3Cmech annepreHoB AOMaLLHUX MPbI3YHOB: 3NUTENUIA MOPCKOW CBUHKMN,

ANUTENWI KPOmnukKa, anMTenuii XoMsika, Kpbica, Mbiwb, IgE (EP70 (E6, E82,

E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,

Hamster Epithelium, Rat, Mouse, IgE)* 1110
1070AB |B03.002.004.000.§Cmecb annepreHoB AOMaLLUHMX MPbI3yHOB: 3NUTENWIA MOPCKOW CBUHKM,

ANUTENWI KPOomnuKa, anMTenuii XoMsika, Kpbica, Mbiwb, IgE (EP70 (E6, E82,

E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit Epithelium,

Hamster Epithelium, Rat, Mouse, IgE) 630
6590 Cwmecb annepreHoB XuBoTHbIX (ex2), IgE, ImmunoCAP (Animal proteins (ex2),

IgE, ImmunoCAP) 2100
6304ABb |A09.05.118 Cwmecb annepreHoB 3nakoBbix (f4-f6-f7-f8-f9) IgE nweHunua, sumeHb, oBec,

KyKypy3a, puc, Cereal allergen mixture (f4-f6-f7-f8-f9) IgE wheat, barley, oat,

corn, rice 630
6675 Cwmecb annepreHoB 3nakoBbix TpaBs (gx2), IgE, ImmunoCAP 2100
6928 Cwmecb annepreHoB mopenpoayktos (fx2) IgE, ImmunoCAP (Mix seafood

allergens (fx2), IgE, ImmunoCAP) 3 000
6930 Cwmecb annepreHoB Myku 3nakoBblx (fx20) IgE, ImmunoCAP (Mix cereal flour

allergens (fx2), IgE, ImmunoCAP) 3 000
6918FX7{B03.002.004.000.1Cmecb annepreHoB msca (fx73) IgE, ImmunoCAP 2 300
6305ABb |A09.05.118 Cwmecb annepreHos opexos (f13-f17-f20-f36-f256) IgE apaxwuc, dyHAyK,

MUWHAAnb, KOKOC, rpeukuii opex, Nut allergen mixture (f13-f17-f20-f36-f256) IgE

peanut, hazelnut, almond, coconut, walnut 630
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Cwmecb annepreHoB opexoB (fx1) IgE, ImmunoCAP (Mix nut allergens (fx1),

IgE, ImmunoCAP) 2500
6087ABb [B03.002.004.000.4Cmecb annepreHos nnieceHn (mm1), IgE 600
6030AB (B03.002.004.000.4Cmecb annepreHoB nnecexwn (mmz2), Ige (Mixed mold allergen (mm2), IgE) 600
6822MX2/B03.002.004.000.JCmeck annepreHos nneceHn (mx2) IgE, ImmunoCAP 1580
602 B03.002.004.000.3 Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2,

M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)* 1110
6619 B03.002.004.000.4 Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2,

M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)* 1300
6821TX9(B03.002.004.000.Cmeck annepreHoB nbinbLbl gepeBbeB (1x9) IgE, ImmunoCAP 1800
6084Ab [B03.002.004.000.4Cmeck annepreHoB MbifbLbl AepeBbeB (no3gHee ueTeHue) (tm3), IgE 1505
6086AB (B03.002.004.000.4Cmeck annepreHoB NbinbLbl AepeBbeB (No3gHee ueTeHue) (tm6), IgE 1470
6083ABb [B03.002.004.000.4Cmeck annepreHoB MbinbUbl AepeBbeB (paHHee LBeTeHue) (tm2), IgE 1220
6085AB (B03.002.004.000.4Cmeck annepreHoB NbinbLbl AepeBbeB (paHHee LseTeHune) (tm5), IgE 1105
6838WX1B03.002.004.000.1Cmecb annepreHoB MbifbLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP 1630
6315 CwmecCb annepreHoB nNbinbLbl COPHbIX TpaB, Ig E (mix wx2), ImmunoCAP

(Allergen mix of weed pollen, IgE (mix wx2), ImmunoCAP) 3 300
604 B03.002.004.000.3 Cmechk annepreHoB COpHOM TpaBbl: aMOp0o3u1s MOSbIHHOMNCTHAS, NOSbIHb

06bIKHOBEHHAs!, NOQOPOXHMK, Mapb 6enas, Yeptononox pycckun, Ige (WP1

(W1, We, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,

English Plantain, Lamb's Quarters, Russian Thistle, IgE)* 1110
6594 Cwmecb annepreHoB copHbIx Tpas (wx3), IgE, ImmunoCAP (Weed pollen (wx3),

IgE, ImmunoCAP) 2 300
600 B03.002.004.000.3Cmecb annepreHoB TpaBbl: exa cOopHas, OBCAHHMLA NyrosBasi, poXb

MHoroneTHss, TumodpeeBka, MaTnuk nyroeson, IgE (GP1 (G3, G4, G5, G6, G8),

Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,

Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 1055
601 B03.002.004.000.3Cmecb annepreHoB TpaBbl: KOMOCOK AYLUNCTbIA, POXb MHOIONETHSS,

TMModeeBKa, POXb KyNbTUBMPOBAHHAs, OyxapHuK wepcTucTein, IgE (GP3 (G1,

G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye Grass,

Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)* 1110
6312EX1 CmMecCb annepreHoB anUTenus 4oMaLlHUX XUBOTHbIX, Ig E (mix ex1),

IMMUNOCAP 2300
6301AB [A09.05.118 Cwmechb bObIToBbIX annepreHoB (d1-d2-e1-e2) IgE, Domestic allergen mixture

(d1-d2-e1-e2) IgE, Domestic allergen mixture (d1-d2-e1-e2) IgE

Dermatophagoides pteronyssimus, Dermatophagoides farinae, feline

epithelium, canine epithelium 630
6914FX5 (B03.002.004.000.1fCmeck getckux nuwiesbix annepreHos (fx5) IgE, ImmunoCAP 1460
6281ABb [B03.002.004.000.JCmeck gpeecHom nbinu (6yk, Ay6, cocHa, Bs3 (om1)), IgE (Wood mix

(032-033-036-049) (om1), IgE) 630
6317ABb [A09.05.118 Cwmech knewesbix annepreHos (d1-d2-d3-d70-d71-d72-d73-d74) IgE (Mite

allergen mixture (d1-d2-d3-d70-d71-d72-d73-d74) IgE Dermatophagoides

pteronyssinus, Dermatophagoides farinae, Dermatophagoides microceras,

Acarus siro, Lepidoglyfus destructor, Tyrophagus putreus, Glycophagus

domesticus, Euroglyphus maynei) 630
6306A5 [A09.05.118 Cwmechb nyrosbix Tpas (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE

CBVHOPOW nane4atbii, exa cbopHasi, nnesen, TMModeeBKa Nyropasi, MATIINK

NYroBOW, COpro, poXb NoceBHasi, byxapHWK LLEPCTUCTbIN, OBEC NOCEBHOW,

nweHunua nocesHas, NIMCOXBOCT nyroson, Meadow grass mixture

(92-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE dog's tooth grass, cocksfoot,

ryegrass, timothy grass, meadow grass, sorghum, rye, Yorkshire fog, oat,

wheat, foxtail grass 630
6042ABb [B03.002.004.000.4Cwmecb nyrosbix Tpas (gm1), IgE (Mixed meadow grasses (gm1), IgE) 600
6081ABb [B03.002.004.000.4Cmecb nepbeB aekopaTmBHbIX NTuL, (em72), IgE 1095
6080ABb [B03.002.004.000.4Cmeck nepbes ntuy (em1), IgE 1105
6303ABb [A09.05.118 Cwmecb nuwesas (msico) (f26-f27-f83-f284) IgE cBuHuHa, roBagnHa, KypuHoe

MsCO, MsAco nHaenkun, Food mixture (meat) (f26-f27-f83-f284) IgE pork, beef,

chicken meat, turkey meat 630
6071ABb [B03.002.004.000.9Cmecb nuweBbix annepreHos (fm10), IgE 1805
6078AB (B03.002.004.000.4Cmeck nuweBbix annepreHos (fm101), IgE 1105
6079ABb [B03.002.004.000.9Cmeck nuwesbix annepreHos (fm104), IgE 1325
6072AB (B03.002.004.000.4Cmecb nuweBbix annepreHos (fm18), IgE 2080
6066ABb [B03.002.004.000.4Cmecb nuwieBbix annepreHos (fm2), IgE 1 805
6043Ab (B03.002.004.000.4Cmeckb nuweBbix annepreHos (fm21), IgE (Mixed food allergen (fm21), IgE) 600
6073ABb [B03.002.004.000.9Cmecbk nuweBbix annepreHos (fm22), IgE 1105
6074AB (B03.002.004.000.4Cmecb nuweBbix annepreHos (fm24), IgE 1155
6067ABb [B03.002.004.000.4Cmecb nuwieBbix annepreHos (fm4), IgE 1400
6068ABb (B03.002.004.000.4Cmecb nuweBbix annepreHos (fmb), IgE 1775
6069ABb (B03.002.004.000.4Cmechb nuwieBbix annepreHos (fm6), IgE 1240




6070ABb [B03.002.004.000.4Cmecb nuweBbix annepreHos (fm7), IgE 1270
6075AB (B03.002.004.000.4Cmecb nuweBbix annepreHos (fm70), IgE 1375
6076ABb [B03.002.004.000.9Cmecbk nuweBbix annepreHos (fm71), IgE 1375
6077Ab (B03.002.004.000.4Cmecb nuweBbix annepreHos (fm72), IgE 1105
6883CF [B03.002.004.000.1Cmecb nuwwesbix annepreHoB (fx15) IgE, ImmunoCAP 2100
6897FX21B03.002.004 Cwmecb nuweBbix annepreHos (fx21) IgE, ImmunoCAP 2100
6217ABb [B03.002.004.000.4Cmech nuLLeBbIX anfepreHoB (nleHnua, oBec, KyKypy3a, KyHXyT, rpeya,

fm11), IgE (Mixed food allergen (wheat, oats, corn, sesame, buckwheat, fm11),

IgE) 590
637 B03.002.004.000.4Cmecb nuwieBbIx annepreHos 1: anenbcuH, 6aHaH, a6noko, nepcuk, IgE (FP15

(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)* 1110
6612 B03.002.004.000.3Cmecb nuwieBbIx annepreHos 1: anenbcuH, 6aHaH, s6mnoko, nepcuk, IgG (FP15

(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, 1gG)* 1 300
6008 B03.002.004.000.4Cmecb nuwieBbix annepreHos 15: anenbcuH, 6aHaH, a6noko, nepcuk, IgE

(FP15; Food Panel 15: Orange, Apple, Banana, Peach, IgE) 750
638 B03.002.004.000.4Cmecb nuLeBbIX annepreHoB 2: kMK, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84,

F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1110
6611 B03.002.004.000.3Cmecb nuLieBbIX annepreHoB 2: kuBu, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84,

F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, 1gG)* 1 300
639 B03.002.004.000.4Cmech nuLLEBbIX annepreHoB 3: CBMHWHA, KypMHOE MSACO, FOBSIAVHA,

GapaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

Meat, Lamb, IgE)* 1110
6613 B03.002.004.000.4Cmecb nuLieBbIxX annepreHoB 3: CBMHMHA, KypUHOE MSCO, ToBSIANHA,

6apaHuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

Meat, Lamb, 1gG)* 1 300
6013 B03.002.004.000.3Cmechb nuLieBbIX annepreHoB 5: suyHbIn 6enok, MOMoKo, Tpecka, NeHnYHasi

MyKa, apaxuc, coeBble 606bl, IgE (FP5; Food Panel 5: Egg White, Milk,

Codfish, Wheat, Peanut, Soybean, IgE) 750
6924 Cwmech nbinbLbl AepeBbeB (1X6) (kneH siceHenucTHbIN, t1; 6epesa, t3; oy6

Genbin, t7; Byk, t5; rpeukuin opex, t10) IgE, ImmunoCAP 2700
6868GX1(B03.002.004.000.1Cmechb nbifbLbl paHHeUBeTYLmMX nyrosbix Tpas (gx1) IgE, ImmunoCAP 2100
6297AB [A09.05.118 Cwmecb copHbIx TpaB (W1-wB-w7-w10-w19), IgE ambpo3nsa obbIkKHOBEHHaS,

NonblHb OGbIKHOBEHHAS!, HUBSIHUK, Mapb Genasi, NoCTeHHMLa NnekapcTBeHHas,

Weed mixture (w1-w6-w7-w10-w19), IgE common ragweed, sagebrush, white

weed, lamb's quarters, wall pellitory 630
6298AB5 [A09.05.118 Cwmecb copHbIx TpaB (w1-wB-w7-w8-w9), IgE ambpo3nsa obblKHOBEHHaS,

norblHb OOLIKHOBEHHAs, HUBSIHWK, OQYyBaH4YMK, NogopoxHuK, Weed mixture

(w1-w6-w7-w8-w9), IgE common ragweed, sagebrush, white weed, dandelion,

plantain 630
6082AB (B03.002.004.000.4Cmeck saoB Hacekombix (im100), IgE 620
665 B03.002.004.000.1CmewwaHHasn naHenb Immulite (20 annepreHoB: 13 pecnupaTtopHbIX, 7

nuweBbIx) (Food and Respiratory Panel), IgE 11 000
66651 [A09.05.118 CwmopoaguHa kpacHas (f322) IgE, ImmunoCAP 2570
6065ABb [A09.05.118.002.46 CmopoaunHa kpacHas (f322), IgE (Red currant (f322), IgE) 600
6262ABb [A09.05.118.004.20 CmopoamnHa YepHas (f321), IgE (Black currant (f321), IgE) 630
6241ABb [A09.05.118.004.00 Cobaka nepxotb (€5), IgE Dog dander (e5), IgE 630
606 A09.05.118.001.47/Cobaka, IgE (Dog Epithelium, IgE, E2) 750
6843E101A09.05.118.000.66 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2630
6844E104A09.05.118.000.82Cobaka, rCan f 2 (€102) IgE, ImmunoCAP 3300
6845E22 Cobaka, cbIBOpOTOYHbIV anbbymuH, nCan 3 (e221) IgE, ImmunoCAP 2700
6033ABb [A09.05.118.002.16Cobaka, cbiIBOPOTOYHEIN anbbymuH, nCan f3 (e221), IgE (Dog, serum albumin,

nCan f3 (e221), IgE) 600
6639 A09.05.118.002.07|Cobaka, anutenuii (E2), annepren-cneuunduyeckme IgG (Dog Epithelium, IgG,

E2) 990
6871F14 [A09.05.118.000.67|CoeBble 606bI (f14) IgE, ImmunoCAP 1400
6134AB [A09.05.118.003.16CoeBbie 606bI (f14), IgE (Soybean (f14), IgE) 590
6646 A09.05.118.001.89CoeBble 606bI (F14), annepren-cneundundeckue IgG (Soybean, 1gG, F14) 990
612 A09.05.118.001.21|CoeBble 606bI, IgE (Soybean, IgE, F14) 750
6212AB6 [A09.05.118.003.72Conog (f90), IgE (Malt (f90), IgE) 590
6273ABb [A09.05.118.004.31|CocHa (apeBecHas nbinb) (036), IgE (Pine wood (036), IgE) 630
6679 CocHa BevimyToBa (116), IgE, ImmunoCAP 2100
6237ABb [A09.05.118.003.96 CocHa obbikHOBeHHast (116), IgE (Pinus sylvestris) (t16), IgE) 630
6855F353A09.05.118.000.84Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 3300
6039A6 [A09.05.118.002.22Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) 600
6213AB [A09.05.118.003.73Cnapxa (f261), IgE (Asparagus (f261), IgE) 590
1880 B03.002.004.000.4 Cneuunduryeckme nmmyHornobynuHel knacca G (IgG) k nuLLEBBLIM aHTUrEHaM:

Food Xplorer (FOX). (Specific IgG to food antigens: Food Xplorer (FOX)) 26 500
6458 Craspuga (f60), IgE, ImmunoCap (Jack mackerel/Scad (f60), IgE,

ImmunoCap) 2100
6865M81[A09.05.118 Cradunokokkosbli sHTepoTokenH B (m81) IgE, ImmunoCAP 2570
6866M22 CradunokokkoBbIi aHTepoTokeuH TSST (m226) IgE, ImmunoCAP 2100
6864M80[A09.05.118 Cracdunokokkosbiit sHTepoTokenH A (m80) IgE, ImmunoCAP 2570




6005

A09.05.118.000.86

CTadmnokokkoBbIn aHTepoToKcuH A, IgE (Enterotoxin A (Staphylococcus

aureus), IgE, m80) 890
6006 A09.05.118.000.87|CtachmnokokkoBbI 3HTEPOTOKCUH B, IgE (Enterotoxin B (Staphylococcus

aureus), IgE, m81) 990
6106AB6 [A09.05.118.002.65Chlp Mayna (f198), IgE (Cheese, Gouda (f198), IgE) 630
6104ABb [A09.05.118.002.63Chip ¢ nneceHbio (f82), IgE (Cheese, Mold-type (f82), IgE) 630
6103A6 [A09.05.118.002.62Cblip Yennep (f81), IgE (Cheese, Cheddar (f81), IgE) 630
6102ABb [A09.05.118.002.58 Chip LWBenuapckun (f70), IgE (Swiss cheese (f70), IgE) 790
6105AB6 [A09.05.118.002.64Crip 3aam (f150), IgE (Cheese, Edam (f150), IgE) 630
6266ABb [A09.05.118.004.24 TabauHbin nuct (0201), IgE (Tobacco (0201), IgE) 630
690916 [A09.05.118 TapakaH pbibkun (npycak) (i6) IgE, ImmunoCAP 2240
6140ABb [A09.05.118.003.22 TapakaH-npycak (i6), IgE (Cockroach; Blatella germanica (i6), IgE) 590
620 A09.05.118.001.48 TapakaH, IgE (Cockroach, IgE, 16) 850
6835G6 |[A09.05.118.000.68 Tumodbeeka nyrosas (g6) IgE, ImmunoCAP 1400
6125ABb [A09.05.118.002.85 TumodpeeBka nyrosas (g6), IgE (Phleum pratense (g6), IgE) 590
6812G21{A09.05.118.000.69 Tumodcbeeka nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2600
6813G214A09.05.118.000.70 TumodpeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2600
656 A09.05.118.001.59 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 750
6111AB [A09.05.118.002.70 TumbsiH (f273), IgE (Thyme (f273), IgE) 630
6452 TumbsaH (4abpeu) (f273), IgE, ImmunoCap 2100
6114AB |[A09.05.118.002.73 TmuH (f265), IgE (Caraway (f265), IgE) 630
6438 TwmuH (f265), IgE, ImmunoCAP 2700
6253ABb [A09.05.118.004.124 Tokcokapa (p3), IgE (Toxocara canis (p3), IgE) 630
6138AB [A09.05.118.003.20| Tomarsbl (f25), IgE (Tomato (f25), IgE) 590
6607 A09.05.118.001.90 Tomathbl (F25), annepren-cneundunyeckue 1IgG (Tomato, IgG, F25) 990
616 A09.05.118.001.224 Tomarsl, IgE (Tomato, IgE, F25) 750
6187ABb [A09.05.118.003.47| Tononb TpexrpaHHbin (Populus deltoides) (t14), IgE Cottonwood (Populus

deltoides) (t14), IgE 590
640 A09.05.118.001.54 Tononb, IgE (Cottonwood, IgE, T14) 850
6132AB6 [A09.05.118.003.14 Tpecka (f3), IgE (Codfish (f3), IgE) 590
6655 A09.05.118.001.91| Tpecka (F3), annepreH-cneumnduyeckume IgG (Codfish, 1gG, F3) 1100
6880F3 |[A09.05.118.000.71|Tpecka atnaHtuydeckas (f3) IgE, ImmunoCAP 1400
609 A09.05.118.001.23 Tpecka, IgE (Codfish, IgE, F3) 750
6829TP |[A09.05.243 Tpuntasa, ImmunoCAP 4 000
66652 TpONOMMWO3MH KNeLen JOMaLLHEN Nblfv, anfeprokomMrnoHeHT IgE

(ImmunoCAP), d205 rDer p10 (Dust mite tropomyosin, IgE allergen

component (ImmunoCAP), d205 rDer p10) 4 500
6107AB6 [A09.05.118.002.66 TyHeu, (f40), IgE (Tuna (f40), IgE) 630
6888F224A09.05.118.000.72 TuikBa (f225) IgE, ImmunoCAP 1 580
6154AB [A09.05.118.003.36 TrikBa (f225), IgE (Pumpkin (f225), IgE) 590
6650 A09.05.118.001.92 Tuikea (F225), annepreH-cneunduyeckune IgG (Pumpkin, IgG, F225) 990
643 A09.05.118.001.24 TeikBa, IgE (Pumpkin, IgE, F225) 850
6285AB6 [A09.05.118.004.42 TionbnaH (w30), IgE (Tulip (w30), IgE) 630
6191AB [A09.05.118.003.51|Ykpon (f277), IgE (Dill (f277), IgE) 590
6098AB6 [A09.05.118.002.54daconb 6enas (f15), IgE (White bean (f15), IgE) 900
6944 daconb 6enasi (benble 606bl1) (f15), IgE, ImmunoCAP 4 300
6261AB [A09.05.118.004.19delixoa (f296), IgE (Feijoa (f296), IgE) 630
6244AB [A09.05.118.004.03 Pucrawkm (F203) , IgE Pistachio nut (f203), IgE 630
6243AB6 [A09.05.118.004.024dopenb (F204) , IgE Trout (f204), IgE 630
6206ABb [A09.05.118.003.69Popmanbaerng (k80), IgE (Formaldehyde/Formalin (k80), IgE) 590
6915K80 |A09.05.118 dopmanbgerng / dpopmanut (k80) IgE, ImmunoCAP 1900
6014 A09.05.118.002.81|Popmanbgerng / dopmanuH, IgE (Formaldehyde/ Formalin, IgE, k80) 860
6896F17 [A09.05.118.000.73 dyHayk (f17) IgE, ImmunoCAP 1250
6135A6 [A09.05.118.003.17|PyHayk (f17), IgE (Hazelnut (f17), IgE) 590
6647 A09.05.118.001.93 dyHayk (F17), annepreH-cneumndudeckme IgG (Hazelnut, IgG, F17) 990
613 A09.05.118.001.29 dPyHayk, IgE (Hazelnut, IgE, F17) 750
6916C8 [A09.05.118 XnoprekcuguH (c8) IgE, ImmunoCAP 2570
6276AB6 [A09.05.118.004.34XHa (k91), IgE (Henna (k91), IgE) 630
6207ABb [A09.05.118.003.67|LiseTHas kanycTa (f291), IgE (Cauliflower (f291), IgE) 590
6053AB6 [A09.05.118.002.34Yan (f222), IgE (Tea (f222), IgE) 600
66628 [A09.05.118.000.74Yair nuctoson (f222) IgE, ImmunoCAP 1750
6293AB [A09.05.118.004.50Yepemyxa (t38), IgE (Bird cherry(t38), IgE) 630
6210A6 [A09.05.118.003.70YepHuka (f288), IgE (Blueberry (f288), IgE) 590
66641 |A09.05.118 YecHok (f47) IgE, ImmunoCAP 2 340
6061AB [A09.05.118.002.42YecHok (f47), IgE (Garlic (f47), IgE) 600
6211AB [A09.05.118.003.71|YeueBunua (f235), IgE (Lentil (f235), IgE) 590
6255A6 [A09.05.118.004.14|LLnnosHuk (f340), IgE (Rose hips (f340), IgE) 630
6148AB [A09.05.118.003.30LLokonag (f105), IgE (Chocolate (f105), IgE) 590
6665 A09.05.118.001.94 LLlokonag (F105), annepreH-cneumduyeckme IgG (Chocolate, 1IgG, F105) 990




633 A09.05.118.001.26 LLokonaga, IgE (Chocolate, IgE, F105) 750
6302A5 [A09.05.118 OnutenuanbHasa cMmech (e1-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE anuTtenui

KOLLIKW, aNuUTenuin cobaku, NepxoTb NoLaam, NepxoTe KOPOBbI, NEPXOTb cobakw,

rycuHbIe Nepbsl, 3NMTENUI 0BLbI, KYpUHbIE NEPbSI, yTUHbIE Nepbs, NEPX0Tb

kowwkw, Epithelial mixture (e1-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE feline

epithelium, canine epithelium, horse dandruff, cow dandruff, canine dandruff,

goose feathers, sheep epithelium, chicken feathers, duck feathers, feline

dandruff 630
6221ABb [A09.05.118.003.803nmTenuii n 6enku cbiIBOPOTKMN 1 Moun Kpbickl (€87), IgE (Rat epithelium,

serum proteins + urine proteins IgE (e87), IgE) 590
6251ABb [A09.05.118.004.103nmTenuii n 6enkn cbiBOPOTKU 1 Moun Mbiwn (€88), IgE Mouse

epithelium+serum-urine proteins (e88), IgE 630
6167ABb [A09.05.118.003.00 3nuTtenuii u wepcTb oBubl (€81), IgE (Sheep epithelium (e81), IgE) 590
6172ABb [A09.05.118.003.093nutenun kowkwn (e1), IgE (Cat epithelium (e1), IgE) 590
6198ABb [A09.05.118.003.58 3nuTtenuii kponuka (e82), IgE ( Rabbit epithelium (e82), IgE) 590
6165ABb [A09.05.118.002.98 3nutenun mopckon ceuHkm (e6), IgE (Guinea pig epithelium (e6), IgE) 590
6230ABb [A09.05.118.003.893nuTtenui mbiwn (e71), IgE (Mouse epithelium (e71), IgE) 630
6179AB [A09.05.118.003.123nuTenuii cobakm (e2), IgE (Dog epithelium (e2), IgE) 590
6229ABb |[A09.05.118.003.883nuTenuii xomska (e84), IgE (Hamster epithelium (e84), IgE) 630
6231ABb [A09.05.118.003.90 9nutenun wunHwnnnel(e208), IgE (Chinchilla epithelium (e208), IgE) 630
6110AB [A09.05.118.002.693cTparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) 630
6446 OcTparoH (TapxyH) (f272), IgE, ImmunoCAP (Tarragon (f272), IgE,

ImmunoCAP) 2700
6875F49 [A09.05.118.000.79A6noko (f49) IgE, ImmunoCAP 1260
6161AB [A09.05.118.002.94A6noko (f49), IgE (Apple (f49), IgE) 590
6606 A09.05.118.001.99A6noko (F49), annepreH-cneumndudeckme IgG (Apple, IgG, F49) 990
653 A09.05.118.001.27/A6n0oko, IgE (Apple, IgE, F49) 750
6291AB [A09.05.118.004.48A6nons (t25), IgE (Apple (125), IgE) 630
690713 Ap ocbl 06bIkHOBEHHOM (i3) IgE, ImmunoCAP 2000
6045AB [A09.05.118.002.26 A4 ocbl 06bikHOBeHHOM (i3), IgE (Common wasp (Yellow jacket) (i3), IgE) 600
690612 |[A09.05.118.000.76A4 ocbl naTHKUCTOM (i2) IgE, ImmunoCAP 1590
6044ABb [A09.05.118.002.2944 ocbl natHucTonm (i2), IgE (White-faced hornet (i2), IgE) 600
690511 [A09.05.118.000.77|A4 n4yenbl megoHocHow (i1) IgE, ImmunoCAP 1580
6205ABb [A09.05.118.003.64 A4 nuensl megoHocHow (i1), IgE (Honey Bee Venom (i1), IgE) 590
6009 A09.05.118.001.52A4 n4enbl megoHocHow, IgE (Honey Bee Venom, IgE, i1) 750
6910175 Apn wepwhs (i75) IgE, ImmunoCAP 2 340
6047ABb [A09.05.118.002.28Aa wepwHs (i75), IgE (European hornet (i75), IgE) 600
6836F1 [A09.05.118.000.78AnuHbin 6enok (f1) IgE, ImmunoCAP 1350
6176AB6 [A09.05.118.003.09AnuHbIn 6enok (f1), IgE (Egg white (f1), IgE) 590
6643 A09.05.118.001.96 AnuHbin 6enok (F1), annepren-cneuunduyeckune IgG (Egg White, IgG, F1) 990
607 A09.05.118.001.28 AnuHbin 6enok, IgE (Egg White, IgE, F1) 750
6837F75 [A09.05.118.000.79 AvyHbin xenTok (f75) IgE, ImmunoCAP 1350
6177ABb [A09.05.118.003.10 AvuHbin xenTok (f75), IgE (Egg yolk (f75), IgE) 590
6662 A09.05.118.001.97|AnyHbiI xenTok (F75), annepreH-cneunduyeckme IgG (Egg Yolk, 19G, F75) 990
618 A09.05.118.001.29 AnuHbiv xenTok, IgE (Egg Yolk, IgE, F75) 750
6195AB6 [A09.05.118.003.59 Ao kypuHoe (f245), IgE (Whole egg (f245), IgE) 990
6931F244A09.05.118.000.88 Anuo kypuHoe (f245), IgE, ImmunoCAP (Whole egg (f245), IgE, ImmunoCAP) 1580
66629 AumeHsb (f6) IgE, ImmunoCAP 1950
6054A6 [A09.05.118.002.35AumeHsb (f6), IgE (Barley (f6), IgE) 600
9004 BUOXUMUNYECKUE UCCJIEQOBAHUSA KPOBU
1796 (Chromolab) ButamuH B6 (nupuaokcanb-5-cpocchat) B nna3me Kposw,

B3XX-MC/MC 4 400
1861 (Chromolab) ButamuHel rpynnsl B: B1(Tuamumn-nupodocdar), B2(PAL),

B3(HnaumH), B5(naHToTeHoBas kucnota), B6(nupunaokcans-5-cdocdar),

B7(6notuH), B9(donnesas knucnora), B12(kobanamuH) B Kposu,

B3»XX-MC/MC; XM ((Chromolab) B vitamins: B1(thiamine pyrophosphate),

B2(FAD), B3(niacin), B5(pantothenic acid), B6(pyridoxal-5-phosphate),

B7(biotin), B9(folic acid), B12(cobalamin) in blood, HPLC-MS/MS; IHM) 12 200
1741 (Chromolab) myTtatnoH cBo60aHbIN (BOCcCTaHOBNEHHbIN, GSH) B KpoBU

(Glutathione reduced), BOXX-®J1 5200
1798 (Chromolab) >XvupopacTteopumble BUTaMuHbl: A (petuHon), D (25-OH D2/D3

cymmapHo), E(anbda-Tokodepon), K1 (dpnnnoxmHoH) - B Kposw,

B3XXX-MC/MC ((Chromolab) Fat-soluble vitamins: A (retinol), D (25-OH D2/D3

total), E (alpha-tocopherol), K1 (phylloquinone) - in the blood, HPLC-MS/MS) 13 200
2039 (Chromolab) Mapkepbl ancbuosa (apabuHo3sa, apabuHuton) B moye, M'X-MC 5350
1863 (Chromolab) MeTunupoBaHHbIe MPOM3BOAHbIE aprMHMHA: MOHOMETUNAPIMHUH

(MMA), acuMmmeTpuyHbIn gumeTunapruHnH (ADMA), cMMeTpPUYHbIN

anmvetunaprnHuH (SDMA) - B nnasme kpoBu. Pac4eTHble COOTHOLLEHNS:

(ADMA+SDMA)/MMA, SDMA/MMA, ADMA/MMA, ADMA/SDMA, BaXXX-MC 4100
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(Chromolab) Omera-3 nHagekc - oTHoLeHWe aliko3aneHTaeHoson (EPA),
gokosaneHTaeHoson (DPA) n gokosarekcaeHoBor (DHA) XMPHBbIX KNCOT K
CYMMapHOMY COofep>KaHUI0 XUPHbBIX KUCINOT B LIEeNbHOW KPOBU 1
3apUTPOLMTapPHbLIX MeMBpaHax: OLleHKa PUCKOB BO3HNKHOBEHWS

cepaeyHo-cocyancTbix 3abonesaHuii U HdapkTa muokapga, MX-nia 8 250
1862 (Chromolab) OueHka yHKUMK CepaeyHO-COCYaNCTON CUCTEMBI, DYHKLUMN

noyek - naboparopHsie Mapkepbl, BOXKX-MC 5800
1867 (Chromolab) OueHka hyHKLUMOHANBLHOMO COCTOSIHUA KULLEYHUKA (NocneacTBust

aHTMBMoTMKoTEpanum) - nabopartopHble mapkepsbl, FX-MC 5900
2041 (Chromolab) 3HepreTuyeckuin 6rnok - nabopaTtopHble Mapkepsbl, 'X-MC,

B3XX-MC 5900
2043 (Chromolab) 3ddekTnBHOCTL aHEproobecneveHuns Knetkn (pabora

MUTOXOHAPWUIA) - nabopatopHble mapkepbl, FX-MC, BOXXX-MC 6 300
1603 A09.05.221 1,25-aurmgpokcmeutamund D3 (1,25-dihydroxivitamin D3) 3100
928 A09.05.235 25-OH BuTaMuH D o6wmn (25-OH Vitamin D Total, 25(0OH)D,

25-Hydroxycalciferol) 2 065
1679 A09.05.260 8-OH-ge3okcuryaHosmH B KpoB#m 2 690
1453 CA 50 (YrneBogHbinn aHTureH CA 50) (Carbohydrate Antigen 50, Cancer

Antigen 50) 2950
1280 A09.05.232 CA-242 (YrneBogHbI aHTureH 242, onyxonesblin Mapkep CA-242)

(Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1000
166 A09.05.299 CA-72-4 (YrneBogHbI aHTureH 72-4) (Carbohydrate Antigen CA-72-4, Cancer

Antigen CA-72-4) 1050
1281 A09.05.300 HE4 (Benok 4 annanammuca venoseka) (Human Epididymis Protein 4, HE4) 1195
1673 L-kapHUTUH O6LLMIA B KPOBM 3200
1678 L-kapHWUTUH 0BLWniA B MOYe 4100
1866 L-KapHutuH obwmii n ceobogHbIi, Moda pasoas (L-Carnitine total and free,

urine one-time) 5750
1865 L-KapHuTuH obwmii n ceobogHbii, nnasma kposu (L-Carnitine total and free,

blood plasma) 5250
1662 L-kapHWUTUH CBOGOAHBIN B KPOBU 3200
1664 L-kapHWUTUH CBOGOAHEKIN B MOYe 3200
204 A09.05.296 N-TepMmuHanbHbIA nponenTug npokonnareHa 1 obwwmii (Procollagen Type 1

N-terminal Propeptide, P1NP, Total) 1590
1856 PIVKA-II — 6enok, nHayuMpoBaHHbIN OTCyTCTBMEM BUTamunHa K unm ero

aHTaroHucTom-I| 4 350
PACYETHBO03.027.017.000.JROMA1 PacueT uHagekca 340
PACYETHBO03.027.017.000.JROMAZ2 PacueT nHaekca 340
1296 A09.05.298 SCC (AHTUreH NNOCKOKNeToMHoM kapunHombl) (Squamous Cell Carcinoma

Antigen, SCCA, SCCAg) 2645
1297 A09.28.054.000.01UBC (AHTUreH paka MO4eBOro ny3blpsi, MCCNegoBaHne pacTBOPUMbIX

parmeHTOB UnTOoKepaTMHoB 8 n 18 B moue) (Urine Bladder Cancer Antigen,

Urine Bladder Cancer, UBC) 2180
1317B12|A12.06.060.000.01 AkTnBHbIN BUTamuH B12 (FonotpaHckobanamuH, Active-B12,

Holotranscobalamin) 2 500
8 A09.05.042 AnaHuHamuHoTpaHcdepasa (AnAT, AT, rmyTaMmMHo-NMpoOBUHOrpagHasi

TpaHcamuHasa, [T1T) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic

Transaminase, SGPT ) 205
1258ALB AnbOyMUH 6 590
10 A09.05.011 AnbbymuH (Albumin) 255
2929 AnbByMUH-rMobynnHoBoe COOTHOLLEHNE (anbOyMuH, rnobynunH, COOTHOLLEHMWE)

(Albumin/Globulin ratio) 640
1200A1A]A09.05.073 Anbda-1-aHtutpmncuH (A1AT), koHueHTpauusa (Alpha-1-Antitrypsin, A1AT,

AAT, Concentration) 1530
832A1A |[A09.05.073.000.03Anbdpa-1-anTutpuncuH (A1AT), peHoTunmupoBaHnue (Alpha-1-Antitrypsin, A1AT,

AAT, Phenotyping) 2 840
1210 A09.05.241 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M) 560
1" A09.05.045 Anba-amunasa (a-amunasa, guactasa) (Alpha-Amilase, a-Amylase) 255
12 A09.05.180 Anba-ammnasa naHkpeatnyeckas (P-nsodepmeHT ammunasbl) (Pancreatic

a-Amylase) 290
92 A09.30.002.000.01Anbda-cdpetonporeunH (API) (a-Fetoprotein, AFP) 420
1689 B03.016.025.001. AMMHOKMCIOThI B NMia3Me KPOBW - CKPMHUHIOBOE MccnegoBaHune 13

nokasarenemn 5200
1792 AMMWHOKMCNOTBI B Na3Me KPOBW - 3KCMEPTHOE KONMYECTBEHHOE UCCreaoBaHne

01151 BbISIBNEHUS (PYHKLMOHAMbHbLIX METABONNYECKNX U3MEHEHUIA (48

nokasartenewn), BOXXX-MC 12 500
1690 B03.016.025.001.J AM1HOKUCIOTEI B Nna3me kposu, 48 nokasarenemn 7 865
1693 A09.05.016 Ammumak B nnasme kposu (Ammonia in blood plasma) 590
42 A12.06.015 AntuctpentonuanH-O (ACI-O, ACNO) (Antistreptolysin-O, ASO) 400
220 A09.05.251 AnonunonpotenH B (AnonpotenH B, ano B) (Apolipoprotein B, Apo B) 465
219 A09.05.250 AnonunonpoteuH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1, Apo A1) 610




9 A09.05.041 AcnapratamuHoTpaHcdepasa (AcAT, ACT, rmyTamMmyHo-LLaBENEeBOYKCYCHas

TpaHcamuHasa, [WT) (Aspartateaminotransferase, AST, Serum

Glutamicoxaloacetic Transaminase, SGOT ) 200
29 A09.05.014 Benkosble dpakunm (Serum Protein Electrophoresis, SPE, SPEP)* 465
1198 A09.05.219 Benok S100 (S100 Protein) 2910
1552 A09.28.028.000.01Benok beHc-[xoHCa B MOYe, CKPUHWHI C NPUMEHEHMEeM UMMYHOMMKCaLnn 1

KonuyecTBeHHoe onpegenexue (Bence-Jones Protein, Urine, Immunofixation,

Quantification ) 2290
1553 A09.28.030.002 |Benok beHc-[xoHca B MoYe: UMMYHOMKCAUMS, KONTMYECTBEHHOE

onpegenexHve, TMNMpoBaHWe kanna, nambaa (Bence-Jones Protein, Urine,

Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification ) 5500
208 A09.05.245 Beta-2-mukpornobynuH (B-2-MnkpornobynmH) B CbIBOPOTKE KPOBU

(Beta-2-Microglobulin, BMG, Serum ) 1020
1615 A12.06.060.000.09BeTa-kapoTmH 2 565
13 A09.05.021 Bunnpy6uH obwmn (Bilirubin Total) 205
14 A09.05.022.001  |Bununpy6uH npsmon (bunmpybuH KOHBLIOTMPOBaHHBIN, CBA3aHHBIN) (Direct

Bilirubin, DBIL, Conjugated Bilirubin ) 205
1616 A09.05.235.000.01Butammnn 25(0OH)D2 n 25(0OH)D3, pasgencHoe onpegeneHune (BOXX -

MC/MC) 6 435
931 A12.06.060.000.0§ButamuH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum) 2 565
1604 A12.06.060.000.04ButamunH B1 (TnammH) 2 565
117 A12.06.060 ButamuH B12 (unaHokoGanamuH, kobanamuH) (Cobalamin) 745
1609 A12.06.060.000.03ButamunH B2 (pnbodnasmH) 2 565
1610 A12.06.060.000.04ButamuH B3 (HuKoTuHamma) 2 565
1608 A12.06.060.000.09ButamuH B5 (naHToTEHOBas kucnora) 2 565
1605 A12.06.060.000.0§dButamun B6 (nupuaokcansgocdar) 2 565
1611 A12.06.060.000.07Butamun B7, H (61otuH) 2590
OBC156 ButamuH 1 1 MuHepanbHbi 06MeH 4 500
932 A12.06.060.000.14BuTtamuH E B cbiBopoTKe (anbda-tokodepon) (Vitamin E, alpha-Tocopherol,

Serum) 2 565
877 A12.06.060.000.11|Butamun K1 B cbiBopoTke (dmnnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2 565
1613 A12.06.060.000.14Butamun K2 (meHaxuHoH-4) (Vitamin K2, Menaquinone-4, serum) 2090
1661 A12.06.060.000.19BuTtammH K2, MeHaxvHoH-7, ceiBopoTka (Vitamin K2, Menaquinone-7, serum) 2 090
1613/61 Butamun K2: MK-4 n MK-7, ceiBopotka (Vitamin K2: MK-4 and MK-7, serum) 3990
1606 A12.06.060.000.13Butamunn C (ackopbuHoBas kucnora) 2 565
0004HMY Butamunbl rpynnel B (B1, B2, B3, BS, B6, B7, B9, B12) (B vitamins (B1, B2

,B3, B5, B6, B7, B9, B12)) 16 295
1829 BopopactBopvMble BUTaMUHbI 15 555
1643 A09.05.009.000.01BbicokodyBcTBUTENBHBIN C-peakTuBHbIN 6enok (kapamo) 630
TR157 |A09.05.193.000.01BbicOKO4YBCTBUTENMBLHbLINA TPOMOHWH B CTpaTuduKauum kapgnopumcka

CTabunbHbIX aMmOyNaTopHbIX NaLMEHTOB 1000
15 A09.05.044 Famma-rytamuntpaHcnentugasa (T, rmyTamuntpaHcnentuaasa)

(Gamma-Glutamyl Transferase, GGT) 205
841 A09.05.079 lanTorno6uH (Haptoglobin) 685
216 A09.05.057 lactpuH (Gastrin) 1300
FACTP |B03.004.001.000.JractponaHens (GastroPanel) 4 850
1566 B03.005.013.000.4encuagmn 25 (6uoaktusHein) (Hepcidin 25, bioactive) 7 400
18 A09.05.083 MmukunposaHHbIn remornobud HbA1C (HbA1C, Glycated Hemoglobin, GHB) 540
1231 A09.05.259 myTtatnoH obwwmi (Glutathione Total) 2190
16 A09.05.023 [mioko3a (Glucose) 170
[TT2 A12.22.005 [MOKO30-TONEepaHTHBIN TECT C onpeaerneHnem rmoKo3bl B BEHO3HOW KPOBU

HaToLaK 1 nocne Harpy3ku Yepes 2 yaca (2-Hour Oral Glucose Tolerance Test,

OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous

Blood) 770
[Trc2 |A12.22.005.000.03MMtok030-TONEPAHTHBIN TECT C ONpeaeneHnem Mmiokosbl 1 C-nentuga B

BEHO3HOW KPOBU HaToLLaK 1 nocne Harpysku 4yepes 2 yaca (2-Hour Oral

Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration (Fasting

and 2 Hours after Load), Venous Blood) 1500
[TB-C2 |A12.22.005.000.01Mok030TONEPaHTHbIN TeCT Npy 6epeMeHHOCTY (MepopanbHbIn

rnoko3otonepaHTHbl TecT, [T, O TT) Oral Glucose Tolerance Test, Plasma,

OGTT, Pregnancy 1290
153 A09.05.214 [omoumctenH (Homocysteine) 1500
147 A09.28.064 OesokcunupugmHonud (AMNKNO) B moye (Deoxypyridinolinein, DPD, Urine) 2050
48 A09.05.007 Keneso (Fe) B cbiBopoTke kpoBu (lron (Fe), Serum) 250
1512BILHA09.05.129 XKenuHble kncnotel (Bile Acids) 2900
1587 B03.016.017 XKupHble kucnotel, npodunb: omera-3,-6,-9, nnasma (Fatty acids panel,

omega-3, -6, -9, plasma) 9920
1827 Knpo- n BogopacTBopvMble BUTAMUHbI 34 300
1828 >KvpopacTteBopumble BUTAMUHbI 12 300
1275 VccnenoBaHue KOHUEHTpauum cbiBOPOTOHHOro amunomnaa A (SAA) 5700




39

A09.05.031.000.01

Kanui/Hatpuin/Xnop B ceiBopoTke kpoBu (K+/Potassium, Na+/Sodium,

ClI-/Chloride, Serum) 320
165 A09.05.206 Kanbumin noHnsunpoBaHHbin (Ca2+, cBoboaHbIn kanbuuii) (lonized Calcium,

Free Calcium) 425
37/10 Kanbumi koppekTMpoBaHHbIN Mo anboymMuHy 460
37 A09.05.032 Kanbumin o6wmin (Ca) (Calcium Total) 225
171 A09.05.119 KanbumtonuH (Calcitonin) 1010
839 A09.05.229.000.04Kap6orunapart -geuumnTHbIV TpaHcheppuH ¢ anekTpodoperpamMmmon

(Carbohydrate-Deficient Transferrin with results on an electrophoregram

(CDT)) 3525
838 A09.05.229.000.01Kap6ornapat-gecduunTHeln TpaHcgeppuH (Carbohydrate-Deficient Trancferrin,

CDT) 3310
PACYET( Kny6oukoBas cdunsrpaums (pCKP negnatp., dopmyna Lsapua 2009) 100
40CKDEHRB03.025.002.000.qKnybo4koBas cdunsrpaums, pacyet no dopmyne CKD-EPI — kpeaTuHuH

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 205
1526 Kny6oukoBas cdunsrpaums, pacyet no dopmyne CKD-EPI — unctatnn C

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 870
1370 A09.05.238.000.01KomnnekcHas oLeHKka oKCcuaaTUBHOMO cTpecca 20 500
1258 KomnnekcHas oueHka Tpodponornyeckoro cratyca (ansbymuH, npeansbyMuH,

PETUHON-CBSA3bIBAOLLNIA GEMNOK) 12 400
1189 KoMnnekcHbIi aHanmn3 KpoBM Ha HEHACILLIEHHbIE XUPHbBIE KUCMOThI CEMENCTBa

Owmera-3 (ALA, EPA, DHA, Omera-3 nHgekc) 5700
1418 A09.05.179 KocTHbIn chbepmeHT wenoyHon docdarasbl (OcTasza) 3200
1676 A09.05.258 KoaHanm Q10 B kpoBu 3390
22 A09.05.020 KpeatuHuH (Creatinine) 205
19 A09.05.043 KpeatuHknHasa (KpeatundocdokmHasa, KK, KPK) (Creatine Kinase, CK,

Creatine Phosphokinase, CPK) 250
20 A09.05.177 KpeatuHkunHaza-MB (KpeatuHdocdokmHasza-MB, KK-MB, K®K-MB) (Creatine

Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 485
215 A09.05.207 JlakTaT (Lactate) 610
24 A09.05.039 Jlaktatgermgporerasa (J14I, L-naktat, HAQ+Oxkcngopenykrasa) (Lactate

Dehydrogenase, LDH) 200
49 A12.05.011.000.01|JTaTeHTHas (HeHacbILWEHHas) ene3ocBsi3biBatoLLast CMOCOOHOCTL CbIBOPOTKM

kposu (JXKCC, HXXCC) (Unsaturated Iron Binding Capacity, UIBC) 230
23 A09.05.173 Jlunasa (Tpuaunnrmuueponaunnrugponasa) (Lipase) 360
1071 A09.05.027 JlunonpoteuH (a), I (a) (Lipoprotein (a), Lp (a)) 935
4050 A09.05.106.000.04M-rpagmeHT, CKPUHUHT. AnekTpodopes CbIBOPOTKN KPOBU, UMMYHOMMKCALMS C

NonvBaneHTHON aHTUCLIBOPOTKON, Konn4ecTBeHHas oueHka M-6ernka (6e3

TunuposaHus) (M-Gradient, Screening. Serum Protein Electrophoresis

(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-Protein

(without Typing)) 2515
4051 A09.05.106.000.01M-rpagneHT, TUNMpoBaHue. AnekTpodopes CbIBOPOTKN KPOBMU,

UMMYHOMMKCaUUNS C NaHenblo aHTUCbIBOPOTOK (pasaeneHo k IgG, IgA, IgM,

kanna, naméaa), konmyecTBeHHas oueHka M-6enka (M-Gradient, Typing.

Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,

IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 4 665
40 A09.05.127 Marnun (Mg) B cbiBopoTke kpoeu (Magnesium (Mg), Serum) 230
1681 A09.05.192 ManoHoBbIV gnanbaerng 2990
21 A09.05.006 Mwuorno6buH (Myoglobin) 1200
7650 MonekynsipHo-reHeTu4eckasi MarHoCcTUKa paka npegcraTenbHON Xenesbl 4 250
27 A09.05.018 MoueBas kucnota (Uric Acid) 210
26 A09.05.017 MoueBuHa (Urea) 205
1631 A09.05.256 Hatpuitypetuydeckoro ropmoHa (B-trna) N-koHueson nponentua (NT-proBNP,

N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide) 2975
1632 HatpuitypeTnyeckoro ropmoHa (B-trna) N-koHuesor nponentug (NT-proBNP,

N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide) 12 800
209 A09.05.246 Henpoxcneumnduyeckasn eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1440
1830 HempoTponHbie BUTaMUHBI 8700
28 A09.05.010 O6wwmn 6enok (Protein Total) 205
2219 OKMCNEeHHbIN NMNONPOTENH HU3KOM MoTHocTU (0x-LDL) (Oxidized low-density

lipoprotein (Ox-LDL)) 4 350
1581 A09.05.264 Owera-3 nHgekc (Omega-3 Index) 5110
OBC69 OHKOpMCK MYXCKOW: NnpeacTatensHas xenesa (Male oncologic risk: prostate) 970
1743 OnpepgeneHne KoHUeHTpauun Butamura B1(TnammHnupodocdar), uenbHas

KpOBb 3950
1744 OnpepgeneHve koHueHTpauun Butamunna B2(PA[), uenbHasa KpoBb 3 950
1509 OCMOMAPHOCTb CbIBOPOTKN KPOBM (PacyETHbI METOA) 950
146 A09.05.224 OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla

Protein, BGP) 785
2113 A09.05.130.000.01OueHka 3gopoBbs npocTatsl (MCA o6w,., NCA cB., -2proPSA, phi) 6 200




ROMA1

B03.027.017.000.4

OueHka pucka paka andHukos no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeTa pucka anMTenuanbHOro paka
ANYHKUKOB) (ANs xxeHwmH o meHonaysbl) (Risk of Ovarian Malignancy

Algorithm, ROMA (Before Menopause)) 1825
ROMA2 |B03.027.017.000.0OueHka pucka paka snyHmkoB no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacyeTa pucka anMTenuanbHOro paka

ANYHUKOB) (ONs >XeHWwmH nocne meHonay3bl) (Risk of Ovarian Malignancy

Algorithm, ROMA (After Menopause)) 1825
1646GRH OueHka ckopocTu Knybo4koBon cmnsTpaummn y geten no copmyne Leapua,

kpeaTtuHuH (Estimation of glomerular filtration rate in children using the

Schwartz formula, creatinine) 550
294 A09.16.003.000.01MencuHoreH | (Pepsinogen |) 1000
295 A09.16.003.000.04MNencuHoreH Il (Pepsinogen Il) 1000
2111 MencuHorers! | u Il ¢ pacyetom cooTHowweHus (MencuHoreH |/MencuHoreH Il)

(Pepsinogen I/Pepsinogen Il, PG1/PG2) 2 800
1700 A09.05.209 MpokanbuntoHuH (Procalcitonin) 1985
103 A09.05.130.000.04MNCA obwmi (MpocTaTtnyecknin cneumdmryecknii aHTUreH obLLmin)

(Prostate-Specific Antigen Total, PSA Total) 520
PSA103 |A09.05.130.000.03MCA o6wwuit (MpocTatnyeckuii cneumguyecknini aHTureH obLLmin)

(Prostate-Specific Antigen Total, PSA Total)* 1100
104 A09.05.130.001 |NCA cBobogHbIl ([pocTaTnyecknii cneunduyeckuini aHTureH cBo6oaHbIN)* 520
141 A09.05.195 PakoBo-ambpuoHanbHbIi aHTureH (POA, kapuMHO3MOPMOHANbHbIN aHTUIEH)

(Carcinoembryonic Antigen, CEA) 675
1595STF|A09.05.008.000.01PactBoprMbIe peuentopbl TpaHcdeppuHa (pTPP, Soluble Transferrin

Receptor, sTfR) 1995
44 A12.06.019 PesmarongHbin daktop (P®) (Rheumatoid Factor, RF) 350
1614 A12.06.060.000.1JPeTHun nanbmutat 2 565
203 A09.05.297 C-KkoHueBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps,

C-tepmuHanbHbii Tenonentug, CT) (Carboxyterminal Cross-linking

Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,

Beta-Cross Laps, B-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1

Collagen, CT, b-CTx Serum) 1020
43 A09.05.009 C-peaktuBHbin 6enok (CPB) (C-Reactive Protein, CRP) 370
143 A09.05.202 CA-125 (YrmeBogHbivi aHTureH 125) (Carbohydrate Antigen CA-125, Cancer

Antigen CA-125) 685
142 A09.05.231 CA-15-3 (YrneBogHbin aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer

Antigen CA-15-3) 735
144 A09.05.201 CA-19-9 (YrneBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer

Antigen-Gl) 735
1540 A09.28.030.003.01CsoboaHble nerkve LenyM MMMyHoOrnobynuHoB kanna n naméga B moye (Urine

immunoglobulin free light chains (FLC) kappa and lambda) 2200
1539 A09.05.106.003 |CsobogHble nerkve Lenyv UMMyHOrnobynmMHoOB kanna u nambaa CbiIBOPOTKK C

pacyeTom MHAeKca kanna/namobaa 3200
978 A09.05.057.000.01CTmynsiumMoHHas npoba — MactpuH-17 (ctumynuposaHHbin) (Gastrin-17

Stimulation Test, Gastrin-17, G-17) 1950
50 A09.05.008 TpaHcdeppuvH (Cugepodmnun) (Transferrin) 515
30 A09.05.025 Tpurnuuepugpl (TT) (Triglycerides) 225
157 A09.05.193.000.01 TponoHwuH-1 (Troponin-1) 990
51 A09.05.076 ®epputuH (Ferritin) 550
118 A09.05.080 donwnesas kucnota (Folic Acid) 1020
35 docparasa kucnas (KP) (Acid Phosphatase, ACP) 600
36 A09.05.046 docdatasa weno4vHasa (L) (Alkaline Phosphatase, ALP) 205
41 A09.05.033 docop HeopraHnyeckuii (P) (Phosphorus (P)) 225
17 A09.05.102 dpykTro3amuH (Fructosamine) 720
32 A09.05.004 XonectepwuH JIMNBI (XonectepyH NMNonpoTerMHOB BbICOKOW NnoTHocTw, JIMBIT,

a-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL Cholesterol) 245
1644 A09.05.028.000.04 XonectepuH JTNHI (npsmoi meton) Cholesterol LDL (direct) 275
33 A09.05.028.000.03 XonectepuH JIMHI (XonectepuH NUNONPOTEMHOB HNU3KOM NNOTHOCTK, JTTHI,

B-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)* 210
31 A09.05.026 XonecTepuH o6 (XonectepuH) (Cholesterol Total) 230
218 A09.05.028.000.01XonecTtepuH-JINMOHM (XonecTtepuH nNMnonpoTeENHOB O4YE€Hb HU3KOW NIIOTHOCTY,

JINOHTM, VLDL Cholesterol) 460
34 A09.05.174 XonwuHactepasa (S-lNMceBgoxonuHacTepasa, xonuHacTepasa I, S-X3,

auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 265
946 A09.05.227 XpomorpanuH A (Chromogranin A, CgA) 5740
840 A09.05.077 Liepynonna3amuH (Ceruloplasmin) 700
1525 A09.05.230 Lincratux C (Cystatin C) 990
167 A09.05.247 LintokepatuHoBbii oparmeHT (Cyfra 21-1, doparmeHT umTokepaTtuHa 19)

(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble

Fragments, Cyfra 21-1) 1090
1551 A09.05.014.000.04 3nekTpodopes HenkoB Moun, onpeaeneHne tuna npotenHypum (Urine Protein

Electrophoresis) 1800




9027

FEHETUYECKUE NPEQPACIONIOXXEHHOCTH

7653 AHanus mytauumn B reHe BRAF (V600E) (MLUP, kay) 9 000
7654 A27.30.099.000.06 AHann3 nepecTpoek 1 xpomocombl (FISH, konuy.) 14 000
7091 AHanu3 nonMMopgn3MoB B reHax, KOQUPYHOLLMX PeLenTopbl U hepMeHTbI

meTabonmama cteponaHbix ropMoHoB. (Analysis of polymorphisms in genes

encoding receptors and enzymes of steroid hormone metabolism.) 21700
129 |A09.20.006.000.01ApTepuanbHas runepteHausi, nonHas naHesns (reHsl ACE, AGT, NOS3)

(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)) 6 700
129IM/63B03.006.001.000. JApTepunansHas runepteH3us, nonHas naxHenbs (reHsl ACE, AGT, NOS3) (6e3

onucaHus pesynsratoB BpadoM-reHeTukom) (Arterial Hypertension: Full Panel

(Genes ACE, AGT, NOS3) (without Description)) 3980
76111 ApTepuarnbHasi TMNepPTEH3Ms], CBsI3aHHas! C HapyLLeHUsIMU B paboTe

angotenuaneHon NO-cunHTasbl (reH NOS3) (Arterial Hypertension, Endothelial

NO-Synthase Disturbance (Gene NOS3)) 1590
761163 [A27.05.031 ApTepuarnbHas TrMnepTeHs3usl, CBsi3aHHas ¢ HapyLLleHUsIMU B paboTe

aHpgotenunanbHo NO-cuHTasbl (reH NOS3) (6e3 onncaHusi pesynsratos

Bpayvom-reHeTnkom) (Arterial Hypertension, Endothelial NO-Synthase

Disturbance (Gene NOS3) (without Description)) 1460
121 |A09.20.006.000.03 ApTepunanbHas runepTeH3us, CBA3aHHas C HapyLUEHUsIMU B

peHnHaHrmoTeH3mHoson cucteme (reHsl ACE, AGT) (Arterial Hypertension,

Renin-Angiotensin System Disorder (Genes ACE, AGT)) 2190
121IT1/B3A09.20.006.000.03 ApTepunanbHas runepTeH3uns, CBA3aHHas C HapyLUEHUsIMU B

peHnHaHrmoTeHanHoBon cucteme (reHbl ACE, AGT) (6e3 onucanuns

pesynsratoB Bpadom-reHeTukom) (Arterial Hypertension, Renin-Angiotensin

System Disorder (Genes ACE, AGT) (without Description)) 1200
7259BET{A27.05.024.000.03 Beta-agpeHobnokatopsl. leH CYP2D6. ®apmakoreHeTuka (beta-Adrenergic

Blockers. Gene CYP2D6) 6 500
1M7rn B03.006.001.000.qBbone3Hb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease

(Genes DLG5, NOD2, OCTN1, OCTN2)) 8 695
7024 Bonblas HeBponoruyeckasa naHens (Large neurological panel) 68 900
1371 |A27.05.003.000.04 Bo3HMKHOBEHME M30NMPOBAHHbLIX MOPOKOB pa3BuTUs y nroga (reHsl MTHFR,

MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR)) 2990
137IM/B3A27.05.003.000.09 Bo3HWKHOBEHME M30NMPOBaHHbBIX MOPOKOB pa3BuTus y nnoga (reHsl MTHFR,

MTRR, MTR) (6e3 onucaHus pesynsratoB Bpa4om-reHeTnkom) (Isolated

Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description)) 1690
7802CYI [A27.05.024.000.01BpoxaeHHas runepnnasust HagnoveyHukos, reH CYP21A2, y.m. (Gene

CYP210HB, Freq. Mut.) 9 000
7350 Bblaaya cbipbix AaHHbIX, NOMYYEHHbIX MO pe3ynsratam

CEKBEHNPOBAHUSA/XPOMOCOMHOIO MUKPOMATPUYHOrO aHanusa (Raw

Sequencing Data/Raw CMA Data) 5700
7019 A09.05.255 [eHeTnyeckasn gnarHocTrka KneTodHoro ctapeHns (MsmepeHve onnHbl

Tenomep) Genetic diagnosis of cellular aging (telomere length measurement) 8990
777797 |B03.006.004.000.1reHeTnyeckas naHenb "2 genes" 3650
777798 |[B03.006.004.000.1reHeTnyeckasn naHenb "Light" 8 500
7777106 leHeTnyeckasa naHenb "MyBalance" (MyBalance Genetic Panel) 19 950
7777101 [B03.006.004.000.4M'eHeTnyeckasn naHenb "MyExpert" (MyExpert Genetic Panel) 31800
7777105 leHeTnyeckas naHenb "MyFeminity Age+" (MyFeminity Age+ Genetic Panel) 19 950
7777104 leHeTnyeckasn naHenb "MyFeminity" (MyFeminity Genetic Panel) 19 950
777799 (B03.006.004.000.1lreHeTnyeckasn naHenb "MyNeuro" 11 200
7777107 leHeTnyeckasn naHenb "MySugar" (MySugar Genetic Panel) 19 950
7777100 (B03.006.004.000.1|lreHeTnyeckasn naHenb "MyWellness" 21100
7777108 leHeTnyeckas naHenb MyAtherosclerosis 4 300
7777115 leHeTnyeckas naHens MyBaby 15 600
7777110 [eHeTnyeckasn naHenb MyDiabetes 5000
7777113 leHeTnyeckasa naHenb MyFit 20 000
7777118 [eHeTnyeckasn naHenb MyLipid 6 600
7777109 leHeTnyeckas naHens MyObesity 5700
7777117 leHeTnyeckasn naHenb MyVitaminD 2900
7777112 leHeTnyeckas naHens MyVitamins 28 400
7777111 leHeTnyeckasn naHenb MyVitamins Lite 5700
7374 leHeTnYeckne NpUYMHbLI HapyLUEeHWI cnepmartoreHesa (47 mukpogeneunin AZF) 11 400
146l |B03.006.001.000.qreHeTuyeckune caktopbl Myxckoro 6ecnnogums (reHol AR, CFTR; AZF-pervioH)

(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) 18 680
7641B-AHB03.006.001.000.|lreHoTunupoBaHue annenen E2, E3, E4 reHa APOE ans oueHkn

npegpacnonoXeHHOCTU K aTepockneposy u 6onesHn Anburerimepa

(Alzheimer's Disease) 2990
7623 A27.30.014 leHoTMNUpoOBaHWe anrnaponupuMnanH gernaporeHassl (DPYD)

(Dihydropyrimidine dehydrogenase (DPYD)) 4100
139IMH [ecTo3bl M heTonnaueHTapHas HegoCTaTOMHOCTb 10 890
139IMH/H [ecTo3bl M heToNNaueHTapHas HeA4OCTaTOYHOCTL (6e3 onucaHus pesynbTaToB

BpPaYOM-reHETUKOM) 9790




122rm

A27.05.002.000.05

Mneparperaums TpomboumToB, nonumopduam reHa ITGA2 ¢.759 C>T
Hyperaggregation of platelets, gene polymorphism ITGA2 c.759 C>T

3 090

122IM/B3

A27.05.002.000.06

Mneparperaumsa TpomGoumToB, nonumopduam reHa ITGA2 ¢.759 C>T (6e3
onucaHus pe3ynsTaToB BpadoM-reHeTukom) Hyperaggregation of platelets,
gene polymorphism ITGA2 ¢.759 C>T (without description)

1990

138IM

A27.05.003.000.02

MnepromounctenHemus (reHst MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

4290

138IM1/B3

A27.05.003.000.01

MnepromouunctenHemus (reHsl MTHFR, MTRR, MTR) (6e3 onncaHus
pe3ynsratoB Bpavyom-reHeTukom) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

2990

77797

B03.019.012.000.0

LOedunuunt anbda-1-aHTutpuncura, SERPINA1, 4.m.

1850

7377

Hednunt NnM30CcomMHON Kncnow nunassbl, reH LIPA

14 300

7017

B03.006.001.000.0

Ounabetr MODY2, reH GCK, m.

14 100

7018

B03.006.001.000.1

Ounaber MODY3,reH HNK-1, m..

14 100

7777102

OHK-tect "MyNeuro. Kids» MyGenetics. SHeprusi 1 moTuaumsi pebeHka
(Genetic panel "MyNeuro")

14 150

7777103

OHK-tect «MyExpert. Kids» MyGenetics. 300poBbe 1 akTUBHOCTb

39 900

109rm

XKeHckoe 6ecnnogue n ocrnoxHeHne 6epemeHHocTy (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA IlI; kapnoTun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; Karyotype))

22 600

142rm

MHrmbutopsl AM®, dnysactatuH, 6nokatopsl peuentopos ATII.
MporHo3npoBaHne HePONPOTEKTUBHOTO achpdhekTa nHrnéuTopos AMd npu
HeamabeTnyecknx 3aboneBaHusx. FfeHeTnYeckme Mapkepbl 3EKTUBHOCTU
ateHornona npy apTepuansHoi rMnepTeH3nn ¢ runeptpodueit nesoro
Xenyaoyka unv Tepanum dpryBacTaTMHOM Mpu UieMnyeckol 6onesHn cepaua.
OnpepgenexHve HanMyms NONIMMOPMU3MOB reHa aHrMOTEH3UH-NPpeBpaLLatoLLero
depmenTa (reH ACE) (ACE Inhibitors, Fluvastatin, ATl Receptor Blockers.
Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases.
Genetic Markers of Effectiveness of Atenolol in Hypertension with Left
Ventricular Hypertrophy or Fluvastatin Therapy in Ischemic Heart Disease.
Detection of Polymorphisms of Gene of Angiotensin-Converting Enzyme (Gene
ACE))

3190

2447

A27.05.026

WHTepnenknH-28B (MJ1-28B), reHoTunnposaHue (MccnegoBaHne reHeTU4eckmx
MapKepoB, onpeaenstowyx achdEeKTUBHOCTb JIEYEHUS] XPOHUYECKOrO renatuta
C nHTepdepoHom 1 pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping
(Study of Genetic Markers Determining Effectiveness of Treatment of Chronic
Hepatitis C in Interferon and Ribavirin))

950

703963

WccnenosaHue reHa nHrnbuTopa akTmBaTtopa nna3MuHoreHa, nonumoptuam
PAI-1 (—-675 5G>4G), 6e3 onucaHusa pesynsratoB BpayoM-reHeTUKOM

800

702963

MccnepoBaHuve reHa koarynsuuoHHoro dpaktopa V ("myTauus flengeHa"),
nonumopdmam F5 (1691 G>A), 6e3 onucaHus pesynsTatoB BpayoM-reHETUKOM

1300

703763

VccnepoBanue reHa MeTuneHTeTparngpodonarpeaykrasbl, NonMmMmophnsm
MTHFR (677C>T), 6e3 onucaHus pe3ynsratoB BpayoM-reHeTMKOM

1980

703863

MccnenoBaHue reHa METUOHWH CUHTa3bl pedykTrasbl, nonumopdnsm MTRR
(66A>G), 6e3 onncaHns pesynsraTtoB BPa4YOM-reHETUKOM

1770

758163

B03.006.001.000.4

MccnepgoBaHme reHa METUOHWHCUHTA3bI, nonumopdnam MTR (2756A>G), 6e3
ONUCaHWs Pe3ynsTaToB BPaYOM-TEHETUKOM

1350

761763

B03.006.001.000.4

VccnepoBaHue reHa npokoHBepTMHa (Mnun dpaktopa koarynauum VII),
nonumopduam F7 (10976 G>A), 6e3 onnucaHusi pe3ynsratos
BPa4YoM-reHeTUKOM

620

702863

MccnepoBaHue reHa npoTpombuHa (Mnu dpaktopa koarynsuum 1),
nonumopdmam F2 (20210 G>A), 6e3 onnucaHusi pesynsratos
BpPa4YoM-reHETUKOM

1300

703663

MccnepoBaHne reHa pubpurHasel (unn daktopa koarynsauum X,
nonumopdunam F13 ¢.103G>T

700

125IM

A27.05.002.000.04

MccnepoBaHue reHa hubpuHoreHa, nonumopcdunsm FGB c¢.-467G>A (-455
G>A) (Fibrinogen gene analysis, FGB polymorphism c.-467G>A (-455 G>A))

2690

125IT1/B3

A27.05.002.000.02

MccnepoBaHue reHa oubpuHoreHa, nonumopguam FGB c¢.-467G>A (-455
G>A) (6e3 onucaHus pesynstatoB Bpadom-reHeTukom) (Fibrinogen gene study,
polymorphism FGB c¢.-467G>A (-455 G>A) (without description))

1790

757163

B03.006.001.000.4

Wcecneposanue nonumopdgmama 1298A>C reHa MTHFR
(MeTuneHTeTparngpodonarpeaykTasbl), 63 onncaHnsi pesynsraTos
Bpa4YoOM-reHETUKOM

1380

7370

MccnepoBaHye TapreTHON NaHenu reHoB A AUarHOCTUKM HacneaCcTBEeHHbIX
apuTMoreHHbIx 3abonesaHuii cepgua metogom NGS

57 000

7369

MccnepoBaHye TapreTHON NaHenu reHoB A AUarHOCTUKM HacneacTBEeHHbIX
kapguomwuonatun metogom NGS

57 000

7260

KonuyecTBeHHOe onpeneneHve COOTHOLLEHNS HOPMarbHOTO U MyTaHTHOTO
annenen 617V/617F B 14 ak3oHe reHa JAK2 (Quantification of wild-type and
mutant allelic ratio of gene JAK2 617V/617F)

10 100

7691LCI/

B03.032.003.000.4

JlakTasHas HegocTaTodHocTh (reH MCMG6) (Adult Lactase Deficiency (Gene
MCMB6) (6e3 onucaHus peaynsrata BpavoM-reHETUKOM)

1500

7691

B03.032.003.000.4

JlakTasHas HegocTaTodHOCTb, (reH MCMG6) (Adult Lactase Deficiency (Gene
MCMB) (c onucaHuem pesynsrata BpaioM-reHeTUKOM)

1740




7261D-C

A27.05.045.000.04

Jlo3zapTtan/npbecaptaH. leHeTnYeckuii Mapkep pyMcka HapyLUeHWI
meTabonmama 6nokaTopos peLenTopoB aHrMoTeH3nHa ll: nosaprtaHa n
npbecaprtaHa no Tuny ocnabneHns n yeuneHms ux rmnoTeH3nBHOro AencTans,
cooTBeTcTBEHHO. OnpeaeneHne Hanuuna NoNMMopgU3MOB reHa LMToxpoma
CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders
Blockers of Receptors of Angiotensin Il, Losartan and Irbesartan Type of
Weakening and Strengthening their Hypotensive Action, Respectively.
Detection of Polymorphisms of Cytochrome CYP2C9)

1450

7007

MegunuuHckas ycnyra no BbINOJIHEHUIO KOMIMIIEKCHON OKCNepTn3bl aHannsa
MONeKynAapHo-reHeTn4eCKnxX gaHHbIX NOJIHOINo reHoma

117 800

148IM

A27.05.003.000.06

MeToTpekcart. _'eHeTnueckne Mapkepbl MOBBILLEHHOrO pUCKa pa3BUTHSA
noboYHbIX peakumnii Npu npueme MeToTpekcaTa Ha oHe nedeHns
peBmaTougHoro aptpuTa. MeToTpekcar: HapyLueHne metabonmama onmeBon
kucnoTbl. OnpegenexHne HanuyMs NONMMOPEU3MOB reHOB (hepMEHTOB
peakuni onatHoro uukna (Methotrexatum. Genetic Markers of Increased
Risk of Development of Adverse Reactions in Taking Methotrexate for
Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic
Acid. Determining Presence of Polymorphisms of Genes of Enzymes of Folate
Cycle Reactions, Genes MTHFR, MTRR, MTR)

2590

1334

A12.05.010.000.01

MonekynsipHo-reHeTuyeckoe uccnegosarve HLA-B27 (Molecular Genetic
Testing HLA-B27)

1550

7077

MonekynspHo-reHeTnyeckoe nccnegosaHune reHa HLA-B57:01

6 290

10711

My»xckoe 6ecnnogue (reHbl AR, CFTR; AZF-pernoH; kapuotun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype))

30400

7252AZF

A10.20.001.000.01

HapyweHunsa cnepmartoreHesa, 6 mapképoB (Mukpoaeneuum nokyca AZF)
(Spermatogenesis disorders (6 AZF))

2090

725263

A10.20.001.000.02

HapyweHunsa cnepmatoreHesa, 6 mapképoB (Mukpogeneuum nokyca AZF) (6e3
ONMUCaHWs Pe3yNLTaToOB FEHETUKOM)

990

76611

HapyweHnsa cnepmartoreHesa: paclumpeHHas naHenb (AZF-pervoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

12 500

766163

A27.21.001.000.01

HapylieHnns cnepmatoreHesa: paclumpeHHasi naHens (AZF-pervnoH) (6e3
onucaHus pesynsraToB Bpadom-reHeTmkom) (Impairment of Spermatogenesis:
Full Panel (AZF-Region) (without Description))

10 190

116HLA

A12.05.010.000.03

HacnencteeHHasi npegpacnonoXeHHOCTb K caxapHoMy avabeTy 1-ro Tvna no
Tpem nokycam reHos cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1)
(Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes),
HLA Class Il (Genes DRB1, DQA1, DQB1))

8 100

7015HLA

A12.05.010.000.08

HacnencteeHHasi npeapacnonoXeHHOCTb K Lienvakum rno fiokycam reHoB
cuctembl HLA Il knacca (DQA1, DQB1)

8 000

1541mM

A27.05.040.000.02

HacnegcteeHHble cnydan BRCA-accoummpoBaHHOMO paka y MyX4uH: pak
rPyaHOW, NOMAXeNyaAo4HOW, NpeacTaTenbHoOM xenes, pak sudek (reHsl BRCA1,
BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

4 590

1541T1/B3

A27.05.040.000.01

HacneacteHHble cnyyan BRCA-accounvpoBaHHOro paka y My>X4uH: pak
rpygaHon, nogxenyaouHon, npeacraTenbHon xenes, pak anyek (reHsl BRCA1,
BRCA2) (6e3 onncaHusi pesynsratoB Bpaqom-reHeTnkom) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
(Genes BRCA1, BRCA2) (without Description))

3790

155IM

B03.027.007.000.4

HacneacTtBeHHble cnyyam paka MOfovHom xenesbl n/mnu audHmkos CHEK2,
NBS1 (Hereditary Breast and/or Ovarian Cancer)

1790

155IT1/B3

B03.027.007.000.4

HacnegcTtBeHHble crydamn paka MonovHown xenesbl u/mnu audHmkos CHEK2,
NBS1 (Hereditary Breast and/or Ovarian Cancer) (6e3 onucaHus pesynsraToB
BPa4YoOM-reHETUKOM)

1190

124rM

A27.05.040.000.02

HacnencTtseHHble criydan paka MONOYHOW xenesbl U/Unu SUHHUKOB (reHbl
BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

5120

1241T1/B3

A27.05.040.000.01

HacnencTteeHHble criyyan paka MONMOYHON xenesbl /Wnn SUYHUKOB (FeHbl
BRCA1, BRCA2) (6e3 onucaHus pe3ynsratoB Bpadom-reHeTukom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
Description))

3 995

12441

B03.027.007.000.4

HacneacTtBeHHble cnyyan paka MOMoYHOM xenesbl u/vnu sudHnkos BRCA1,
BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer )

6 290

7648

B03.027.020.000.4

HacnepacTtBeHHble cnyyaun paka npeacrtartensHou xenesbl (reH HOXB13)
(Hereditary prostate cancer (HOXB13 gene))

3 800

7T779HFE

A27.05.010.000.01

HacneactBeHHbIn remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE))

4 690

7780

HacnegcteeHHbIN remoxpomaros, | Tun, HFE: paclumpeHHas naHenb
(Hereditary (primary) hemochromatosis, HFE: expanded research panel)

3 300

77801

HeankoronbHbIN xuposon renatos, reH. PNPLA3, 4.m.

3750

7380

Helpodunbpomaros, nouck NpoTseHHbIx geneuunn B reHe NF1

11 400




7261C-C

A27.05.045.000.03

HecTepouaHble npoTnBoBOCNanuTenbHble Nnpenaparbl. [eHeTuyecknin mapkep
MOBBbILLEHHOIO PUCKa Pa3BUTUSA NOBOYHBIX peakumnii B hopMe KenyooyHbIX
kposoTeueHun npu npueme HIMBI (nbynpodeH, TeHOKCHKaM, HanpOKCEH, HO
He guknodeHak) No TNy BO3HUKHOBEHWS XeNyAO4YHbIX KPOBOTEYEHUN,
CBSi3aHHbIX C HapyLLUeHeM nx metabonuama. OnpeageneHve Hanuyms
nonumopdnamoB reHa untoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory
Drugs. Genetic Marker of Increased Risk of Adverse Reactions in Form of
Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of their

Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9) 1450
7084 HyTpureHeTuka: onpegeneHvne reHeTMYECKON NpegpacronoXeHHOCTN Ans

nogbopa ontumaneHoro nutaHus (Nutrigenetics). 28 500
1201 |A27.05.003.000.0406meH conueon kucnotol (reHsl MTHFR, MTRR, MTR) (Folic Acid

Metabolism (Genes MTHFR, MTRR, MTR)) 4310
120M/B3A27.05.003.000.0106meH conumeoin kucnotsl (reHbl MTHFR, MTRR, MTR) (6e3 onvcanus

pesynsratoB Bpavom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR,

MTRR, MTR) (without Description)) 3150
118 |A27.05.002.000.03OnacHocTb Npu npuemMe opanbHbIX KOHTpaLenTueoB (reHbl F2, F5) (Risk of

Oral Contraceptives, Ocs (Genes F2, F5)) 2990
118IM/B3A27.05.002.000.01OnacHocTb Npu NpremMe oparnbHbIX KOHTpauenTusoB (reHbl F2, F5) (6e3

onucaHus pesynsratoB BpadoM-reHeTukom) (Risk of Oral Contraceptives, OCs

(Genes F2, F5) (without Description)) 1690
14600P1 OnucaHne pesynsraToB reHeTudeckoro Tecta 1 kareropum cnoxHocTy (NeNe

720163, 761163, 720763, 125[T1/B3, 769163) 535
14610P2 OnucaHve pe3ynsTaTtoB reHeTUYeCcKoro Tecta 2 kateropum crioxxHoctn (NeNe

118IM/B3, 121IT/B3, 123IT1/B3, 131ITI/B3, 141T1/B3, 115IT1/B3, 124IT1/B3,

1541T1/B3, 155IT1/B3, 725263) 1070
14620P3 OnucaHne pesynsTaToB reHeTU4eckoro Tecta 3 kateropun cnoxHocTu (NeNe

122IM/B3, 129IT1/B3, 120rM/63, 137IT1/B3, 138IT1/B3, 153IT1/63, 110IT1/B3,

114I'M/B3, 140IT1/B3, 766163, 116HLA(7831), 7015HLA(7831)) 2140
14630P4 OnuncaHne pesynsraToB reHeTUYECKOro TecTa 4 kateropum cnoxHocTy (NeNe

139ITIH/B3, 108IT1/B3, 19I'T1/B3) 4815
7207TP® Onpepnenenne reHotuna pesyc-gaktopa (RH factor Genotype) 10 890
720763 |[B03.006.001.000.1OnpeneneHune reHotnna pesyc-cpaktopa (6e3 onncaHuns pesynsraTos

BpayoM-reHeTukom) (Genotype of RH factor Definition (without Description)) 10 380
3316 A27.20.001.000.18 Onpegenenne nona nnoga. BeisiBneHne Y-xpomMocoMmbl Nfioga B KPOBY MaTepu

(Y-chromosome of the fetus in the mother's blood) 6 200
7821RH [B03.006.001.000.40npegenexune pesyc-dakropa (Rh factor Definition) 7130
153IT1/63B03.006.001.000.OcTeonopos (reHbl CALCR, VDR) 6e3 onvcaHus pesynsratos

BpayoMm-reHeTukom (Osteoporosis (Genes CALCR, VDR) without Description) 3980
153 |B03.006.001.000.1Octeonopos (reHbl CALCR, VDR), (Osteoporosis (Genes CALCR, VDR)) 5790
7364 OueHka BnmsaHmus CYP2D6 n CYP2C19 Ha meTabonumam aHTMaenpeccaHToB

NMHrIMBMTOPOB 0OpaTHOro 3axBaTa CepoTOHNHA/HOpagpeHanuHa (CrHa) —

acuuTanonpam, uMTtanonpam, cepTpanuH, (pnioBoKCaMmH, NAPOKCETUH,

BeHnadpakcuH (Antidepressant response, antidepressant activity, serotonin and

norepinephrine reuptake inhibitors (SNRIs), selective serotonin reuptake

inhibitors (SSRIs)) 14 300
7074 B03.006.004.000.|MnaHmpoBaHne 6epemeHHocTn Jk3om nntoc (Pregnancy planning (Whole

Exome Sequencing plus)) 90 100
7075 B03.006.004.000.1MnaHmpoBaHne 6epeMeHHOCTM JKk30M nntoc Ans napbl (Pregnancy planning

(Whole Exome Sequencing PLUS), DUOQO) 171 100
110rM  |B03.006.001.000.4MoarotoBka k onepauumn (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for

Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) 2690
110rM/63B03.006.001.000.4MoarotoBka k onepauuu (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus

pesynsratoB Bpavom-reHeTukom) (Preparation for Surgery (Genes MTHFR,

MTRR, MTR, F2, F5) (without Description)) 1390
7336 MogTBepxaatowee cekBeHnpoBaHue no CaHrepy - 1 MyTauus, 4o 4X YenoBek 22 800
7379 MonureHHbIN NHAEKC pUcKka CEMENHON rMnepxonecTepuHemMmm 5700
7001 MonHoreHomHoe cekBeHnpoBaHue - l'eHom.KnuHnka (Whole Genome

Sequencing) 98 400
77799 Mopaxenunsa neyenu, reHol ATP7B, PNPLA3, SERPINAT1, 4.m. 8 600
140 |B03.006.001.000.3MpuBbIMHOE HEBbIHALLMBaHNE BEPEMEHHOCTH, B T. Y. CKMOHHOCTb K TpomM603am

npu 6epemMeHHOCTU: paclunpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2,

F5) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended

Panel (Genes MTHFR, MTRR, MTR, F2, F5)) 5790
140rM/63B03.006.001.000.3MNpnBbIMHOE HEBbIHALLMBAHNE BEPEMEHHOCTU, B T. Y. CKIIOHHOCTL K TpOMB03am

npu 6epemeHHOCTU: paclmpeHHas naHenbs (reHsl MTHFR, MTRR, MTR, F2,

F5) (6e3 onucaHus pesynsratoB Bpadom-reHeTukom) (Habitual Miscarriage,

Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR,

MTR, F2, F5) (without Description)) 4490
77802 |A12.05.010.000.07Mcopmnas, TunuposaHne HLA-Cw6 3450
19rm B03.006.001.000.3 PacLumpeHHoe nccnenoBaHve reHoB cucTeMbl remocTasa (reHbl F2, F5,

MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study

of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,

ITGA2, ITGB3, F7, PAI-1)) 10 505




19IM/63

B03.006.001.000.3

PaclumpeHHoe nccnegosaHve reHOB cucTeMbl remocTasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pesynsratoB Bpadom-reHeTukom) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(without Description))

5690

7030

PaclumpeHHoe MonekynspHo-reHeTMyeckoe nccrefoBaHue cybannenen
HLA-B27

6 290

3314GR

A27.20.001.000.19

Pesyc-cakTtop nnoga. Beisenenune reHa RHD nnoga B kposu matepu (RHD
gene of the fetus in the mother's blood)

6 530

7326

CeKBeHVIpOBaHVIe Lenoro reHa

40 000

7004MRI

A27.05.052.000.03

CeMeliHbI MegynnapHbIN pak LWMTOBUAHOM xenesbl (3k3oHbl 10, 11, 13, 14, 15
reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene
RET))

21720

7375

CuHgpom CANVAS, reH RFC1

12 900

7003UGI

A27.30.015

Cungpom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))

2790

7006A2I

A27.05.052.000.02

CrHOPOM MHOXECTBEHHOMW SHOOKPUHHOW Heonnasumu 2A Tuna (3k3oHs! 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

11 300

7005B2I

A27.05.052

CrHOPOM MHOXECTBEHHOMW SHOOKPUHHOW Heonnasumn 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

7 700

131N

A27.05.002.000.03

CKIMOHHOCTb K TPOMO03aM Npyn 6epeMeHHOCTU: MUHUMarnbHas naHenb (reHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

3220

1311M1/B3

A27.05.002.000.01

CKINOHHOCTb K TpoM603aM npu 6epeMeHHOCTN: MUHUMarnbHas NaHenb (reHb
F2, F5) (6e3 onvcaHus pesynstatoB BpadoM-reHeTukom) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))

1990

7376

CnuHouepebennsipHas atakcust 27B tuna, reH FGF14

10 000

7083

CnopTuBHas reHeTuka: [JHK-TecT Ha reHeTM4ecKyo NpeapacnonoXeHHOCTb K
cnopty (Sports genetics)

17 800

7261B-C

A27.05.045.000.05

CynboHnnMo4eBnHa 1 ee NPOM3BOAHbBIE: _XIoprnponamu, Tonasamug,
rmmbeHknamua n Tonbytamma. FeHeTnYecKknii MapKkep pycka pas3BuTus
HexenaTernbHbIX JIeKapCTBEHHbIX peakuuid Mo TUNY rMnornvkemMmnm npy npueme
nepopanbHbIX CaxapOCHMXKaIOLLMX CPEACTB, CBSI3aHHbIX C HAapyLLEHNEM UX
meTabonuama. OnpepeneHve HanU4ms NONMMOPMU3MOB reHa LMToxpoma
CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide, Tolazamide,
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse Drug
Reactions by Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms of
Cytochrome CYP2C9)

1450

7381

TuonypuHbl (a3aTUONPWH, MEPKaNTOMNYPUH, TUOTyaHUH)

11 400

7831HL

A12.05.010.000.02

TunuposaHue reHos cuctembl HLA |l knacca (reHsl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class Il, Typing (Genes DRB1,
DQA1, DQB1))

7 970

114rm

B03.006.001.000.4

Tpomb6o3bl: paclumpeHHas naHensb (reHsl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

5790

114IT1/B3

B03.006.001.000.4

Tpombo3bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHus pesynsratoB BpadoM-reHeTukom) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

4620

123rM

A27.05.002.000.03

Tpombo3bl: cokpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum
(Genes F2, F5))

3220

123IM1/B3

A27.05.002.000.01

Tpomb603bl: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onncannsa pesynsratos
Bpavom-reHeTnkom) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

1990

141N

A27.05.002.000.03

TpoMBOTUYECKME OCITOXKHEHUSI MPU CTUMYNSALMKN oByNsiuun (reHbl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

2590

1411T1/B3

A27.05.002.000.01

TpomBOoTUYECKME OCNOXHEHUSI MPU CTUMYNSALMN oBynsaumn (reHbl F2, F5) (6e3
onucaHus pesynsratoB BpadoM-reHeTukom) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description))

1390

72011

TpombGoumnTapHbI peuenTtop dubpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

1490

720163

TpomboumnTapHbI perenTtop doubpuHoreHa (reH ITGB3) (6e3 onucaHus
pesyneratoB Bpavyom-reHeTukom) (Platelet Fibrinogen Receptor (Gene ITGB3)
(without Description))

990

7367

dapmakoreHeTka No6oYHbIX APPEKTOB Tepanuu annonypuHonom (reH
HLA-B58:01)

8 600

7945

PapmakoreHeTnyeckas naHenb «lMepcoHanusnpoBaHHas Tepanus» (PGx
Comprehensive Panel)

57 000

108rM

B03.006.001.000.4

Xouy cTaTb MamoW: ocrnoxHeHns 6epemeHHocTH (reHel F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

20 850

108IT1/B3

B03.006.001.000.1

Xouy cTaTb MamoW: ocnoxHeHus 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 on1caHus pe3ynsratoB
BpayoM-reHeTmkom) (Want to Become a Mother: Pregnancy Complications
(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

17 940

7327

XPOMOCOMHBbI MUKpOMaTpUYHbIA aHanua (XMA) 3K30HHOIO YPOBHS

58 500




7622

A27.05.045.000.06

Lintoxpom P450 2C19. leHotunuposaHue no mapkepy CYP2C19 (Cytochrome
P450 2C19. Genotyping for the CYP2C19 marker)

3 500

7261CYI

A27.05.045.000.01

Lintoxpom CYP2C9: nonumopduamel 430 C/T (CYP2C9*2) n 1075 A/IC
(CYP2C9*3)

1500

7259

A27.05.024.000.02

Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

6 600

9024

TMCTOJIOMMMYECKUE UCCIIEQOBAHUS

5113UrX

A08.30.013.001.02

HER2/neu akcnpeccus, HER2-ctatyc, uMMyHOrmcToxummuyeckoe
nccnegosaHue, UMX (buomarepuan, pukcMpoBaHHbI B napaduHoBOM Brioke)
(HER2/neu Expression, HER2 Status, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

7 890

581

A08.03.002.000.01

ISO-cepTudmumnpoBaHHoe NPOM3BOACTBO MMCTONOMMYECKUX NPenapaTos ¢
PYTUHHBIMM OKpackamu U3 AOCTaBMNeHHOro hMKCUPOBAHHOIO GUMONCUNHOMO
marepuana ¢ gekanbumHauuen (TpenaHobuontatbl 1 06pa3oBaHUs KOCTEN).

8 350

52221TX

A08.30.038.000.02

Ki-67 (MIB-1) akcnpeccus, IMMYHOIMCTOXMMNYECKOE UccnegoBaHme: oueHKa
nponudepaTMBHOM akTMBHOCTU Mo akcnpeccun Ki-67 (6uomarepman,
rKcupoBaHHbIN B NnapadmHosoM 6noke) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

8 900

580

A08.16.002.001

OLGA-system

4 500

534

A08.01.004.000.01

BrioncuiiHas gnarHoctuka AepmaTo3oB - Mopdonornyeckoe nccregoBaHne
6uonTaToB B LieNnsix AMarHoCTUKM 3aboneBaHuin Koxu (kpome
HoBoobpasoBaHwuit) (Pathology of skin biopsyes)*

2100

5800LGA

BuoncuiHoe nccnegosaHve CriM3ncTou xenyaka no ctTaHaapTy
mMexayHapoaHown knaccudpmkaumn OLGA-system ¢ onpegeneHvem
XenukobakTep MNunopwu (Gastric mucosa biopsy assessment according to the
OLGA-system international classification standard with the detection of
Helicobacter pylori)

4200

5512

Bobisenenne TpaHcnokauni EML4-ALK, ROS1 u mytauni B reHe MET

17 500

524

A08.16.002.000.01

[acTpuT, accoummnpoBaHHbIv ¢ Helicobacter pylori (ructonornyeckuii npocune)
(Helicobacter pylori Associated Gastritis)*

4 260

511KOX

mcTonornyeckas GuoncuiHas guarHocTuka HoBoobpa3oBaHUIM KOXM

2990

511MMaC

A08.30.046.016.02

McTonornyeckoe nccnenoBaHne GUONCUIAHOTO U SHAOCKONUYECKOTO
matepuana (bC)

2390

51103

A08.30.046.000.05

mcTtonornyeckoe nccnenosaHme GUONCUNHOMO marepunana

2390

511

A08.30.046.016.01

lcTonornyeckoe nccnegoBaHne GroncuiiHOro Matepuana u matepvana,
MOMYy4eHHOTo NPW XMPYPrMyecknx BMeLLaTenbCTBax (dHAOCKONMYECKOro
maTepuvana; TKaHew >XEHCKOW MOMoBON CUCTEMbI; KOXU, MSTKUX TKaHew;
KPOBETBOPHOWN 1 NMMMAONZHON TKaHEW; KOCTHO-XPALLEBON TKaHN)*

2390

528

A08.16.002.001.01

lmcTtonornyeckoe nccnegosaHne 6uontatoB xenygka (PAS-peakuus)

600

511-2K

[McTonoruyeckoe ncecrnegosaHue Manoro onepaunmoHHOro marepumana BToporo
Knacca

5100

511-1K

[McTonoruyeckoe ncecrnegosaHne Marnoro onepaunoHHOro marepuana nepsoro
Knacca

4 000

511-3K

[McTonoruyeckoe ncecrnegosaHue Manoro onepaunmoHHOro martepmana TpeTbero
Knacca

7 900

51103CT1

A08.30.046.000.05

lcTonornyeckoe nccnegoBaHne marepuana, nomy4eHHOro Npu Masbix
Xnpypruyeckmx onepaumsx (Histologic examination of material from minor
surgical procedures)

2390

51107

A08.30.046.000.06

mcTonornyeckoe nccnegoBaHue onepaumnoHHoro matepuana (13-40
napadmHoBbix 6rokoB) (Histologic examination of surgical material (13-40
paraffin blocks))

32 690

511-5K

[ncTonornyeckoe nccnegoBaHvne onepaunoHHOro matepuarna naToro Knacca

21800

511-4K

[ncTonornyeckoe nccnegoBaHve onepaunoHHOro marepuana 4eTseptoro
Knacca

13 900

511MH

lmcTonornyeckoe nccnenoBaHme cockobos LiepBUKaribHOro KaHasna v nonocTn
Martku npu pasaenbHOM gnarHoCtu4eCkom BblCcKabnMeaHunm

2990

516

A08.16.004.000.01

mcToxmmmyeckoe ncecneposaHue Helicobacter pylori (cnusb) (Helicobacter
pylori, Mucus, Histochemical Study)*

2245

579

A08.01.004

McToxnmmyeckoe nccregoBaHne GMONCUIHONO U onepaLMoHHOro Matepuana

2100

536

A08.01.001.002.01

OuddepeHymanbHas gMarHocTuka MenaHoMbl, UMMYHOIMCTOXMMUYECKOe
(UrX) nccnenosaHue, oueHka akcnpeccumn S-100, Melan A (MART-1), HMB-45,
SOX-10 (IHC verification of malignant melanoma using assessment of the
expression S-100, Melan A (MART-1), HMB-45, SOX-10)

33 900

5120PL]

UIMX-uccnegosaHue: gnarHoCTMKa rMcToreHe3a MeTactasoB npu
HeyCTaHOBMEHHOM NEPBUYHOM ovare (CNeKTp MapKepoB Ans BbiSiBNEHNUs
TKaHeBOW NPUHaANEXHOCTN (MHUU3MOHHas BGroncus, hopmanuHoBbi Bydep)
C KOHCynbTaumnen B akcnepTHon nabopartopun ctatyca <<PedepeHc-LeHTp>>

61010

535

A08.01.004.000.02

MmmyHoructoxummnmyeckas (UMX) auddepeHumansHasa gnarHoctuka
MenaHoMbl (MHUM3UOHHasA buoncus, hopmannHoBbIn Bydep)

33 900

5114UIrX

A08.20.003.002.01

MMmMyHoructoxummnyeckas gnarHoctuka (MIMX) XxpoHu4eckoro aHAoMeTpuTa,
CD138 (acnupart, popmanunHoBbIv Bydep)

6 020

5114K

MMmyHornctoxnmmnyeckas guarHoctuka (MIMX) xpoHuyeckoro aHOOMeTpuUTa,
CD138 (acnupart, hopmanunHoBbI Bydep) ¢ nogcyeToM KonmyecTea
nnasmaTu4eckux KneTok

14 900




552

A08.30.013.000.02

MMMyHOI’MCTOXVIMVI‘-IeCKaﬂ ANarHoCcTuka HOBOOGpaSOBaHVIVI
Xenyago4yHO-KULWEYHOro TpakTta.

15190

553

A08.09.002.002

MMMyHOrVICTOXI/IMI/ILIeCKaﬂ OnarHocTuka HOBOOGpa3OBaHVII7I nerkoro

15190

556

A08.30.013.000.05

MIMMyHOrmcToxummnyeckas gnarHocTnka HoBoo6pas3oBaHNi OPraHoOB XEHCKOM
penpoayKTUBHOWN CUCTEMBI.

20 190

586

MMMyHormcToxmmmnyeckas anarHocTuka nepBuYHbIX HoBoobpa3oBaHuii
LeHTpanbHon HepBHoM cucTembl (Immunohistochemical diagnostics of primary
tumors of the central nervous system)

50 740

5115K

MMMyHOrMcToxmmmnyeckas AnarHoCcTMKa XpoHUYECKoro aHaomeTpura —
BbISIBNEHME 1 NOACYET MMMYHOMO3UTUBHBIX Mnasmarnyeckux knetok (CD138)
(buomartepuan, UKCMpOBaHHbIN B NapacmHoBOM Grioke)
(Immunohistochemical diagnostics of chronic endometritis — identification and
counting of immunopositive plasma cells CD138)

12 900

51151IMX

A08.20.003.002.02

MNMMyHOrmcToxuMmyeckas AMarHocTvka XpoHMYECKoro aHaomMeTpuTa —
BblSIBNEHWe nna3marnyeckux knetok (CD138) (buomatepunan, mKcUpoBaHHbIN
B napadwuHosoMm 6noke) (Chronic Endometritis, Identification of Plasma Cells
CD138, Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin Block))

6 020

PLIM-B

MIMMYHOrMCTOXMMMUYECKNI CKPUHUHT paKa LUeKn MaTkn — UCCriefoBaHne AByX
MapKepoB Ans paHHel AMarHoCTVKM OUCNNasun C BbICOKOW CTENeHbIo pucka
o3nokavecTenenus: p16INK4a + Ki-67 (buomartepuan, puKCUpoBaHHbIi B
napadmHoBom 6roke) (Cervical Cancer — Study of Two Markers for Early
Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

9 490

51211rX

A08.30.013.000.03

MmmyHornctoxumunyeckoe (UIMX) nccnegosaHme: gnarHocTmka rucroreHesa
MeTacTa3oB MpW HeYCTAaHOBMNEHHOM NEPBUYHOM o4vare (CrMeKTp MapkepoB Ans
BbISIBNEHWS TKAHEBOW NpUHAANEXHOCTH) (buomaTtepman, hMKCUPOBaHHLIN B
dopmanuHoBom Bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))*

36 200

5120M1rX

A08.30.013.000.04

MmmyHormuctoxummnyeckoe (UMX) uccneqosaHune: gnarHoCcTuka ructoreHesa
MeTacTasoB NPV HeyCTAHOBMEHHOM NEePBUYHOM oyare (CMeKTp MapkepoB Ans
BbISIBNEHMS TKAHEBOW NpUHaANexXHocTn) (buomarepuan, 3aknio4eHHbIN B
napadmHoBbIn 6nok) (Immunohistochemical diagnosis in cancer metastasis of
unknown primary origin (Tissue Embedded in Paraffin Block))

36 200

5121PL]

MmmyHormnctoxnmumnueckoe (UIMX) nccnegosaHune: agnarHocTyka rucroreHesa
MeTacTa3oB MpW HeyCTaHOBMNEHHOM NEPBUYHOM o4vare (CMeKTp MapkepoB Ans
BbISIBNIEHWS TKAHEBOW NPUHAANEXHOCTW, Martepuan: buonTar onyxonu B
napadvHOBOM 6r10Ke) C KOHCYNnbTaumel B 3KCnepTHoW nabopaTtopum ctaTtyca
«PedepeHc-ueHTp»

61010

5118UMX

A08.06.003.002.02

MmmyHornctoxmmnyeckoe (UIMX) nccrnepgoBaxune: amarHocTmka
numdonponudepaTMBHbIX 3a6oneBaHuin (bruomartepuan, 3aktoveHHbIN B
napadmHoBebI 6nok) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

36 200

51191rX

A08.06.003.002.01

MmmyHornctoxmmnyeckoe (UIMX) nccnepgoBaHune: amarHocTmka
numdonponudepaTMBHbIX 3aboneBaHuin (bruomatepuan, PUKCUPOBaHHLIN B
dopmanuHosom bydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

36 200

5118PL]

MmmyHornctoxmmmnyeckoe (UIMX) nccnepgoBaHune: aMarHocTmka
numdonponudepaTMBHbIX 3a6oneBaHuin (MHLM3MOHHas Buoncus,
hopmanuHoBbI Bydep) ¢ KOHCYnbTaLMel B 3kcnepTHol nabopatopum
ctaryca «PedepeHc-LeHTp»

61010

5119PL]

MmmyHornctoxmmnyeckoe (UIMX) nccnepgoBaHune: anarHocTmka
numdonponundepaTuBHbIX 3abonesaHuii (Matepuan: 6uonTtar onyxonu, B
napadvHOBOM 6rioKe) C KOHCyrbTaumel B 9KCnepTHow nabopaTtopum ctaTtyca
«PedepeHc-ueHTp»

61010

515X

MIMMyHormcToxmmmnyeckoe ncnegoBaHue TpenaHobyonTarta KOCTHOTO Mo3ra
(Immunohistochemistry of bone marrow biopsy)

98 700

537

A08.30.013.000.01

MMmyHornctoxnmmnyeckoe uccnegosaxmve (1 Mapkep): yTouHsioLee
UIMX-ncecnenosaHue ¢ ncnonb3oBaHmem 1 aHTutena (mapkepa)

2900

537(10AT]

MMmyHornctoxummnyeckoe uccnegosarmve (10 mapkepoB): yTOUHsiOLLEE
UIMX-nccnegosaHume ¢ ncnonb3oaHnem 10 aHTUTEN (MapkepoB)

63 300

537(2AT)

MMmyHormctoxnMmmnyeckoe nccnegoBaHme (2 mapkepa): yTodHsiolee
UIMX-ncecnenoBaHune ¢ ncnonb3oBaHMeM 2 aHTUTenN (MapKkepos)

15 600

537(4AT)

MMmyHormctoxnmmnyeckoe uccnegoBaHme (4 mapkepa): yTodHsioLee
UIMX-ncecnenoBaHue ¢ ncnonb3oBaHmem 4 aHTUTen (Mapkepos)

26 900

537(5AT)

MMMmyHormcToxmmmnyeckoe nccnegoBaHne (5 MapkepoB): yTOUHsIlOLLEe
UIMX-ncecnenoBaHue ¢ ncnonb3oBaHmem 5 aHTuten (Mapkepos)

31650

537(6AT)

MMMyHormcToxmmmnyeckoe nccnegoBaHne (6 MapkepoB): YTOUHsIIOLLEe
UIMX-ncecnenosaHue ¢ ncnonb3oBaHmem 6 aHTUTeN (Mapkepos)

36 750

537(7AT)

MMMyHormcToxmmmnyeckoe nccnegoBaHune (7 MapKepoB): YTOUHsIlOLLEe
UIMX-ncecnenoBaHue ¢ ncnonb3oBaHMem 7 aHTUTen (Mapkepos)

45 650

537(8AT)

MMMyHormcToxmmmnyeckoe nccnegoBaHne (8 MapKepoB): YTOUHsIlOLLEe
UIMX-ncecnenoBaHue ¢ ncnonb3oBaHmem 8 aHTUTEN (MapKkepos)

51400

537(9AT)

MMMmyHormcToxmmmnyeckoe nccnegoBaHne (9 MapkepoB): YTOUHsIlOLLEe
UIMX-ncecnenosaHue ¢ ncnonb3oBaHmem 9 aHTUTEN (MapKkepos)

57 400




51121rX

A08.30.013.001.01

MmmyHormnctoxmmmnyeckoe nccnegosanme (UMX) HER2/neu ctartyca
(MHUM3MOHHas Guoncus, hopmanunHoBbIN Bydep)

7 890

5111UMX

A08.30.038.000.01

MmmyHornctoxnmmnyeckoe uccnegosanme (UMX) nponmdepatvsHomn
aktuBHocTu Ki-67 (MHUM3MoHHasn buoncus, chopmanuHoBbi Bydep)

6110

51161IMX

A08.20.003.001.01

MmmyHornctoxnmmnyeckoe nccnegosanme (UNMX), p16INK4a (MHum3anoHHas
6uoncus, opmanuHoBbin Bydep)

5325

525

A08.30.034.000.01

MmmyHoructoxummnyeckoe uccnegosanue (UMX), peuentopbl K acTporeHam 1
nporectepoHy ER/PR ( MHum3anoHHasa 6uoncusi/acnupat/tpenaH-6uoncus,
hopmanuHoBhbin bydep)

7710

5117UrX

A08.20.003.001.02

MMMyHormcToxmmmnyeckoe nccnegoBaHne mapkepa paHHen AMarHoCTUKM
OMCNnasum ¢ BbICOKOW CTENEHbIO pyucka o3nokadecteneHms: p16INK4a
(buomatepuan, uKkcMpoBaHHbIM B napaduHoBoM 6roke) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 500

537MNIMX

MIMMyHOrmcToxummnyeckoe okpalumsaHue (1 Mapkep) ¢ aHTMTenamm BbICOKOWM
ueHoBom kateropum (Immunohistochemical staining (1 marker) with high-price
antibodies)

8 450

551

KomnnekcHas ructoxmmmnyeckasi gnarHocTnka 3aboneBaHunii BEpXHUX OTAENOB
XKKT (nuweBopaa, xxenyaka, ABeHaauatnnepcTHon kuwkm) (Complex
morphological and histochemical assessment of diseases upper digestive
system)

1900

5145M1IX

KomnnekcHas UIMX -amarHocTrka xpoHnyeckoro aHgometputa: CD138, CD4,
CD8, CD20 (6uoncuiiHbin maTtepuan, napaduHosbi 6mnok) (IHC diagnosis of
chronic endometritis: CD138, CD4, CD8, CD20 (biopsy material, paraffin
block))

15 600

51441TX

KomnnekcHas UIMX -amnarHocTrka xpoHnyeckoro aHgometputa: CD138, CD4,
CD8, CD20 (6uoncuiiHbin maTtepuan, dopmanuHoBbin bydep) (IHC diagnosis
of chronic endometritis: CD138, CD4, CD8, CD20 (biopsy material, formalin
buffer))

15 600

PLUM-I

KomnnekcHas UIMX-anarHoctrka aucnnasmm B Crmn3ncTom o60nodkn LLenKkm
matku, p16INK4a + Ki-67 ( nHumanoHHas 6uoncus, hopmanmHoBbin bydep)

9490

532X

A08.21.001.002.01

KomnnekcHasa UIMX-guarHocTunka paka npeacratenbHOn xenesbl
(anbha-metunaumn-KoA-pauemasa (P504S, AMACR), untokepaTuHbl
BbICOKOro MornekynspHoro Beca (34RE12), p63 (MHUM3noHHas buoncus,
hopmanuHoBhbIn bydep)

13 685

PMX-I

KomnnekcHast ummyHornctoxumuydeckas (UIMX) guarHoctuka paka MOMoYHON
Xenesbl, peuenTopbl K 3cTporeHam u nporectepoHy, Ki-67, HER2/neu
(TpenaHn-6uoncus, opmanunHoBbI Bydep)

18 815

5110

A08.30.006.000.01

KoHcynberaums rotoBbIx rMcTonormieckmx npenaparos (1 ctekno + 1 6rok)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

1395

5110TKCI|

A08.30.006.000.02

KoHcynbraums rotoBbix ructonormdeckmx npenaparos (1 ctekno+1
napadmHoBbIn 6nok) Consultation of ready histologic preparations (1 glass+1
paraffin block)

2090

5110-10

KoHcynbraums rotoBbix ructonormdeckmx npenaparos (4o 10 napadunHoBbIX
6noKoB 1 cTekon)

5700

5110-15

KoHcynbraums rotoBbix ructonormyeckmx npenaparos (4o 15 napadunHoBbIX
6noKoB 1 cTekon)

7 500

5110-20

KoHcynbraums rotoBbix ructonormdeckmx npenaparos (4o 20 napadunHOBbIX
6noKoB 1 cTekon)

9100

5110-25

KoHcynbraums rotoBbIx rmMcTonormieckmx npenaparos (4o 25 napaduHoBbIX
6noKoB 1 cTekon)

11 100

5110-30

KoHcynbraums rotoBbix ructonormdeckmx npenaparos (40 30 napadunHOBbIX
6noKoB 1 cTekon)

8 475

5110-35

KoHcynbraums rotoBbix ructonormyeckmx npenaparos (4o 35 napadunHoBbIX
6noKoB 1 cTekon)

10 290

5110-40

KoHcynbraums rotoBbix ructonormdeckmx npenaparos (4o 40 napadunHOBbIX
6noKoB 1 cTekon)

11 500

5110-5

KoHcynbraums rotoBbIx ructonormyeckmx npenaparos (4o 5 napacuHoBbIx
6noKoB 1 cTekon)

4700

51106K

A08.17.001

KoHcynbTauus roToBbIX MMCTONOMMYECKMX NpenapaToB Crn3ncTolr 06onoyku
TOHKOW KMLLKV Npu gnarHocTuke uenmakum (1 6nok + 1 ctekno)

5990

5510

MonekynsipHo-reHeTu4eckoe nccnenoBaHue KONMNHOCTY FreHOB MNpuW pake
MOMOYHOMN xenesbl (19 reHoB)

10 290

5502

MonekynspHo-reHeTnyeckoe nccnegosanue npu GIST-onyxonsax (cKIT,
PDGFRa)

23 000

5504

MoneKkynsipHO-reHeTUYECKOE NCCIe0BaHNE MPU KONIOPEKTanbHOM pake
(BRAF, KRAS, NRAS, MSI)

19 700

5501

MonekynsipHo-reHeTu4eckoe nccnegosanue npu menaHome (BRAF, NRAS)

11 200

5503

MonekynsapHo-reHeTn4Yeckoe nuccnegosaHune npu pake xenygka (MSI, HER2)

17 200

5505

MonekynspHo-reHeTn4Yeckoe nccnegosaHue npu pake nerkoro (BRAF, KRAS,
EGFR, HER2)

19 900

7020

A27.30.002.000.01

MonekynsipHoe uccnegosaHue paka npoctatel (MIU: PTEN, RB1, TP53,
BRCA1/2)

10 290




51101MC

Mopdonoruyeckasi AuarHocTuka s3BeHHoro konuta n 6onesHu KpoHa
(Morphological diagnosis of the ulcerative colitis and the Crohn's disease)

5600

511MK

A08.21.001

MynbtudokansHas 6uoncus MK

6 500

530FISH

A08.30.036

OnpepneneHne HER2 ctartyca onyxonn metogom nmmyHodryopecLeHTHOW
rmbpuamsaumu in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

26 990

589

Onpe/J,eneHwe MVIKpOCGTeJ'IJ'IVITHOVI HecTabunbHOCTM WMMYHOTMCTOXUMUYECKNM
MEeTOAOM uccnenoBaHuA

20 900

587

Orlpe/J,eneHme TpaHCoKauun reHa ALK UMMYHOIMCTOXMMUYECKMM METOOOM
ncecnenoBaHmna

12 420

588

Onpepnenenne TpaHcnokauun reHa ROS1 MMMYHOrMCTOXMMUYECKUM METOL0M
nuccrnenoBaHus

12 420

550

A08.30.039.000.02

Onpepnenenne akcnpeccun benka PD-L1 B TkaHu onyxonu metogom UIMX ¢
ucnonb3oBaHnem aHtuTen k PD-L1 knoH SP142 (Ventana). (PD-L1 expression
in tumor tissue by IHC using PD-L1 clone SP142 (Ventana) antibodies).

24 590

549

A08.30.039.000.01

OnpegeneHne akcnpeccumn benka PD-L1 B TkaHu onyxonu metogom UMX ¢
ncnonb3oBaHnem aHTuten k PD-L1 knoH SP263 (Ventana). (PD-L1 expression
in tumor tissue by IHC using PD-L1 clone SP263 (Ventana) antibodies).

24 590

554

A08.30.039.000.03

OnpepgeneHune akcnpeccumn 6enka PD-L1 B TkaHu onyxonu metogom UMX ¢
ucnonb3oBaHnem aHtTuTen k PD-L1 knoH 22C3 (Dako). (PD-L1 expression in
tumor tissue by IHC using PD-L1 clone 22C3 (Dako) antibodies).

34710

51105

A08.30.046.000.02

MaTonoroaHaTtomunyeckoe nuccrneaoBaHne AMarHoOCTUHECKOro U onepaLiMoHHOro
maTtepwuana (ao 12-tn cdonakoHos) (Pathology examination of diagnostic and
surgical biopsy)

5 000

51104

A08.30.046.000.01

MaTonoroaHatoMuyeckoe vccnenoBaHne AMarHoCTUHECKOro U orepaLMoHHOro
matepuana (go 6-tn cdnakoHos) (Pathology examination of diagnostic and
surgical biopsy)

4 085

511201

A08.30.046.000.04

MaTonoroaHatoMuyeckoe vccrnefoBaHne onepawumoHHoro matepuana (6onee
12-tn 6Gnokos)

8 190

5511

MonHoe HanmeHoBaHwve - MonekynsipHoO-reHeTU4eckoe uccrnenoBaH1e npu
pake Tena matku (MSI, POLE)

5890

Kr'ncCTt

Mpo6onoarotoBka (KIF'NCT)

150

PMX-B

A08.20.009.002

Pak mono4Hown xenesbl — KOMMMEKCHbIN UMMYHOTMCTOXUMUYECKUIA Npodunib
(buomatepuan, mkcMpoBaHHbIN B napadmHoBoM 6noke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

18 815

533UMX

A08.21.001.002.02

Pak npeacrtaTtenbHoM xenesbl — KOMMIEKCHOE UMMYHOTMCTOXUMUYECKOE
nccrnenoBaHue C OLLeHKON aKcrnpeccun: anbda-metunaumn-KoA-pauemassbl
(P504S, AMACR), untokepaTMHOB BbICOKOTO MofekynspHoro Beca (34RE12),
Genka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34RE12), p63)

13 685

5251

A08.30.034.000.02

PeLienTopbl kK acTporeHam 1 NporecTepoHy, UMMYHOTMCTOXMMUYECKOE
nccnegosaHue (buomatepuan, OUKCMPOBaHHbLIN B NapadnHoBoM Grioke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

8 340

51106MC

CTaH4apTU30BaHHOE MMCTONorMyYeckoe nccrnegoBaHue GUonTaToB CNU3NUCTON
06OII0YKM TOHKOW KWLLKW NPU AMarHoCTUKe Lienmakum (Mopdornormyeckas u
MophomeTpuyeckas AUarHocTvka)

4900

51106

A08.17.001

CraHgapTu3oBaHHOE MOPEONOrMyeckoe NCCrNeaoBaHe CM3NCTon 0BoMoYKN
TOHKOWM KMLWKKM Ha uennakuio (H&E)

4 500

9019

JAUNATHOCTUKA AY TOUMMYHHbIX 3ABOJIEBAHNA

844

A09.05.122.000.01

AKTUBHOCTb aHMMOTEeH3UH-NpeBpaLlatoLlero pepmenTa (AlNd) cbIBOPOTKM
kposu (Angiotensin Converting Enzyme, ACE, Serum)

2580

953

A12.06.002.000.01

AHTUHepoHanbHble aHTuUTena knacca IgG (nanH-6not: Hu (ANNA1), Yo-1
(PCAT1), CV2, Ma2, Ri (ANNA2), amcundmamH) (Anti-Neuronal Antibodies,
Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))

6 085

1584AN

A12.06.002.000.03

AHTVHelpoHanbHble aHTuTena, IgG, metog Henpsimon
ummyHodnyopecueHumn (Neuronal antibodies, 19G, Indirect
immunofluorescence (IIF))

3 545

827

A12.06.057.000.05

AHTUHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A
(52 kAa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHoo6mnot (ANA: Anti-Sm,
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,
Immunoblotting)

4 500

1232

A12.06.057.000.04

AHTUHYKNeapHble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies)

1900

1267

A12.06.057.000.03

AHTUHYKneapHbin dakTop (ANAIIFT, HEp-2)

1700

223

A12.06.028.000.01

AHTWTENa aHTMCNepManbHble B CbIBOPOTKe KpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1600

202CMX

A12.06.020.000.04

AntuTtena k GAD (rmytamatgekapbokcunase), IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), IgG, CSF)

2235

1554

AHTuTena k GM1 raHrmmosungy knaccos 1gG v IgM

6 225

1581CMA

A12.06.064.000.06

AHTuTena k LGI1 n CASPR2 (KOMMNOHEHTbI KOMMIeKca KanueBbIX KaHarnos),
IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

6 595




1581CB

A12.06.064.000.03

Antutena k LGI1 n CASPR2 (kOMMNOHEHTbI KOMMNeKca KanveBbIX KaHanos),
IgG, cbiBopoTka kposu (VGKC-associated proteins LGI1 and CASPR2

antibodies, serum) 6 595
954CMX|A12.06.064.000.04 AnTuTena k NMDA rnytamatHomMy peuenTopy, |gG, onpeneneHve B nuksope

(aHTM-NMDAR 1gG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 3690
936 A12.06.068.000.01AHTUTENa K akBanopuHy 4 (NMO), IgG 3090
1286 A12.06.020.000.09 AHTHTENA K @aHTUreHaMm KNeTok nogkenyaovHon xenessl GAD/IA-2, cymmapHo

(Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and

Insulinoma Antigen 2 (Tyrosine Phosphatase, IA2, ICA-512) Autoantibodies,

Total) 1815
1228 A12.06.057.000.11|AHTuTena k antureny Scl-70, 1I9G (Anti-Scl-70 autoantibodies, IgG) 1700
803 A12.06.074 AHTWTENa K aueTunxonMHoBomy peuentopy (AxP, AnarHocTuka MMacTeHum),

cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total) 6 085
15632AIMKA12.06.020 AHTUTENa K aumHapHbIM KneTkam nogxenygodHon xenessbl, IgG n IgA

CYMMapHO (aHTuTena K 3K30KPMHHOW YacTU NOMXKENYA0HHOM Xenesbl,

Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB) 1315
809 A12.06.044.000.04 AHTuTena k 6azanbHo membpaHe koxu, IgG (Basement membrane zone

antibodies, I1gG) 2 565
1672 A12.06.051.000.01AHTHTENa K BeTa2-rmukonpoTerHy IgA 1850
1670 A12.06.051.000.03 AHTuTena k 6eta2-rnmkonpotenny IgG 1490
1671AB2JA12.06.051.000.03 AHTuTENa k 6eta2-rnukonpoTtenHy IgM 1490
1220 A12.06.057.000.0qd AHTnTena k ructoHam (Histone), IgG (Anti-Histone autoantibodies, I1gG) 1700
806 A12.06.025.000.01AHTHTENA K rMagkon myckynatype, IgG (Smooth Muscle Antibodies, SMA,

ASMA, IgG) 1620
1586ADNIA12.06.010.001.03 AHTuTena k acHK B cbiBOpOTKE KPOBW, NOATBEPKOAIOLLNIA TECT C

ucnonb3oBaHnem cybcerpara Crithidia luciliae, IgG, meTogom Henpsmon

ummyHodntoopecueHuun (Crithidia luciliae indirect fluorescent test (CLIFT)) 1355
1216 A12.06.057.000.071AHTHTENA K K UMTONNasMatmyeckum aHtureHam SS-A (52x[a), 1gG

(Anti-SS-A-52 autoantibodies, IgG) 1600
1588 A12.06.012.002.01AHTUTENa K NuMdoumTam, knacca IgG 1820
1343 AHTUTENa K M1ENnH-accoumnmpoBaHHoMy rmukonpoTtenHy (MAG) 7 200
1787 AHTUTENa K MMENVHONUIoAeHAPOUUTHOMY rmukonpoTtenHy (MOG) 10 500
1538 A12.06.021.000.01AHTHTENA K MM1enuHy IgG, meToa HENPSIMOA MMMYHOTHOOPECLIEHLUN

(Anti-myelin antibody, IgG, IF) 3 690
819 A12.06.036.000.04AHTHTENA K MUKPOCOMaM NeYeHn 1 nodek, IgG (anti-liver kidney microsomal

antibody, anti-LKM, IgG) 1670
1221 A12.06.035.000.01AHTuTena k mutoxoHapuam (AMA-M2), IgG (Anti-AMA-M2 autoantibodies, 1gG) 1655
804 A12.06.035.000.04AHTnTENa K MUTOXOHAPUAM, IgG (Mitochondrial Antibodies, AMA, I1gG) 2120
1585MUJA12.06.025.000.03 AHTMTENA K MbILLEYHO-CNELNUYECKON TUPO3MHKMHAa3e (aHTU-MuSK) B

cbiBopoTKe kpoBw, (Muscle-specific tyrosine kinase (MuSK) antibody) 5 865
805 A12.06.026.000.01AHTHTENA K NApueTanbHbIM KneTkam xenyaka, IgG (Parietal Cell Antibodies,

PCA, Ig G) 1890
1582 A12.06.064.000.04 AHTuTena k peuentopam HepoHoB Tunos NMDA,CASPR, LGI, AMPA1,

AMPA2, GABAR1 knacca IgG, pasgenbHo, onpegenenne B NMkeBope 14 710
1582CB |A12.06.002.000.03 AHTHTENA K peLenTopam HeripoHos TunoB NMDA,CASPR, LGI, AMPA1,

AMPA2, GABAR1 knacca IgG, pa3gensHo, onpegeneHne B CbIBOPOTKE 14 565
822 A12.06.035.000.09 AHTuTENa K peuentopy docdonmnasel A2 (Anti-Phospholipase A2 Receptor

Antibody, PLA2R Antibodies), IgG 4 600
1229 A12.06.057.000.13AHTuTena k pubocomansHomy 6enky P (Rib-P), IgG (Anti-Rib-P

autoantibodies, IgG) 1900
1291 AHTUTENA K CTEPOMANPOAYLIMPYIOLLMM KIeTKaM penpoayKTUBHbIX TKaHew

(Reproductive tissue steroid-producing cells Antibodies) 3 465
1285 A12.06.020.000.01AHTHTENA K TUpO3UHdocdaTase (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2

Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies) 1815
1340AF |A12.06.075.000.03 AHTMTENA K (hochaTUaNIICEPUH-NPOTPOMBMHOBOMY KOMMIEKCY, CyMMapHbIe

IgG, IgM, IgA 2100
1204 A12.06.052 AHTUTENa K LMKNNYECKOMY LUUTPYyNnnHMpoBaHHomy nentugy (ALLIT)

(Anti-Cyclic Citrullinated Peptide, anti-CCP) 1540
1224 A12.06.057.000.08§ AHTuTENA K LMTONNA3MaTUYECKUM aHTMreHam SS-A (60k[a), IgG

(Anti-SS-A-60 autoantibodies, 1gG) 1600
1215 A12.06.057.000.09AHTUTENA K LMTOMNa3marmyeckum aHtureHam SS-A (Ro) ((SS-A (52xa)/

SS-A (60 ka), IgG (Anti —SS-A, IgG (Anti-SS-A-52 and anti-SS-A-60

autoantibodies)) 1600
1226 A12.06.057.000.1JAHTHTENA K UMTONNA3mMaTnyecknum aHtureHam SS-B (La), IgG (Anti-SS-B

autoantibodies, 1gG) 1600
1225 A12.06.057.000.14 AHTuTena k uutonnasmarnyeckomy aHturedy Jo-1, 1IgG (Anti-Jo-1

autoantibodies, IgG) 1600
1218 A12.06.057.000.01AHTHTENA K 3KCTparmpyemomMy sgepHomy antureHy Sm, IgG (Anti-Sm

autoantibodies, IgG) 1900
1219 A12.06.061.000.03 AHTuTena k akcTparmpyemblM saepHbiM aHTureHa RNP/Sm, IgG (Anti-RNP/Sm

autoantibodies, IgG) 1900
972 A12.06.066.000.041AHTuTENa K 3HAomMu3mio, IgG (Anti-Endomisial Antibodies, 1gG, EMA) 1365
1617 AHTUTEna K aHTepouutam, knacca IgG 2 300




968 A12.06.029.000.01AHTuTENa knacca IgA k kapamonunuHy (Anticardiolipin IgA, aCL IgA) 1360
954 A12.06.064.000.01AHTHTeNa knacca IgG NMDA (N-metun-D-acnapTar) rmyTamaTHOMY peuenTtopy

B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) 6 085
837 A09.05.075.000.04 AHTuTena knacca IgG k C1q dpaktopy komnnemenTta (Anti-Complement 1q

Antibodies, Anti-C1q, IgG) 1 600
1341 A12.06.065.000.04 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG) 1405
1289 A12.06.059.000.01AHTuTENa Knacca IgG k acmanornmMkonpoTenHOBOMY peLenTopy

(aHTM-ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor,

Anti-ASGPR, 1gG) 1815
807 A12.06.009.000.01AHTHTENa knacca IgG k 6azanbHon membpaHe Knybo4koB noyek (aHTu-bMK)

(Glomerular Basement Membrane Antibodies, Anti-GBM, 1gG) 2000
1330 A12.06.057.000.14AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous

Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG) 2515
1331 A12.06.044.000.03 AHTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous

Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG) 2515
201 A12.06.020.000.04 AHTuTena knacca IgG k 6eta-knetkam nomkenygoqHon xenesbl (Anti-Islet Cell

Antibodies, Islet Cell Autoantibodies, ICA) 1615
817 A12.06.026.000.04 AHTuTtena knacca IgG k BHyTpeHHeMy cdakTopy Kactna (Anti-Intrinsic Factor,

IFADb, Intrinsic Factor Antibodies, 19G) 2 090
202 A12.06.020.000.03 AHTuTena knacca IgG k rmytamatgekapbokcunase (aHTM-GAD) (Anti-GAD

Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG) 1 860
126 A12.06.010.001.01AHTHTENa Knacca IgG k aBycnupansHon HatueHow OHK (aHTu-acOHK 1gG,

aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG) 1600
270 A12.06.055.000.01AHTHTENa knacca IgG kK AeamnanpoBaHHbIM NenTuaam muagmHa

(Anti-Deaminated Gliadin Peptide, Anti-DGP, 1gG) 1355
1298 A12.06.063.000.01AHTUTENa knacca IgG k gecmornenny-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2515
1299 A12.06.063.000.04 AHTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, I1gG) 2515
813 A12.06.044.000.01AHTHTENa Knacca IgG k gecmocomam anuagepmuca (Desmoglein Antibodies,

Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, 1gG) 2515
200 A12.06.039.000.01AHTUTENa knacca IgG k nHcynuHy (Insulin Autoantibodies, IAA, 1gG) 1215
969 A12.06.029.000.03 AHTuTtena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL I1gG) 1355
965 A12.06.063 AHTUTena knacca IgG k kepaTtnHy (AHTUKepaTMHOBbIE aHTuTena, AKA,

AHTudmnarrpmHoBble aHTuTena, AGA) (Anti-Keratin Antibodies, AKA,

Anti-Filaggrin Antibodies, AFA, 1gG) 2380
823 A12.06.037.000.03 AHTuTena knacca IgG k muenonepokcuaase (aHTM-MPO) (Myeloperoxidase

Antibody, MPO) 1300
1332 A12.06.062.000.01AHTuTENa knacca IgG k MmognuudrpoBaHHOMY LIMTPYNITMHUPOBAHHOMY

BUMeHTUHy (aHTn-MLB) (Anti-Mutated Citrullinated Vimentin Antibodies,

Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies,

1gG) 1790
956 A12.06.061.000.04 AHTuTena knacca IgG k Hykneocomam (aHTUsiAepHbIE aHTUTENa), CKPUHUHT

(Anti-Nuclear Antibodies, ANA, 1gG, Screening) 1700
955 A12.06.053.000.01AHTHTENa Knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3

Antibodies, PR-3-Antibodies, PR-3 ANCA, 1gG) 1315
1335 A12.06.026.000.03 AHTuTena knacca IgG k caxapomuuetam (gnarHoctuka 6onesHm KpoHa)

(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG ) 1315
815 A12.06.023.000.01AHTHTENa KNacca IgG k cepaeyHon MyckynaTtype (MMokapay),

aHTUMKHoKapamaneHble aHTutena (Anti-Heart Antibodies, 19G) 1440
937 A12.06.025.000.04 AHTuTena knacca IgG k ckenetHbim Mbiwyam (ACM) (Anti-Skeletal Muscle

Antibodies, AStMA, IgG) 1450
1283 A12.06.056.000.01AHTHTENa Knacca IgG k TkaHeBoW TpaHcrnioTaMmHase (Anti-Tissue

Transglutaminase Antibodies, Anti-tTG, tTGA, IgG) 1355
1209 A12.06.071 AHTUTena knacca IgG K TKaHu AnYHMKa (aHTMoBapuarnbHble aHTMTena)

(Anti-Ovarian Antibodies, AOA, 1gG) 2010
970 A12.06.037.000.04AHTuTena knacca IgG k untonnasme HerTpodpunos (AHLA) (Anti-Neutrophil

Cytoplasmic Antibodies, ANCA, IgG) 2 800
825 A12.06.061.000.01AHTMTENa knacca IgG Kk akcTparmpyemomy HykneapHomy aHTureHy (OHA)

(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies,

Anti-RNP) 1700
997 A12.06.029.000.04AHTnTena knacca IgM k kapguonunuHy (Anticardiolipin IgM, aCL IgM) 1255
271 A12.06.055.000.04 AHTuTena knacca IgA k feaMmanpoBaHHbIM NenTuaaMm rmvaguHa

(Anti-Deaminated Gliadin Peptide, Anti-DGP, I1gA) 1355
1336 A12.06.026.000.04 AHTuTena knacca IgA k caxapomuuetam (auarHoctvka 6onesHun KpoHa)

(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA) 1315
1282 A12.06.056.000.04 AHTuTena knacca IgA k TkaHeBoW TpaHcrntoTaMmmHase (Anti-Tissue

Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) 1355
1337 A12.06.037.000.01AHTHTENa KNacca IgA k umTonnasme Hentpodunos (AHLIA) (Anti-Neutrophil

Cytoplasmic Antibodies, ANCA, IgA) 1315
810 A12.06.066.000.01AHTHTENa KNacca IgA K 3HAOMM3UIO (aHTU3HAOMU3NIHBIE aHTMTena, ASMA)

(Anti-Endomysial Antibodies, Anti-EMA, 1gA) 1830
1342 A12.06.065.000.01AHTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) 1405
973 A12.06.013.000.01AHTuTeNa knacca Kk IgG TpombouunTtam, Henpsimon TecT (Platelet Antibodies

IgG, Indirect) 3480




15306KK

A12.06.026.000.06

AHTuTEna knaccos IgA 1 IgG k 6okanoBUAHBLIM KINETKaM KULLEYHUKA,

cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG, Total) 1345
971 AHTuTena knaccos IgA n IgG k petunkynuHy (Anti-Reticulin Antibodies, ARA,

IgA, IgG) 1430
967 A12.06.029 AHTuTena knaccos IgA, IgM, 1gG k kapavonununy, ckpuHuHr (Cardiolipin

Antibodies IgA, IgM, IgG, aCL, Screening) 1355
1287 A12.06.033 AHnTuTena knaccos IgA, IgM, 1g9G k cTeponanpogyumpyoLwmnM KneTkam

HagnoyeyHuka (ACIIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,

Steroidal Cell Autoantibodies, SCA, IgA, IgM, 1gG, Total) 1510
1290 AHnTuTena knaccos IgA, IgM, 1g9G k cTepongnpogyumpyoLwmMm KneTkam auyka,

cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell

Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against

Testis, IgA, IgM, IgG, Total) 1815
1531AAL||A12.06.020.000.0§ AHTnTena knaccos IgG n IgA k GP2 aHTureHy LeHTpoauuHapHbIX KIEeToK

nogykenyanoyHown xenesbl (Anti-GP2) 2170
938 A12.06.030.000.04 AHTuTena knaccos IgG v IgM k raHrnmosugam (nanH-6not: GM1;

GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatuabl),

cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies,

Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total) 6 085
1340 A12.06.075.000.01AHTHTENa Knaccos IgG v IgM k docdaTnamncepuH-npoTpoMOGUHOBOMY

komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies,

Anti-PS/PT, I1gG, IgM, Total) 1440
966/74 |[A12.06.075 AHTuTena knaccos IgG n IgM k doccatnauncepuHy (Anti-Phosphatidylserine,

IgG, IgM) 1040
1284 A12.06.051 AHTuTEna knaccos IgG, IgA, IgM k 6eTa-2-rmmkonpotenHy 1, cyMMapHO

(Anti-B2-Glycoprotein 1 Antibodies, anti-B2-GP1, IgG, IgA, IgM, Total) 1345
812 A12.06.053.000.04AHTuTena knaccos IgG, IgA, IgM k knetkam cocyauctoro aHgotenus (HUVEC),

cymmapHo (Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total) 1800
137/138 |A12.06.030 AHTuTena knaccos IgM 1 1gG k docconmnuaam (Anti-Phospholipid Antibodies,

APA, IgM, 1gG) 1020
4064NEW AHTUOCHONMNNAHLIN cMHApoM, nabopaTtopHble kputepun (Antiphospholipid

syndrome, laboratory criteria) 10 200
4064 AHTUOCHONMNNAHBLIA CUHAPOM, Pa3BEPHYTOE Ceponormyeckoe

uccnegosaHue (AH®; AT k kapgunonununy, IgG, IgM; AT k

6eTa-2-rnukonpotenHy 1) 5035
1217 A12.06.040.000.01AHTHLEeHTpoMepHble aHTuTena CENT-B, IgG (Anti-Centromere B

autoantibodies, 1gG) 1600
125 A12.06.057.000.04 AHTuagepHble aHTuTena (AAA, aHTUHYKNeapHble aHTUTena), CKPUHWUHP

(Anti-Nuclear Antibodies, ANA, Screening) 1140
4062 AT k kapanonununy, IgG, IgM 2 475
1667APT AT k npoTpombuHy, IgG 3700
1668APT AT k npoTpom6uHy, IgM 3700
1666 AT K npoTpombuHy, IgA 3700
1669 A12.06.065.000.04 AT kK NpOTPOMBUHY, CKPUHUHT 1700
4068 BocnanutensHble muokapauonatum (AT k mutoxoHgpuam (AMA), AT k

CcepaeyHon Myckynatype) 2900
944 A09.05.054.004.03 dnarHocTrKa ayTOMMMYHHOro naHkpeatuTa n apyrux IgG4-accounmpoBaHHbIX

3abonesaHui (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related

Diseases) 2900
4067 [narHocTrka ayToMMMYHHOrO MOPaXXeHWsi Novek (aHTUHYKNeapHbIn dakTop

(AH®), AT k 6asanbHon MmeMbpaHe kny6o4ykoB nodek, AT K LuTOonnasme

HenTpocunos (AHLA/pPANCA, cANCA), 1gG) 5800
4066 OunarHocTuka 6bicTponporpeccupytoLlero rnomepynoHedputa (AT K

6aszanbHon membpaHe knybo4ukoB novek, AT K LMTOnnasme HenTpocumnos

(AHUA/pANCA, cANCA), I1gG) 3 800
4063 [wnarHocTuka BTOPMYHOro aHTudocdonmnuaHoro cuHgpoma (AH®, AT k

kapguonunuhy, IgG, IgM) 3765
4065 [wnarHocTvka rpaHynemMarto3HblX BaCKyN1TOB (aHTUHYKNeapHbI daktop (AHD),

AT k yutonnasme Hentpocdmnos (AHLIA/pPANCA, cANCA), 1gG) 4 000
4061 OunddepeHumnansHas gnarHoctnka CKB v gpyrnx peBmaTnyeckmnx

3aboneBaHui (AT K HyKneocomam, aHTUHyKneapHbin daktop (AH®)) 2600
1257 MccnenoBaHue koHUeHTpauum haktop pocta aHgoTenus cocygos (VEGF) 6 085
1537 KomnnekcHoe nccnegoBaHme Ans UCNonb30BaHUSA B ANArHoCTUKe

paccesiHHOro cKfepo3a: onpegerneHne onuroknoHansHoro IgG (nukeop,

CbIBOPOTKA) 1 CBOOOAHbIX NErkvMx uenen MMMyHornobynumHoB (NMKBOP) 6 225
1254 KomnnekcHoe nccnegosaHue npun ayToBoCnanuTenbHbIX 3aboneBaHmsax

(kanbnpoTekTuH B kKpoBu u IL-18) (Analysis for autoinflammatory diseases) 6 900
808 A09.04.003.000.01Kpuctannbl B Ma3ke CMHOBMAnbHOMN XUAKOCTU (MOHOYpaT HaTpus,

nupodocdar kanbuums) (Synovial Fluid Smear, Crystals) 1815
OBC303 JlabopatopHas gunarHoctuka AHLIA-accoummnpoBaHHbIX BAaCKynNuToB

(ANCA-associated vasculitides laboratory diagnostics) 7 300
939 A12.06.057.000.19MuosnTt-cneundmnyHble aHTutTena knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl

100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel) 6 085
923 A12.06.005.000.01fHeonTepuH (HIM) B cbiBopoTKe KpoBu (Neopterin, Serum) 1950




OBC299

O6cnegoBaHue Npu CUCTEMHOWM KPacHOM BOMYaHKe, MMMYHOMNOrm4yeckme
kputepum (Examination of systemic lupus erythematosus, immunological

criteria) 16 500
4049 A09.05.054.004.04 OnuroknoHanbHbIn IgG B nukBope (LepebpocnmHanbHOM XnaKkocTu) 1

cbiBopoTKe Kposu (Oligoclonal 1IgG, Cerebrospinal Fluid (CSF), Serum) 4 665
1536 A09.05.296.000.01OnuromepHbIn MaTpukcHbIn 6enok xpswa (Human Cartilage Oligomeric

Protein, COMP) 2945
7378 OnpegeneHne nHTepdepoHOBOW NOAMMUCK NPU ayTOUMMYHHbIX 3a60neBaHmsIX 8 800
826 B03.005.017.000.4MaHenb aHTUHYKNeapHbIX aHTUTEN Npu cknepogepMun (pasaensHoe onucaHme

aHTuTen Kk aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,

dunbpunnapud, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),

nMmmyHo6not (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,

CENP-A, CENP-B, RP11, RP155, dounbpunnspud, NOR90, Th/To, PM-Sc100,

PM-Scl75, Ku, PDGFR, Ro-52, Immunoblotting) 5000
821 A12.06.053 MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUIbHBIX aHTUTEN (NaHenb

aHTureHos AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG,

Panel) 3615
1288 A12.06.035.000.03MNaHenb aHTUTEN knacca IgG npu ayToMMMYyHHbIX 3aboneBaHusax nedenn (AT k

aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,

SSA/Ro-52), nmmyHobnot (Autoimmune Disease Liver Panel: AMA-M2, M2-3E

(BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,

Immunoblotting) 3 885
1378 A12.06.030.000.01MNaHenb aHTUdochonmnmuaHeix aHTuTen, IgG, IgM meTtogom

OO0T-MMMYHOaHann3, Ka4eCcTBEHHbIN TECT B CbIBOPOTKE KPOBMU

(Anti-Phospholipid Antibodies Panel) 9645
4054 Mpodwmnb «OnarHoctuka bynnesHbix gepmato3oB (AT kK gecMocomam

anugepmunca, AT k 6asanbHo membpare koxu)» (Bullous Dermatosis

Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin

basal membrane)) 4 825
4069 Mpodwmnb «CuctemHas kpacHasi BondaHka (CKB), MOHUTOPWHT aKTUBHOCTM

(aHTn-gc-OHK IgG, C3, C4 KoMNoHeHThbl komnnemeHTa)» (Systemic lupus

erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA

IgG, C3 and C4 complement components) ) 1 800
2928 PaclumpeHHoe ceponoruyeckoe nccrnegoBaHve npy 3aboneBaHuax cnekTpa

ontukoHenpomuenuta (Extended serological testing for neuromyelitis optica

spectrum disorders) 12 500
1333 A12.06.019.000.01PeBmatoungHbivi daktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA) 1315
1541 A09.05.106.003.01CBoboaHbIe nerkve LenyM MMMyHornobynmHoB kanna n nambga B nvkeope

(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains) 3690
4055 CepoguarHocTnka ayTOMMMYHHOTO racTpuTa v NepHULMo3HON aHemumm (AT K

napveTtanbHbIM KrneTkam xenygka; AT Kk BHyTpeHHeMy dakTopy Kactna) 3790
4056 CepogunarHoctuka 6onesHn KpoHa n Hecneumdunyeckoro s3BeHHOro KonmTa

(HAK) (AHUA/pANCA, cANCA, IgG; AHLIA/ANCA, IgA; ASCA, IgG, IgA) 5110
4057NEW Ceponorudeckun ckpuHuHr Lenvakmm (Serological screening of celiac disease) 2 300
4060 CucTemHas KpacHas BonyaHka, obcnegosaHue (AT k Hykneocomam, AT K

kapamonunuHy, |gG; AT k kapauonunuHy, IgM; aHTUHYKNeapHbIA hakTop

(AH®D)) 5000
4059 CkpuHUHT 6onesHen coeamHuTensHom TkaHn (AT k QHA, aHTUHYKNeapHbIn

daktop (AHD)) 2 500
4058 Llennakus, ceponorudeckas gmarHoctuka (AT k aHgomusmio, IgA; AT k

TKaHeBOW TpaHcrnyTamuHase, IgA, IgG; IgA obw.) 4 095
4057 Llennakus, ceponormveckuin ckpyHuHr (AT K aHgommauio, IgA; AT k

JeamuampoBaHHbIM nenTugam muaguHa, IgG; IgA obw,.) 3600
9012 JANATHOCTUKA UHOEKLIMOHHbLIX 3AEOJIEBAHUA
1303HEL|A07.16.006 1303HEL "*C-ypeasHbin gpixateneHbin Tect (*C-YOT, 13C-Urea Breath test,

UBT). Beisienenne nHdpekumm Helicobacter pylori 4100
1563 A26.06.062.000.04 Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam KoLuadbemn

aByyctku, Opisthorchis felineus) 790
1859 Anti-Opisthorchis felineus, 1gG (aHTuTena knacca IgG k aHTUreHam Kowavbemn

asyycTtku Opisthorchis felineus)-onpegenexve Tutpa 4 400
1858 Anti-Opisthorchis felineus, IgM (aHTuTena knacca IgM k aHTUreHam Kowadbewn

asyyctku Opisthorchis felineus)-onpegenexve Tutpa 4 400
247 A26.06.103.000.01AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 990
105 A26.06.018.001 |AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgA) 575
183 A26.06.016.000.04 AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgA) 725
259 A26.06.033.000.04 AHTuTena knacca IgA k Helicobacter pylori, BbisiBnsiemsle metogom

nMmmyHobnotTuHra (Anti-Helicobacter pylori IgA, Immunoblot) 3700
177 A26.06.033.000.01AHTUTENa knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 745
245 A26.06.103.000.03 AHTuTtena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 990
243 A26.06.011.002 [AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 680
1190 A26.06.011.002.01|AHTuTena knacca IgG k Borrelia burgdorferi, BbisiBnsiemble MeTogom

nmmyHo6notTuHra (Anti-Borrelia burgdorferi IgG, Immunoblot ) 3 500




254 A26.06.006.000.04AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 835
106 A26.06.018.003 |AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgG) 575
185 A26.06.113.000.01|AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae 1gG ) 600
258 A26.06.033.000.09AHTHTENa Knacca IgG k Helicobacter pylori, BbisBngemble metogom

ummyHobnotTuHra (Anti-Helicobacter pylori IgG, Immunoblot) 4700
133 A26.06.033.000.03 AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 530
182 A26.06.057.000.03 AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgG) 600
1205 A26.06.082.007.04 AHTuTena knacca IgG k Treponema pallidum, BbisiBnsiemble MeETOA0M

nMmMyHo6noTTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 2 800
252 A26.06.112.001 |AHTuTena knacca IgG k Bupycy anugemunyeckoro napotuta (Anti-Mumps 1gG) 840
248 A26.06.067.000.01AHTHTENa Knacca IgG K pecnMpaTopHO-CUHUMTUANbHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) IgG) 840
82 A26.06.022.001 [AHTuTena knacca IgG k umtomeranosmpycy (Anti-CMV IgG) 440
246 A26.06.103.000.04 AnTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 990
244 A26.06.011.001 |AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 680
1191 A26.06.011.001.01|AHTuTena knacca IgM k Borrelia burgdorferi, BbisiBNsiemble MeTogom

BecTtepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 2 850
184 A26.06.016.000.03 AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgM) 600
176 A26.06.033.000.04AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 895
181 A26.06.057.000.04 AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM) 600
221 A26.06.082.002.01AHTUTENa knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 955
1206 A26.06.082.007.01AHTHTENa Knacca IgM k Treponema pallidum, BbiSiBNsSieMble METOAOM

nMMyHobnotTuHra (Anti-Treponema pallidum IgM, Immunoblot ) 2800
253 A26.06.112.002 |AHTuTena knacca IgM k Bupycy anugemuyeckoro naporuta (Anti-Mumps IgM) 850
249 A26.06.067.000.04 AHTuTena knacca IgM k pecnnpaTtopHO-CUHLUTMANbHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) IgM) 835
83 A26.06.022.002 [AHTuTena knacca IgM k uutomeranosupycy (Anti-CMV IgM) 580
105/6 AHnTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgenbHo

(Anti-Chlamydia trachomatis IgA, 1gG) 1140
181/82 |A26.06.057 AHTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM, IgG) 1195
70 A26.06.082.000.01AHTuTena knaccos IgM u IgG k Treponema pallidum, cymmapHo

(Anti-Treponema pallidum IgM, IgG, Total) 435
33111CM|A26.23.029.001.01Enterovirus (kauy.), PHK 890
73 A26.06.036.001 [HBs-aHTUreH Bupyca renatuta B (HBs-aHTureH, NOBEpXHOCTHBIN aHTUrEH

BMpyca renatuta B, «aBcTpanunckuii» aHTureH), kayecteseHHbln Tect (HBsAg,

Hepatitis B Surface Antigen, Qualitative) 315
87 A26.06.036.002 |HBs-aHTUreH Bupyca renatuta B (HBs-aHTureH, NOBEPXHOCTHbIV aHTUIEH

BMpYyca renatuTa B, «aBcTpanuicknii» aHTUreH), KONMYECTBEHHbIN TeCT

(HBsAg, Hepatitis B Surface Antigen, Quantitative) 1 800
74 A26.06.035 HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 600
3017 Legionella pneumophila (kay.) OHK, MokpoTa 1 npombiBHbIE BOAbI GPOHXOB 950
3015 Legionella pneumophila (kay.) AHK, cockob anuTenuanbHbIX KNETOK CIIN3MCTON

Hoca 950
3016 Legionella pneumophila (kay.) AHK, cockob anuTenuanbHbIX KNETOK CIIN3MCTON

POTOrMOTKN 950
3216 A26.08.061.001 |Pneumocystis jirovecii (carinii) AHK (kay) 1980
2AVCMV [A26.06.022.003 [AsuaHocTb Anti-CMV IgG 1215
4AVHSV |A26.06.046.002 |ABungHocTb Anti-HSV IgG 1000
3AVRUB [A26.06.071.003 |AsugHocTb Anti-Rubella IgG 1130
1AVTOX(A26.06.081.003 |ABugHocTb Anti-Toxopl gondii IgG 1300
3251 Angpodnop CkpuH (mo4a) 3300
3253 A26.21.034.001.01AHgpodbnop CkpuH, uccrnegosaHne MMKpodnopbl yporeHUTanbHoro Tpakra

MYXX4MH B CeKpeTe npeacTaTenbHON xenesbl 1890
3250YPO|A26.21.036.001.03 AHapodrop CkpuH, nccrnegoBaHme MMKpodiopbl ypOreHUTanbHOro TpakTta

MY>X4YMH B cOCKOGe anuTenuanbHbIX KNETOK yporeHMTanbHoro Tpakta

(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s

urogenital tract microbiocenosis in the epithelial scrapes from the balanus,

urethra) 2180
3252 A26.21.034.001.03 AHapodonop CkpuwH, uccnenoBaHne MUKpOdnopbl yporeHUTaneHoro Tpakta

MYXX4UH B 99KynsATe 2710
3153 A26.21.034.001.04 Angpodcprop, nccnegoBaHne MUKPOIopbl YPOreHUTanbHOro TpakTa My>X4uH B

cekpeTe npencrarternibHOM xenesbl 2990
3150YPO[A26.21.036.001.04 AHgpodpnop, nccnegoBaHne MUKPOGopbl YPOreHUTanbHOro TpakTa My>4uH B

cockobe anuTenunanbHbIX KNETOK YPOreHUTanbHoro Tpakra

(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital tract

microbiocenosis in the epithelial scrapes from the balanus, urethra) 3095




3152

A26.21.034.001.04

AHgpodcbriop, nccrnegosaHne MUKPOIIOpE! YPOreHUTabHOro TpakTa My>»4uH B

agkynaTe 2990
2646COV|A26.06.131.000.04 AHTureH Bupyca SARS-COV-2 (COVID-19) (SARS-CoV-2 antigen) 450
2646INFAA26.06.050.000.01AHTureH Bupyca rpunna tuna A (Influenza A antigen) 450
2646INFHA26.06.050.000.03 AHTureH Bupyca rpunna tuna B (Influenza B antigen) 450
1279 AHTuTena IgG k xaHtaBupycam ([TIMC) 990
78 A26.06.040.002 |AHTuTena k HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) 675
77 A26.06.038 AHTuTena k HBe-aHTureHy Bupyca renatuta B (Anti-HBe, HBeAb) 555
293 A26.06.077.000.03 AHTuTtena k Salmonella gr.E, PII'A (Salmonella gr.E Antibodies, IHA) 510
273 A26.06.077.000.01AHTUTENa Kk Salmonella typhi, PITA (Salmonella typhi Antibodies, IHA) 675
1658 A09.05.054.000.04AHTuTena k SARS CoV-2 (S-6enky, Bkntodas RBD), IgG, konnyecTBeHHbIN 1565
299 A26.06.120.000.01AHTUTENa K aHTUreHam Kutanckow asyyctku Clonorchis sinensis IgG 1155
297 A26.06.121.000.04 AHTuTeNa Kk aHTUreHam Hemartogd poga Anisakis 1gG 880
1146 A26.06.041.001.01AHTHTENA K BUpYCY renatuta C, IgG, uMMyHOGnoT 5965
1520 AnTuTena k Bupycy Kokcakm (Coxsackievirus), IgM 5850
68 A26.06.049.001 [AHTuTena k BUY 1 n 2 n anturedn BUY 1 n 2 (HIV Ag/Ab Combo) 340
1236 AHTUTENA K K BUpYCY reprneca yenoseka 6 tuna, IgM 1040
1641 A09.05.054.000.03 AHTuTena k kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 990
1641/59 AHTUTEna k KopoHasupycy SARS-CoV-2, IgM (kadecTBeHHOe onpegeneHve) u

IgG (konuuyecTtBeHHoe onpeaeneHune) (Anti-SARS-CoV-2, IgM/IgG) 3 250
1641/58 AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM (kavyecTBeHHOE onpeaerneHne) u

IgG (konuuyecTtBeHHoe onpeaeneHune) (Anti-SARS-CoV-2, IgM/IgG) 2195
85219 |A26.06.063.001 [AHTuTena k napsosupycy B19,lgG 950
85319 [A26.06.063.002 |AHTMTena k napsosupycy B19,IgM 1250
1652 A09.05.054.000.09 AHTHTENA K cnankoBoMmy (S) 6enky SARS-CoV-2, IgG, kayecTBeHHOE

onpegenexve. OueHka nmmynuteta O n MOCJTIE BakyuHauum

(anti-SARS-CoV-2 S (spike) protein antibody, 1gG, qualitative. Assessment of

immunity before and after vaccination) 1105
260 A26.06.057.000.04 AHTuTtena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 725
265 A26.06.057.000.07AHTuTeNa knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum

IgA) 725
242 A26.06.005.000.01AHTUTENa knacca IgA k ageHoBupycy (Anti-Adenovirus IgA) 835
2381 A26.06.093.000.03 AHTuTena knacca IgA k aHTureHam Yersinia Enterocolitica n Yersinia

Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia

Pseudotuberculosis, IgA) 600
238 A26.06.093.000.01AHTHTENa Knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgA) 600
180 A26.06.057.000.0§d AHTnTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) 585
261 A26.06.015.003.01AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis

IgG) 725
264 A26.06.057.000.08§ AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum

IgG) 725
241 A26.06.005.000.04 AHTuTena knacca IgG k ageHosupycy (Anti-Adenovirus IgG) 835
2391 A26.06.093.000.04 AHTnTena knacca IgG k aHTureHam Yersinia Enterocolitica n Yersinia

Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia

Pseudotuberculosis, 1gG) 600
239 A26.06.093.000.04 AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgG) 600
237 A26.06.121.000.01AHTuTena knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides IgG) 1070
1142 A26.06.071.001.01AHTHTENa knacca IgG K aHTUreHam BMpyca KpacHyxu, BbiiBNSEMble METOA0M

nmmyHobnotTuHra (Anti-Rubella IgG, Immunoblot ) 5965
235 A26.06.026.000.01AHTuTENa knacca IgG K aHTUreHam guseHTtepuinHon amebsl (Anti-Entamoeba

histolytica IgG) 785
230 A26.06.062.000.03 AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis felineus

IgG) 955
1372 A26.06.123.000.01AHTuTeNa knacca IgG k aHTureHam cTpoHrmunongosa (Anti-Strongyloides

stercoralis IgG) 1055
232 A26.06.080.000.01AHTUTENa Knacca IgG k aHTureHam Tokcokap (Anti-Toxocara 1gG) 650
1860 AHTuTEna knacca IgG k aHTureHam Tokcokap (Anti-Toxocara, 1gG)-

onpegeneHve TuTpa 4 400
233 A26.06.079.000.04 AHTuTena knacca IgG k aHtureHam Tpuxurenn (Anti-Trichinella 1IgG) 575
229 A26.06.024 AHTUTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus IgG) 955
1495 A26.06.018.003.01AHTuTena knacca IgG k 6enky Tennosoro woka (BTLU) Chlamydia trachomatis

(Anti-cHSP60 IgG) 790
256 A26.06.084.001 |AHTuTena knacca IgG k BUpycCy BETPSIHOM OCMbl U ONOSICHIBAIOLLETO nuLlast

(Anti-Varicella-Zoster Virus 1gG, Anti-VZV IgG) 835
228 A26.06.044.002 |AnTuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG) 955
7 A26.06.034.002 |AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV 1gG) 600
267 A26.06.088.002 |AHTuTena knacca IgG k Bupycy knewuesoro aHuedanmTa (Anti-Tick-borne

Encephalitis Virus (TBEV) IgG) 570
2500 A26.06.056.001 |AHTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG) 705




84 A26.06.071.001 |AnTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1IgG) 460
122 A26.06.045.000.01AHTHTENa knacca IgG k Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-1, 2

IgG) 595
1222 A26.06.045.001 |AHTuTena knacca lgG k Bupycy npoctoro reprieca 1 Tuna (Anti-HSV-1 1gG) 795
1223 A26.06.045.002 |AHTuTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 1gG) 635
276 A26.06.047.001 [AHTuTena knacca IgG k repnecsupycy 4enoseka 6 Tuna (Anti-HHV-6 IgG) 725
277 A26.06.047.001.01AHTuTena knacca IgG k repnecsupycy Yyenoseka 8 tTuna (Anti-HHV-8 1gG) 825
1379 A26.06.018.003.04 AHTuTena knacca IgG k rmaBHomy 6enky Hapy»xHo membpaHsl MOMP n

AHTuTena knacca IgG Pgp3 (MembpaHoaccoLumpoBaHHbIN NNasmMuaHbIn

6enok) Chlamydia trachomatis 610
855 A26.06.104.000.01AHTHTENA KNacca IgG k andtepuitHomy aHatokcuHy (Anti-Diphtheria Toxoid

IgG) 1055
275 A26.06.029.002 |AHTuTena knacca IgG k kancMgHoMy aHTUreHy Bupyca dniwiTenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) 1gG) 810
187 A26.06.031 AHTUTena knacca IgG K HykneapHoOMy aHTUreHy Bupyca dnwTeriHa-bapp (BOb

NA IgG, Epstein-Barr Virus Nuclear Antigen IgG, EBNA IgG) 565
255 A26.06.030 AHTUTena knacca IgG Kk paHHemy aHTuUreHy Bupyca dnwrtenHa-bapp (Anti-EBV

Early Antigen (EA) IgG ) 675
876 A26.06.105.000.01AHTuTena knacca IgG k ctonbHa4yHomy aHaTokcuHy (Anti-Tetanus toxoid 19G) 1055
1208 A26.06.087.000.01AHTuTENa knacca 1gG k T-numdoTponHomy BUpycCy Yenoseka Tuna 1 un 2

Tunos (Anti-HTLV-1, 2 1gG ) 920
80 A26.06.081.001 [AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 440
188 A26.06.018.002 |AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgM) 600
76 A26.06.039.001 |AHTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM

Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) 745
1420 AHTuTena knacca IgM k aHTureHam Yersinia enterocolitica n Yersinia

pseudotuberculosis 1350
1564 A26.06.079.000.01AHTuTena knacca IgM k aHTureHam TpuxvHenn (anti-Trichinella IgM) 890
257 A26.06.084.002 |AHTuTena knacca IgM K BUpyCy BETPSIHOW OCIMbl 1 OMOSACHIBAIOLLEro NuLas

(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 920
1268 A26.06.043.001 [AnTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 920
227 A26.06.044.001 |AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 955
72 A26.06.034.001 |AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 855
268 A26.06.088.001 |AHTuTena knacca IgM k Bupycy knewleBoro sHuedanuta (Anti-Tick-borne

Encephalitis Virus (TBEV) IgM) 725
1367 A26.06.057.000.01AHTuTENa knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgA) 725
179 A26.06.057.000.09 AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 640
85 A26.06.071.002 |AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 580
123 A26.06.045.003 |AHTuTena knacca IgM k Bupycy npoctoro repneca 1 u 2 tunos (Anti-HSV-1, 2

IgM) 540
186 A26.06.029.001 |AHTuTena knacca IgM k kancuaHoOMy aHTUreHy Bupyca dnwtenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) IgM ) 570
81 A26.06.081.002 |AHnTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 575
75 A26.06.039 AnTuTena knaccos IgM un 1gG k HB-core aHTureHy supyca renatuta B,

cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core Antigen;

HBCcADb, Total, HBV Core Total Antibodies (IgG + IgM)) 555
1269 A26.06.043 AHTuTena knaccos IgM 1 1gG k Bupycy renatuta D, cymmapHo (Anti-HDV Total

(IgG + IgM)) 920
79 A26.06.041.002 |AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total

(IgG + IgM))* 430
1266 A26.06.138.000.04 AHTuTtena knaccos IgM, IgA, 1IgG k Mycobacterium tuberculosis, cymmapHo

(Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 330
234 A26.06.032 AHTuTena knaccos IgM, IgG, IgA k aHTUreHam nNsamonuin, CyMMapHo

(Anti-Giardia lamblia IgM, 1gG, IgA, Total) 890
179/80 AHTuTena knaccos IgM un IgG k Mycoplasma hominis (Anti-Mycoplasma

hominis IgM, 1gG) 1020
1659 A09.05.054.000.01AHTHTENA, KONMUYECTBEHHBIE, K cnarikoBoMy (S) 6enky (RBD) SARS-CoV-2,

IgG (Anti-SARS-CoV-2, spike (S) protein (RBD), IgG, quantitative). 1565
1663 A09.05.054.000.071AHTHTENA, KONMUYECTBEHHBIE, K cnarikoBoMy (S) 6enky (RBD) SARS-CoV-2,

IgG (c BbIAaYert cneumanbHoro GnaHka pesynsrara Ans Bbie3XarLwyx B

M3panne) Anti-SARS-CoV-2, spike (S) protein, IgG, quantitative (special result

form for those traveling to Israel). 1565
3388 BakPesucra. BbisiBneHne reHoB pe3nCTEHTHOCTU K ITIMKONENTUAHBIM U

GeTa-nakTaMmHbIM aHTUBUOTNKaM y BakTepuii 2490
3389 A26.30.009.000.04 5akCkpuHYTIM. BbisiBneHne ycrnoBHO-NaTOreHHbIX MUKPOOPraHM3MOB METOAOM

MLIP B pexvmMe pearnbHOro BpeMeHM. 6 390
3022 A26.20.032 BaktepuanbHbin BarmHo3 (Bacterial Vaginosis, BV) 2050
396YPO Baktepoungbl, onpeaenenne OHK B cockobe anutenmanbHbIX KNEToK

yporeHutansHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital

Epithelial Cells)* 450




3036 A26.21.036.001.09Buodcrnop 2 350
346MOM [A26.20.025.001.01BneagHas TpenoHema, onpegenexHue OHK B moye (Treponema pallidum, DNA,

Urine)* 435
3460T[ [A26.21.039.001.01BneagHas TpenoHema, onpegenexHne JHK B otaensemom (Treponema pallidum,

DNA, Secretion)* 435
346CIN  [A26.21.039.001.04BneagHas TpenoHema, onpegenexHne JHK B cekpeTe npocTatbl, 99KynaTe

(Treponema pallidum, DNA, Prostatic Fluid, Semen)* 435
346KOX [A26.21.039.001.04 bnegHas TpenoHema, onpeaeneHune [JHK B cockobe anuTenmanbHbIX KNeTok

koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 435
346IM3 [A26.21.039.001.03BbnenHas TpenoHema, onpeaenexune OHK B cockobe anutenuanbHbIX KNeTok

KOHBIOHKTMBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial

Cells )* 435
346POT [A26.07.011.001.01|BnenHas TpenoHema, onpeaenexune OHK B cockobe anutenuasnbHbIX KNeTok

potornotku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)* 435
346YPO [A26.20.025.001 |BbnepHasi TpenoHema, onpeaenenune [JHK B cockobe anMTenvanbHbIX KNeTok

yporeHuTanbHoro TpakTta (Treponema pallidum, DNA, Scrape of Urogenital

Epithelial Cells)* 435
346CMX|[A26.21.039.001.09bnegHas TpenoHema, onpeaeneHne [JHK B CMIMHHOMO3roBOM XUAKOCTU

(Treponema pallidum, DNA, Cerebrospinal Fluid)* 435
346CB |A26.05.025.001.01BneaHas TpenoHema, onpegenexune OHK B cbiBopoTke KpoBu (Treponema

pallidum, DNA, Serum)* 435
3112C1HA26.04.012.001  (Boppenuu, onpeaenenve OHK B cuHoBmanbHom xugkocTn (Borrelia

burgdorferi, DNA, Synovial Fluid)* 650
3112CMAA26.23.033.001  |Boppenuu, onpeaenenve OHK B cnmHHOMO3roBow xugkoctu (Borrelia

burgdorferi, DNA, Cerebrospinal Fluid)* 650
1546 A26.06.012.000.03 Bpyuenna-IgA (Brucella, IgA) 590
1548 A26.06.012.000.04bpyuenna-lgG (Brucella, 1IgG) 750
1547 A26.06.012.000.01Bpyuenna-IgM (Brucella, IgM) 725
3215CJ1H|A26.01.006.001.04Bupyc Varicella-Zoster, onpenenenve OHK B cntoHe (VaricellaZosterVirus,

DNA, saliva) 530
3215K0»{A26.01.006.000.01Bupyc Varicella-Zoster, onpeaenenve OHK B cockobe anutenmanbHbIX KNETOK

koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) 530
3215POT|A26.01.006.001.01Bupyc Varicella-Zoster, onpeaenenve AHK B cockobe anuTenmanbHbIX KNETokK

cnuanctown potornoTku (Varicella Zoster Virus, DNA, scrape of faucial epithelial

cells) 530
3215CB [A26.05.042.001.01Bupyc Varicella-Zoster, onpenenenve JHK B cbiBopoTke kposu (Varicella

ZosterVirus, DNA, serum) 530
319CB [A26.05.020.001.01Bupyc renatuta B, onpegenexHne OHK B CbiBOPOTKE KPOBU, KQ4E€CTBEHHOE

(HBV DNA, Serum, Qualitative)* 690
320CB [A26.05.020.002.01Bupyc renatuta B, onpegenenne OHK B cbiBOpOTKE KPOBU, KONIMYECTBEHHOE

(HBV DNA, Serum, Quantitative)* 3985
3255CB Bupyc renatuta D, konnyecteeHHoe onpegeneHne PHK B cbiBopoTke KpoBu

(HDV RNA, quantitative) (Hepatitis D virus, HDV RNA, quantitative) 1200
325CB |A26.05.023.001.01Bupyc renatuta D, onpeaenenve PHK B cbiBopoTke kposu (HDV RNA,

Serum)* 710
326CB [A26.05.026.001.01Bupyc renatuta G, onpegenexHme PHK B cbiBopoTke kpoBu (HGV RNA,

Serum)* 900
328CB [A26.05.030.001.01Bupyc renatuta A, onpegenenne PHK B cbiBopoTke kposu (HAV RNA, Serum)* 695
3500CB [A26.05.019.001.04Bwupyc renatuta C (BI'C), ynstpavyBcTBUTENBHOE onpeaenexHne PHK BI'C

(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) 3 850
1688 A26.05.019.003.03Bupyc renatuta C PHK, reHotunnposaHue 6 rerotunos (1a,1b,2,3a,4,5a,6) 4 415
324 A26.05.019.003.01Bupyc renatuta C, konnuecteeHHoe onpeaenexHne PHK Bupyca n

reHoTunupoBsanue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative

PCR, Genotyping (Types 1, 2, 3)) 4415
324NN |A26.05.019.003.04Bupyc renatuta C, onpeaenenve PHK B nnasme, reHotunupoBaHue ¢

cybtunamum (Tunel 1 (cyo6Tunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,

Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))* 1110
350CB |[A26.05.019.001.03Bwupyc renatuta C, onpegenenve PHK B cbiBopoTke kposu metogom lMLLP,

konuuyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)* 3665
321CB |A26.05.019.001.01Bupyc renatuta C, onpeagenerHve PHK B cbiBOpOTKe KPOBU, Ka4eCTBEHHOE

(HCV RNA, Serum, Qualitative)* 950
304 A26.08.019.001.01Bupyc rpunna A/H1N1, kauectBeHHoe onpeaenerne PHK (Influenza virus

A/H1N1,quality,RNA). 1790
3610 Bupyc rpunna A/H3N2 (roHKOHrckuiA rpmnmn), kadectseHHoe onpegeneHne PHK

(Influenza virus A/[H3N2, quality, RNA) 1670
3317 Bupyc rpunna A/B, kadectBeHHoe onpegenenne PHK (Influenza virus A/B,

quality, RNA) 3600
3102 A26.05.021.002.01Bupyc nmmyHogedmumTa Yenoseka tuna 1, kayectBeHHoe onpeaeneHne PHK

(Human immunodeficiency virus, quality, RNA) B cbiBOpoTKe KpoBU 2910
339 A26.05.021.002.04Bnpyc nmmyHogeduunta Yenoseka, Tun 1, onpegenexqve PHK (kon.) B

cbiBopoTKe kpoBu (Human immunodeficiency virus, HIV-1, RNA, quantitative,

Serum) 5590
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A26.20.012.005.16

Bupyc nanvnnomsbl yenoseka (BIMN4), BeissBnenne OHK (ckpuHuHr 14 Tnos
BIMY BbICOKOrO OHKOrEHHOrO pucka - 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66 n 68 TNoB, ¢ aAnddepeHumanbHbIM onpegeneHnem 16 n 18 Tunose,
TecT-cuctema Peanbect BIMY OHKOCKpUH.

1110

312C-YP

A26.20.012.005.01

Bvpyc nanunnombl YernoBeka BbICOKOrO OHKOFEHHOTO pucka, onpeaeneHne
OHK 16 n 18 Tunos + KBM B cockobe anuTtenuanbHbIX KNeTok
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

415

313C-YP

A26.20.012.005.17

Burpyc nanunnombl YeroBeka BbICOKOrO OHKOFEHHOTO pucka, reHOTUMMPOBaHWE
OHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B
cockobe anuTenuanbHbIX KNEToK yporeHuTansHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68))

1790

YPO-311

A26.20.012.005.03

Buvpyc nanunnombl YenoBeka BbICOKOrO OHKOTEHHOTO pUcka, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpenenexne IHK B cockobe anutenunanbHbIX KNETOK YPOreHUTarnbHOro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1110

311C-MNMP

A26.20.012.005.13

Bupyc nanunnomsl Yenoseka BbICOKOrO OHKOrEHHOrO pUCcKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegeneHne [JHK B cockobe anutenuanbHbiX KNETOK CAM3NUCTON NPsiMOi
kmwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

795

311C-PQO]

A26.20.012.005.06

Buvpyc nanunnombl YenoBeka BbICOKOrO OHKOTEHHOTO pUcka, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpenenexne JHK B cockobe anuTtenunanbHbix knetok potornotku (HPV DNA,
Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68) Screening )*

1120

311C-YP(

A26.20.012.005.03

Bupyc nanunnomMsl YenoBeka BbICOKOrO OHKOrEHHOrO pUCcKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegeneHne [JHK B cockobe anutenuanbHbiX KNETOK YporeHMTansHoro
TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1110

399C-IMP

A26.21.008.001.06

Bupyc nannnnombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenerve AHK
3 Tunos.: 6, 11, 44 + KBM B cockobe anuTtenuanbHbIX KNETOK CITM3UCTON
npamon knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,
44))

415

399C-YP

A26.21.008.001.05

Buvpyc nanunnombl YernoBeka HM3KOro OHKOTEHHOTo pucka, onpegeneHve AHK
3 TmunoB: 6, 11, 44 + KBM B cockobe anuTenunanbHbIX KIETOK YpOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

415

399C-PO

A26.21.008.001.02

Bupyc nanvunnomel YenoBeka HU3KOro OHKOreHHOro pucka, onpegenenve AHK
3 TmnoB: 6, 11, 44 B cockobe anutenmanbHbIX kneTok potornotkm (HPV DNA,
Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

415

391C-YP

A26.21.008.001.04

Bupyc nanunnombl yenoseka, onpegenexve AHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHntansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

2890

391C-YP

A26.21.008.001.04

Bupyc nanunnomsl yenoseka, onpegenenve AHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNEToK yporeHuTansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

2950

374C-YP

A26.21.008.001.03

Bupyc nanunnomsbl yenoseka, onpegenexue AHK 4 tunos: 6, 11, 16, 18 + KBM
B cockobe anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )

730

351CB

A26.05.011.001.01

Bupyc SnwtenHa-bapp, kadectBeHHoe onpegenenve [JHK B cbiBOPOTKE KpOBU
(EBV DNA, Serum)*

455

351

A26.05.011.001.02

Bupyc SnwtenHa-bapp, konuyectseHHoe onpeaenexHne [OHK B cbiBopoTke
kposu (EBV DNA, Serum)*

480

351KP

A26.05.011.001

Bupyc SnwtenHa-bapp, onpenenexnve OHK B BeHo3Hom kposu (EBV DNA,
Blood)*

490

351BMT

A26.04.005.001.01

Bupyc OnwrenHa-bapp, onpegenexHne JHK B Bbinote (EBV DNA, Exudate)*

290

351MOM

A26.04.005.001.02

Bupyc SnwrtenHa-bapp, onpegenenve OHK B mode (EBV DNA, Urine)*

330

351CN

A26.23.010.001.02

Bupyc SnwtenHa-bapp, onpenenexnve HK B cekpeTe npocrtarthl, askynsaTe
(EBV DNA, Prostatic Fluid, Semen)*

330

351CIMH

A26.23.010.001.01

Bupyc SnwrenHa-bapp, onpegenexnve JHK B cnoHe (EBV DNA, Saliva)*

330

351POT

A26.08.059.001

Bupyc SnwrenHa-bapp, onpegeneHne JHK B cockobe anuTenunanbHbIX KNETOK
porornotkn (EBV DNA, Scrape of Faucial Epithelial Cells)*

330

351HOC

A26.08.059.001.01

Bupyc SnwrenHa-bapp, onpegeneHne JHK B cockobe anuTenunanbHbIX KNETOK
cnuancton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

330

351YPO

A26.30.017.001.01

Bupyc SnwrenHa-bapp, onpegeneHne JHK B cockobe anuTenunanbHbiX KNETOK
yporeHutaneHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial Cells)*

330

351CMX

A26.23.010.001

Bupyc SnwrenHa-bapp, onpegeneHne JHK B CMIMHHOMO3roBOM XWAKOCTU
(EBV DNA, Cerebrospinal Fluid)*

330




3607

Bupycbl rpunna A/H1N1, H3N2 (cBuHOWM rpvnn, roHKOHICKWA rpumnn)
kayectBeHHoe onpegenenne PHK (Influenza virus A/HIN1, H3N2 quality,RNA).

3 350

1304CUB

A07.16.006.000.01

BogoponHo-meTaHoBbIN AblXaTerbHbIN TECT C NaKTyrno301, AuarHoCcTuka
cuMHapoma n3bbiTouHoro 6aktepuansHoro pocta (CUBP) (Hydrogen/Methane
Breath Test with lactulose, assessment of SIBO)

3490

3025

A26.21.036.001.01

BoisiBneHue Bo3byautenen UMMM (4 + KBM): onpegenenve JHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, AHK yenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,
Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA)

1095

383

A26.21.036.001.02

BoisiBneHve Bo3dyautenen UMMM (7 + KBM), cockob anuTennanbHbIX KNEToK
yporeHutaneHoro TpakTa (ldentification of Sexually Transmitted Infections (STI)
Pathogens, Scrape of Urogenital Epithelial Cells)*

1630

370

Boisienenne HK Cryptococcus neoformans

1980

3364

A26.19.054

BeisiBneHvne OHK Bo3byautenen onuctopxo3a B kane (Opisthorchis felineus
DNA)

690

305MOM

A26.20.030.001.01

lapgHepenna, onpegenenve OHK B mode (Gardnerella vaginalis, DNA, Urine)*

330

305CH

A26.20.030.001.02

lapgHepenna, onpegenerve OHK B cekpete npoctartsl, askynste (Gardnerella
vaginalis, DNA, Prostatic Fluid, Semen)*

330

305YPO

A26.20.032.001.01

lapgHepenna, onpegenenve OHK B cockobe anutenmanbHbIX KNeTok
yporeHutansHoro TpakTta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

345

3520

lepnec-Bupyc yenoBeka 6 Tuna, onpegenexve OHK (HHV-6, DNA),
KONM4eCTBEHHO

2400

309KP

lepnecsupyc 1 n 2 Tunos, onpegenenne OHK B BeHo3HoW kposu (HSV-1, 2
DNA, Blood)*

790

3090KP

lepnecsupyc 1 n 2 Tunoe, onpegeneHve JHK B BEHO3HOW KPOBW, TUNMPOBaHNE
(HSV-1, 2 DNA, Blood, Typing)*

1500

309BMT

A26.01.024.001.01

lepnecsupyc 1 n 2 Tunoe, onpegenervne JHK B Boinote (HSV-1, 2 DNA,
Exudate)*

290

3090BIMT

A26.01.024.001.02

lepnecsupyc 1 n 2 Tunoe, onpegenerve JHK B BbiNoTe, TUNMpOBaHWe
(HSV-1, 2 DNA, Exudate, Typing)*

500

309MOM

A26.28.023.001

lepnecsupyc 1 n 2 Tunos, onpegenexve OHK B move (HSV-1, 2 DNA, Urine)*

320

3090MOVY

A26.28.023.001.01

lepnecsupyc 1 n 2 Tunos, onpegenerve OHK B moye, Tunuposanune (HSV-1, 2
DNA, Urine, Typing)*

500

309Cn

A26.21.009.001.05

lepnecsupyc 1 n 2 Tunos., onpegenerve JHK B cekpete npocTarsl, agkynsaTe
(HSV-1, 2 DNA, Prostatic Fluid, Semen)*

330

3090CT1

A26.21.009.001.03

lepnecsupyc 1 n 2 Tunos, onpegenenne HK B cekpete npocTarhbl, 38Kynsre,
TunuposaHune (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

500

309CIMH

A26.01.024.001.09

lepnecsupyc 1 n 2 Tunos, onpegenerve OHK B cnioHe (HSV-1, 2 DNA,
Saliva)*

320

3090CJTH

A26.01.024.001.10

lepnecsupyc 1 n 2 Tunos, onpeaenenve OHK B cnioHe, Tunuposanve (HSV-1,
2 DNA, Saliva, Typing)*

500

309KOX

A26.01.024.001.07

lepnecsupyc 1 n 2 Tunos, onpeaenenve OHK B cockobe anuTenmanbHbIX
knetok koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

330

3090KOX

A26.01.024.001.08

lepnecsupyc 1 n 2 Tunos., onpeaenenve OHK B cockobe anutennanbHbIX
KneTok koxu, TunuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,

Typing)*

500

3093

A26.26.012.001

lepnecsupyc 1 n 2 Tunos., onpeaenenve OHK B cockobe anutennanbHbIX
KneTok KoHbloHKTMBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

320

309013

A26.26.012.001.01

lepnecsupyc 1 n 2 Tunos, onpegenenne HK B cockobe anuTenuanbHbIxX
KINeToK KOHBIOHKTUBBI, TunuposaHne (HSV-1, 2 DNA, Scrape of Conjunctiva
Epithelial Cells, Typing)*

500

309POT

A26.01.024.001.03

lepnecsupyc 1 n 2 Tunoe, onpegenenne JHK B cockobe anuTenmanbHbIX
knetok potornotku (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

330

3090POT

A26.01.024.001.04

lepnecsupyc 1 n 2 Tunos., onpeaenenve OHK B cockobe anutenmanbHbIX
KneTok poTtornotku, TunuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial
Cells, Typing)*

500

309HOC

A26.01.024.001.05

lepnecsupyc 1 n 2 Tunos., onpeaenenve OHK B cockobe anuTenmanbHbIX
KneTok crnmauctoun Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

290

3090HO(

A26.01.024.001.06

lepnecsupyc 1 n 2 Tunoe, onpegenenne OHK B cockobe anuTenmanbHbIX
KrneToK crnmancTomn Hoca, TunuposaHune (HSV-1, 2 DNA, Scrape of Nasal
Epithelial Cells, Typing)*

500

309YPO

A26.21.009.001.01

lepnecsupyc 1 n 2 Tunos., onpeaenenve OHK B cockobe anutennanbHbIX
KneTok yporeHuTanbHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital
Epithelial Cells)*

320

3090YPO

A26.21.009.001.02

lepnecsupyc 1 n 2 Tunoe, onpegenenne JHK B cockobe anuTenmanbHbIX
KINeToK yporeHuTarnbHoro Tpakta, TunuposaHume (HSV-1, 2 DNA, Scrape of
Urogenital Epithelial Cells, Typing)*

500

309CMX

A26.23.008.001

lepnecsupyc 1 n 2 Tunos, onpegenenne JHK B cCNTMHHOMO3roBOM XWAKOCTH
(HSV-1, 2 DNA, Cerebrospinal Fluid)*

290

3090CMH

A26.23.008.001.01

lepnecsupyc 1 n 2 Tunos, onpegenenne JHK B cCNTMHHOMO3roBOW XWAKOCTH,
TunuposaHune (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*

500




309CB

A26.05.035.001.02

lepnecsupyc 1 n 2 Tunoe, onpegenervne JHK B cbiBopoTke kposu (HSV-1, 2

DNA, Serum)* 455
3090CB [A26.05.035.001.03repnecsupyc 1 n 2 Tunos, onpenenexHne JHK B CbiIBOPOTKE KpOBM,

TunupoBanune (HSV-1, 2 DNA, Serum, Typing)* 710
352KP lepnecsupyc 6 Tvna, onpegenenve JHK B BeHo3HoW kposu (HHV-6 DNA,

Blood)* 850
352BMNT [A26.30.018.001.04'epnecsupyc 6 Tuna, onpegenenve OHK B Boinote (HHV-6 DNA, Exudate)® 350
352MOM [A26.30.018.001.04"epneceupyc 6 Tvna, onpegenenne AHK B moye (HHV-6 DNA, Urine)* 320
352CIN  [A26.30.018.001.03repneceupyc 6 Tvna, onpegenenve OHK B cekpeTe npocTaTbl, asKynsTe

(HHV-6 DNA, Prostatic Fluid, Semen)* 320
352CJ1H [A26.07.008.001.01r'epnecsupyc 6 Tuna, onpegenenune OHK B croHe (HHV-6 DNA, Saliva)* 330
352POT [A26.08.060.001 [l'epnecBupyc 6 Tvna, onpegenenne HK B cockobe anuTenuanbHbiX KNeTok

porornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 330
352HOC [A26.08.060.001.01F'epnecsupyc 6 Tuna, onpegenenve OHK B cockobe anuTennanbHbIX KNEeTok

cnuancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 330
352YPO [A26.30.018.001.01l'epnecsupyc 6 Tvna, onpegenenne OHK B cockobe anuTenuanbHbiX KNeTok

yporeHutanbHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)* 330
352CMX|[A26.23.016.001  [lepnecsupyc 6 Tuna, onpegenenune OHK B cnnHHomosroson xuakoctn (HHV-6

DNA, Cerebrospinal Fluid)* 330
352CB [A26.05.033.001.01repnecsupyc 6 Tvna, onpegenenne OHK B cbiBopoTke kposu (HHV-6 DNA,

Serum)* 490
306MOM [A26.28.015.001  [loHokokk, onpegenerve [HK B moye (Neisseria gonorrhoeae, DNA, Urine)* 290
306CIN  [A26.21.024.000.01roHokokk, onpeaenexne OHK B cekpeTe npocTathl, askynste (Neisseria

gonorrhoeae, DNA, Prostatic Fluid, Semen)* 290
306CWH [A26.21.038.001.01FroHokokk, onpeaenexne OHK B cuHoBmanbHom xuakoctn (Neisseria

gonorrhoeae, DNA, Synovial Fluid)* 540
3063 [A26.26.024.001 [FoHoKOKK, onpegenenne OHK B cockobe anutenmarsnbHbIX KNETOK KOHbIOHKTUBbI

(Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )* 290
306POT [A26.08.067.001 |[FoHoKOKK, onpegenenne OHK B cockobe anutenvarnbHbIX KNETOK POTOMMOTKM

(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)* 330
306MNPK [A26.19.029.001 [loHokokk, onpeaenerne [JHK B cockobe anutenuanbHbiX KNETOK CrM3ncTomn

npsamon kuwkm (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial

Cells)* 320
306YPO [A26.20.022.001.01FoHokokk, onpeaenexne OHK B cockobe anutenuasnbHbIX KNeTok

yporeHnutansHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital

Epithelial Cells)* 345
3802 IprbGKOBbLIE MHMDEKLNM - BbISIBIIEHWE Y TUMMPOBaHWE BO3byaUTENen MUKO30B

popoe Candida, Malassezia, Saccharomyces n Debaryomyces 3 300
3014 HOepmatoduTel (Trichophyton, Epidermophyton, Microsporum), onpegenexue

[HK B obpasuax Koxu, Bonoc, Hortremn 1090
3606 OnddepeHumnansHas guarHoctuka OPBU 6 550
3319 A26.08.031.001.01OncbdepeHumporarHHoe BbisiBneHne JHK Bordetella species: Bordetella

pertussis (Bo36yauTens kokntowa) u Bordetella bronchiseptica (Bo3byautens

BGpoHxocenTnko3a) B cockobe anuTenmnanbHbIX KNETOK CIM3NCTOW POTOMMOTKN

n/mnn HocornoTku (Differentiated detection of DNA Bordetella spp.: Bordetella

pertussis (pertussis pathogen) and Bordetella bronchiseptica

(bronchosepticosis pathogen) in a scraping of the oropharynx and or

nasopharynx) 1400
377C-YP(A26.20.012.005.08 AncdbepeHumpoaHHoe onpegenenne OHK BMY (Bupyc nanunnomsl

yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +

KBM B cockobe anutenuanbHbIX KNEToK yporeHuTansHoro Tpakta (HPV DNA,

Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51,

52, 56, 58, 59, 66, 68) Screening) 1310
3020 A26.21.036.001.0§IHBENO®JTIOP — komnnekcHoe nccrnegoBaHne MUKPOMopbl YporeHUTaneHoro

TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of

Urogenital Tract (UGT)) 4 000
3026 A26.20.033.001.01MHBNO®NOP - ycnoBHO-NaToreHHble MUKOMNNa3mbl YernoBeka

(yporenutanbHbi ckpuHuHr) (INBIOFLOR — Mycoplasma, Urogenital

Screening) 565
3034 A26.21.036.001.08NHB1ocbnop Makcu 7 300
3033 A26.21.036.001.09NHB6Mocbnop CkpuH. CKPUHMHIOBOE UccnenoBaHne MUKPOgopsl

YPOreHnTanbHOro TpakTta 3100
3032 A26.21.036.001.071MHBNO®NOP-OKCIMEPT. PacwmpeHHoe nccnegoBaHne MUKpOgropsl

YPOreHUTanbHOro TpakTa. 3 550
372 A26.20.032.000.03NccnenoaHmne GuoLeHo3a yporeHuTanbHoro Tpakrta. ®emodnop 16.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2510
386 A26.20.032.000.04NccnenoaHmne 6uoLeHo3a yporeHuTanbHoro Tpakta. ®emodnop 8.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8)) 1780
390 Wccneposanue knewla Ha Ehrlichia muris, Ehrlichia* 1200
340 McenepoBanue knewa Ha JHK Anaplasma phagocytophilu® 1245
360 WccnepoBanue knewa Ha [JHK Borrelia miyamotoi metogom MUP (Study of

Tick: Borrelia miyamotoi DNA, PCR) 1400




370

A26.05.053.001.02

MccnepoBaHue knewa: CKpUHUHT (nabopaTopHoe uccrneqoBaHue knewa ans
BbisiBneHns PHK/OHK Bo36yauTenein nHgekLmin, nepenatoLLmxcs MKCOLoBbIMU
knewawmn: PHK Tick-borne encephalitis Virus (TBEV), AHK Borrelia burgdorferi
s. |.) (Study of Tick: Screening)

1880

485

A26.19.017

MccnepoBaHune Ha kuweyHyto nanoyky (Escherichia coli 0157:H7,
3LLEepuxmos), AMapenHbii CUHAPOM, aHTUreHHbIn TecT (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

1690

250

MccnepoBaHve Ha Hannume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

800

240

MccnepoBaHve Ha Hannume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

800

344BMT

A26.21.044.001.04

Kanampa, onpegenenve [HK B Beinote (Candida albicans, DNA, Exudate)*

290

344MOM

A26.21.044.001.03

Kanaonga, onpegenenne OHK B moye (Candida albicans, DNA, Urine)*

310

344CnH

A26.21.044.001.02

Kanaonga, onpegenenve OHK B cekpete npoctathl, askynsaTte (Candida
albicans, DNA, Prostatic Fluid, Semen)*

310

344CJINH

A26.21.044.001.05

Kanampa, onpegenenve HK B cntoHe (Candida albicans, DNA, Saliva)®

320

344KOX

A26.26.017.001.01

Kangounga, onpegenenne OHK B cockobe anutenmarnbHbIX KINETOK KOXM
(Candida albicans, DNA, Scrape of Skin Epithelial Cells)*

330

344POT

A26.26.017.001.03

Kananaa, onpegenenve JHK B cockobe anvMTenuanbHbIX KNETOK POTOrTOTKA
(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)*

295

344MNPK

A26.26.017.001.02

Kangunaa, onpenenenne OHK B cockobe anutenmarnbHbIX KNETOK CIM3UCTON
npsimon kuwikm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

320

344YPO

A26.21.055.000.01

Kanamga, onpegenexune [IHK B cockobe anuTenuanbHbIX KNeTok
yporeHutaneHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital
Epithelial Cells)*

290

3023

A26.21.055.000.03

Kanampos, ckpunuHr (Candidiasis, Screening )

600

3021

A26.21.044.001.01

Kangonpos, ckpuHuHr n Tunuposaxmne (Candidiasis, Screening and Typing)

1070

3024

A26.21.055.000.04

Kanampos, tunuposaHue (Candidiasis, Typing)

825

3320

A26.08.027.001.01

KopoHnaBupyc SARS-CoV-2, onpegenenne PHK B ma3ke co crnvanctomn
HocornoTtku u potornotku (Coronavirus SARS-CoV-2 RNA detection in
nasopharyngeal and oropharyngeal smear)

1200

482

A26.19.036

Kpuntocnopuanm napsym (Cryptosporidium parvum), AuapenHbiin CUHOPOM,
aHTureHHbI TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1000

279

A26.06.006.000.01

JlTabopatopHoe nccnegoBaHue aHTureHa Aspergillus (ranaktomaHHaH) B
6poHxo-anbBeonspHoM nasaxe (Aspergillus antigen (galactomannan) in
bronchoalveolar lavage)

7 490

278

A26.06.006.000.03

JlabopatopHoe nccnegoBaHue aHTureHa Aspergillus (ranakTomaHHaH) B
cbiBopoTKe KpoBu (Aspergillus antigen (galactomannan) in serum)

7 490

470

JlabopatopHoe nccnegoBaHuve knewa ans soissneHns AHK Bo3byautenen
KNeLeBbIX PUKKETCMO30B

2200

274

A26.05.053.001.05

JlabopatopHoe nccnegoBaHuve knewa ans BeissneHns AHK Bo3byautens
Jlanm-Bboppenuosa (Borrelia burgdorferi, DNA)

1040

350

A26.05.053.001.06

JlabopaTtopHoe nccnegosaHue knewa Ang BeigsneHus PHK Bupyca knewesoro
aHuedanuTa (Tick-borne encephalitis Virus, TBEV, RNA)

1250

38

JlabopatopHoe nccnegoBaHue knewa ans oisisneHns PHK/OHK
BO30OyauTenen nHeKUuiA, nepeaaBaeMbix MKCOAOBLIMY KNELaMu: KneLeBoro
aHUedanmTa, 6oppenvosa (6onesHn Jlaima), aHannasmosa, 3pnmxmo3a

3200

1227M

A26.05.053.001.03

JlTabopaTopHoe uccnepoBaHue knewa ans BoisenexHms PHK/OHK
BO30OyamMTEnen NHeKUUn, nepeaatoLmxcs MKCOO40BbIMY Krelamu:
KNELLEBOW QHLIE®ANUT, BOPPENMOS3 (EONE3HL NANMA),
AHAMJIASMO3, SPNIMXMNOS (Detection of pathogen DNA/RNA in ticks:
Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma
Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DNA), PCR)

2520

480

JTabopatopHoe uccnepoBaHue knewa ans soisenexds PHK/OHK
BO30OyamMTEnen nHEeKUUn, nepeaatoLmxcs MKCOO40BbIMY KreLamu:
KNELLEBOW SHLUE®ANUT, BOPPENMO3 (EONE3HL NANMA),
AHAMNA3SMO3, SPNIMXNOS, PUKKETCKOS (Detection of pathogen
DNA/RNA in ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s.
I., Borrelia miamotoi, Anaplasma phagocytophillum, Ehrlichia muris,
Rickettsia heilongjiangensis, Rickettsia sibirica, PCR)

4 800

3054

JlakTo-CKpUH — KonnyecTBeHHoe onpeaenenne AHK 4 knioyeBbIX WTaMMOB
naktobakTepuin B BarmHanbHoM cockobe (Lacto-screen — DNA quantification of
4 key lactobacillus species, vaginal swabs)

3 300

345YPO

A26.20.032.001.02

JlakTobakTepum, onpeagenexme HK B cockobe anutenunanbHbIX KNeTok
yporeHuTanbHoro TpakTta (Lactobacillus spp., DNA, Scrape of Urogenital
Epithelial Cells)*

450

3114MOY

A26.05.037.001.02

Jluctepun, onpegenenvne OHK B moue (Listeria monocytogenes, DNA, Urine)*

400

3114Mn

A26.05.037.001.01

Jluctepun, onpegenenve OHK B nna3me kposwu (Listeria monocytogenes, DNA,
Plasma)*

370

3114CUH

A26.23.017.000.01

Jlnctepun, onpegenenne OHK B cnHoBuanbHom xugkoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

540

3114POT

A26.30.020.001.01

Juctepun, onpepenenve JHK B cockobe anuTenmanbHbIX KNETOK POTOrNOTKN
(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

350




3114HOJA26.30.020.001.034Tnctepun, onpenenerne JHK B cockobe anuTennanbHbiX KNETOK CN3UCTON

Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)* 400
3114CMAA26.23.017.001  [Jluctepun, onpepenernne JHK B cnMHHOMO3roBo »xuakoctu (Listeria

monocytogenes, DNA, Cerebrospinal Fluid)* 350
483 A26.19.037 Jlambnun (Giardia liamblia), aMapenHblii cMHAPOM, aHTUreHHbIN TecT (Giardia

liamblia. One Step Rapid Immunochromotographic Assay) 1090
3038 MenuHrokokk (Neisseria meningitidis), ka4. onpegenexne OHK 1500
3063 MwukobakTtepumn Ty6epkynesa (Mycobacterium tuberculosis complex),

KonunyecteeHHoe onpegenexHne AHK 3400
3061 MwukobakTtepumn Ty6epkynesa (Mycobacterium tuberculosis complex),

KonumyecTBeHHoe onpeaenexne OHK 3400
3062 MwukobakTtepumn Ty6epkynesa (Mycobacterium tuberculosis complex),

KonuyecTteeHHoe onpegenexve [IHK ¢ nocneayowmnm BeisBIEeHNEM MyTaLuun,

CBSA3@HHbIX C NIEKapCTBEHHOW YCTONYMBOCTLIO K pUddaMnuuuHy 1 U3oHvwasuay,

metogom MLP 4 500
341BMNT [A26.10.007.001.01fMukobaktepumn Tybepkynesa, onpegenexHue HK B Beinote (Mycobacterium

tuberculosis, DNA, Exudate)* 695
341MHC [A26.20.038.001  [Mukobaktepumn Tybepkynesa, onpegeneHne JHK B MeHCTpyanbHOM KpoBU

(Mycobacterium tuberculosis, DNA, Menstrual Blood)* 695
341MK  [A26.09.080.001.01fMukobaktepumn Tybepkynesa, onpegenexHue AHK B mokpoTe (Mycobacterium

tuberculosis, DNA, Sputum)* 695
341MOM [A26.28.028.001  [Mukobaktepumn Tybepkynesa, onpegenexne JHK B moye (Mycobacterium

tuberculosis, DNA, Urine)* 695
341CIN  [A26.21.048.001 |[MukobakTepuun Tyb6epkynesa, onpegeneHune [JHK B cekpeTe npocTarhl,

askynate (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)* 695
341CWH [A26.04.013.000.01fMukobaktepumn Tybepkynesa, onpegenexHne JHK B CMHOBUanNbHOM XNAKOCTM

(Mycobacterium tuberculosis, DNA, Synovial Fluid)* 695
341CMX|[A26.23.041.001 [MukobakTepun TybGepkynesa, onpegeneHne JHK B CTMHHOMO3roBOM XnaKoCTU

(Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* 695
341CB |A26.05.047.001.01fMukobakTepun Tybepkynesa, onpegenenvne [JHK B cbiBOpOTKe KpoBU

(Mycobacterium tuberculosis, DNA, Serum)* 695
308MOM [A26.28.017.001  [Mukonnasma (Mycoplasma genitalium), onpegenexHne JHK B moue

(Mycoplasma genitalium, DNA, Urine)* 300
308CIN  [A26.21.041.001.01fMwukonna3ma (Mycoplasma genitalium), onpegenexHue OHK B cekpeTe

npocrarthl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)* 330
308YPO [A26.20.027.001.01fMwukonna3ma (Mycoplasma genitalium), onpegenexdne JHK B cockobe

anuTenuanbHbIX KNETOK yporeHntansHoro Tpakta (Mycoplasma genitalium,

DNA, Scrape of Urogenital Epithelial Cells)* 330
302MOM (A26.28.018.001  [Mukonnasma (Mycoplasma hominis), onpegenexune HK B Mmoye (Mycoplasma

hominis, DNA, Urine)* 300
302CIN  [A26.21.042.001.01fMwukonnasma (Mycoplasma hominis), onpegenenune OHK B cekpeTe npocrathl,

agkynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)* 330
302YPO [A26.28.018.001.01fMukonnasma (Mycoplasma hominis), onpegenexne OHK B cockobe

anuTenuanbHbIX KNETOK yporeHuTansHoro Tpakta (Mycoplasma hominis, DNA,

Scrape of Urogenital Epithelial Cells)* 300
347MK [A26.09.046.001 [Mwukonnasma (Mycoplasma pneumoniae), onpegenerve JHK B mokpote

(Mycoplasma pneumoniae, DNA, Sputum)* 695
347N [A26.09.046.001.04Mukonna3ma (Mycoplasma pneumoniae), onpegenexve JHK B nnasme kposu

(Mycoplasma pneumoniae, DNA, Plasma)* 465
347CJIH [A26.09.046.001.01fMukonna3ma (Mycoplasma pneumoniae), onpegenenve OHK B cntoHe

(Mycoplasma pneumoniae, DNA, Saliva)* 400
347POT [A26.08.048.001 [Mwukonna3ma (Mycoplasma pneumoniae), onpegenenve JHK B cockobe

anuTenuanbHbIX knetok potornotkm (Mycoplasma pneumoniae, DNA, Scrape

of Faucial Epithelial Cells)* 430
1277 Mwukpockonuyeckoe nccrneaoBaHne 1 NOCeB Ha NaToreHHble rpubbl

(Microscopic examination and Culture for pathogenic fungi) 1885
995 A26.01.015.000.01Mukpockonuyeckoe nccrnenoBaHve Ha natoreHHsle rpubsl (Microscopic

examination for pathogenic fungi) 1000
397YPO [A26.20.032.000.04MobunyHkyc, onpeaenexHune HK B cockobe anutenunanbHbIX KNeTok

yporeHuTaneHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital

Epithelial Cells) 400
7644G3 MyTtauwnm nekapcteeHHoun pesncteHTHocTn NS3, NS5A n NS5B pernoHos

reHoma Bupyca renatuta C (ans reHoruna 3) 14 335
7644G1 MyTtauwnm nekapcteeHHomn pesncteHTHocTn NS3, NS5A n NS5B pernoHos

reHoma Bupyca renatuta C (gns reHotunos 1a, 1b) 14 335
nnnn-m HewnnBasusHas gnarHoctuka UMMM no move 3 350
3005 Henpownndekunn. Beisenenne OHK n guddeperumaumsa N. meningitidis, H.

influenzae, S. Pneumoniae 3 500
496 HOPOBUWPYC (Norwalk virus) - onapenHbin CMHAPOM, BbiSIBNiEHWE HOpoBMpYyca

reHorpynn | u Il B kane (Norwalk virus Gl, Gll, antigen, stool) 3700
1248 Onpegenexne aHTnmaHHaHoBbIX aHTuTen Candida B kposu (Platelia Candida

Ab) 6 900
2107 OnpepgeneHve aHTUTEN K BO3OYAMUTENIO KOKMIOLWA W Napakoksowa 1195




3318

A26.08.008.001.01

OnpepneneHne Bo3byauTenen ocTpbiX PECMPaTOPHbIX BUPYCHbIX MHAEKLNIA
yenoseka (OPBW): PHK pecnupatopHo-cuHuuTmMansHoro supyca (human
Respiratory Syncytial virus, hRSv), metanHeBmoBupyca (human
Metapneumovirus, hMpv), Bupycos naparpunna 1, 2, 3 n 4-ro Tunos (human
Parainfluenza virus 1-4, hPiv), kopoHasupycos (human Coronavirus, hCov),
puHosupycos (human Rhinovirus, hRv), IHK ageHosupycos rpynn B, C n E
(human Adenovirus B, C, E, hAdv) n 6okasupyca (human Bocavirus, hBov) B
cockobe anuTenuanbHbIX KIETOK POTOMMOTKMA U HOCOIMOTKM

2800

1630

A26.06.029.002

Onpepenexne nHaekca aBMAHOCTN MMMYHOINobynmMHoB knacca G k
kancuaHbiM aHTureHam VCA Bupyca dnwtenHa-bapp B CbIBOPOTKE KPOBU.

1250

1247

OnpepneneHne maHHaHoBoro aHTureHa Candida B kposwu (Platelia Candida Ag)

6 900

1873

OnpepgeneHne metabonutos rpubos ((1,3) - B-D-rniokaHa) B kpoBum

11 000

338CB

A26.05.039.001.01

Onpepenenne PHK (Rubella virus, RNA) B cbiBOpoTke KpoBM

800

3324POT

A26.08.057.001

Mapsosupyc B19, onpegenexnve JHK

670

3324CB

A26.05.032.001.01

MapsoBupyc B19, onpegenexnve OHK

670

3324CJIMH

A26.07.009.001

Mapsosupyc B19, onpegenexnne JHK

690

6617

A09.05.118.000.03

Mnecenb Candida albicans, IgG (M5) (M5 Candida albicans, I1gG )

850

33103MK

A26.09.050.001.01

MHeBmokokk, onpegeneHue JHK B mokpoTte (Streptococcus pneumoniae, DNA)

885

33103111

A26.05.046.001.01

MHeBmokokk, onpegenexune JHK B nna3me kposu (Streptococcus pneumoniae,
DNA)

885

33103CI

A26.09.050.001.02

MHeBmokokk, onpegenenne AHK B crntoHe (Streptococcus pneumoniae, DNA)

885

33103PO

A26.08.052.001.01

MHeBMmoOKOKK, onpeaenexne OHK B cockobe anuTenuasnbHbIX KNeTok
poTornoTku (Streptococcus pneumoniae)

885

460

A26.19.004.000.01

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHnos, onpegenexHve
YYBCTBUTENbHOCTU K aHTUMUKPOOHbLIM Npenapatam (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1500

461

A26.19.005

Moces kana Ha kamnunobakTtep (Campylobacter spp.) (Campylobacter spp.,
Stool Culture. Bacterial Identification)

1500

466

A26.08.015.000.01

MoceB Ha GeTa-remonuTUYECKUn CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification)

735

466-A

A26.08.015.000.02

MoceB Ha BeTa-reMonuTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes), onpeaeneHne YyBCTBUTENBHOCTU K
aHTMMUKPOOGHLIM Npenapatam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

955

454-1

A26.20.051

[MoceB Ha GeTa-remonuTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)

810

454-A

A26.20.051.000.01

[MoceB Ha GeTa-remonUTUYECKNA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae), onpegeneHune 4yBCTBUTENBHOCTM K
aHTUMKUKPOGHBLIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1030

449

A26.21.002.000.01

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpegenexHune
YYBCTBUTENbHOCTU K aHTUMUKPOOHBIM nNpenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

900

469

A26.08.001.000.01

Moces Ha gudtepuio (Corynebacterium diphtheriae Culture)

1000

442

A26.05.006.000.01

MoceB Ha gpoxokenogobHble rpmbel (pogos Candida, Cryptococcus) ¢
onpeneneHneM YyBCTBUTENBHOCTU K aHTUMUKOTUYECKMM npenapaTam (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

1250

442-P

MoceB Ha gpoxckenogobHble rpubel (pogos Candida, Cryptococcus) ¢
onpegeneHnem 4yBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTpPY
aHTUMKKoTUYeckmx npenaparos (Yeast Culture. Identification and Antimycotic
Susceptibility testing)

2800

459-0

A26.30.010.000.06

MoceB Ha 3onoTuCThIM cTadmnokokk (Staphylococcus aureus, onpeageneHve
YYBCTBUTENBbHOCTU K aHTUMUKPOOHBIM Npenapatam u 6akteprodaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

1140

459-M

A26.30.010.000.01

MoceB Ha 3onoTUCTLIN cTadmnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

920

459-A

A26.30.010.000.03

[Moces Ha 3onoTncThIn cTadunnokokk (Staphylococcus aureus), onpegenexHve
YYBCTBUTENBHOCTU K aHTUMUMKPOGHBLIM Npenapartam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

990

459-P

A26.30.010.000.09

[MoceB Ha 3onoTncThIn cTadunnokokk (Staphylococcus aureus), onpegenexHve
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTMMUKPOGHBIX NpenapaToB
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)

1590

468-M

A26.30.010.000.07

[MoceB Ha 30MOTUCThIN CTaUNOKOKK (METULMNIINH-PE3NCTEHTHBIN 3011I0TUCTbLIN
cradmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification)

945




468-

A26.30.010.000.05

[MoceB Ha 30N0TUCTLIM CTAaUMOKOKK (METULMNMNH-PE3NCTEHTHBIV 30M0TUCTLIN
ctacmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YYBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapartam u 6aktepuodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

1140

468-A

A26.30.010.000.02

[MoceB Ha 30N0TUCTLIN CTAaUMOKOKK (METULMNNMNH-PE3NCTEHTHBIV 30M0TUCTLIN
ctacmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenapatam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

945

468-P

A26.30.010.000.10

[MoceB Ha 30N0TUCTLIN CTAUMOKOKK (METULMNMNH-PE3UCTEHTHBIV 30M0TUCTLIN
ctadmnokokk, MP3C) (Staphylococcus aureus), onpegeneHue
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOGHBIX NpenapaToB
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)

1490

462

A26.19.007

Moces Ha knocTpuaum (Clostridium difficile, nceBaoMmembpaHo3HbIN KONUT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1520

453

A26.23.005.000.01

Moces Ha nuctepuu (Listeria monocytogenes) ¢ onpegeneHunemMm
YYBCTBUTENbHOCTU K aHTUMUKPOOHbLIM Npenapatam (Listeria monocytogenes
Culture. Bacteria Identification and Antibiotic Susceptibility testing)

810

471

A26.23.002

MoceB Ha MEHWHIOKOKKW, onpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1200

437YTIM

A26.19.008.000.01

[MoceB Ha NaToOreHHyo 1 YCIOBHO-NATOreHHy MUKPOAIopy KuwedHuka (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,
Bacteria Identification)

1440

437YTIM-

A26.19.008

MoceB Ha NaToreHHyto 1 yCrNoBHO-NATOreHHy MUKPOMIIOpY KULLIEYHMKA C
onpegeneHMem YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM npenapatam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.
Bacteria Identification and Antibiotic Susceptibility Testing)

1690

437YTIM-

A26.19.008.000.05

MoceB Ha NaToreHHy 1 YCIOBHO-NATOrEHHY MUKPOMNOPY KULLEYHUKA C
onpeneneHnemM YyBCTBUTENBHOCTM K aHTUMUKPOBHbLIM npenapaTtam 1
6akTepunodparam (Stool Culture with Bacteria Identification and
Antibiotic+Bacteriophage Susceptibility Testing)

1760

457-M

A26.19.008.000.03

MoceB Ha naToreHHyto kuwevHyto dropy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

1090

457-A

A26.19.008.000.04

MoceB Ha MaToreHHyto KULLEYHYL0 doropy, onpeaeneHne YyBCTBUTENbHOCTH K
aHTUMUKPOOHLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

1350

457-®

A26.19.008.000.02

MoceB Ha MaToreHHyto KULLEYHYL0 doropy, onpeaeneHne YyBCTBUTENbHOCTH K
aHTUMUKPOOHLIM NpenapaTtamM u baktepuodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

1590

1277KKH

A26.02.004.000.02

MoceB Ha naToreHHble rpubhbl

3100

470

A26.09.015.000.01

MoceB otaensiemoro poTornoTku Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakokntow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

1735

486/479

A26.19.095

PaspgenbHoe onpepeneHune TokcnHa A n TokcuHa B Clostridium difficile B kane,
aHTureHHbIn TecT (Toxin A and B Clostridium difficile. One step rapid
immunochromotographic assay)

1760

463

A26.19.039

Potasupyc (Rotavirus), avapevHbiin CMHAPOM, aHTUreHHbIn TecT (Rotavirus
Direct Detection by Latex Agglutination)

795

288

A26.06.074.000.01

PIrA ¢ Salmonella gr.A (Salmonella gr.A, IHA)

510

289

A26.06.075.000.01

PINrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

510

292

A26.06.077.000.04

PIrA ¢ Salmonella gr.D (Salmonella gr.D, IHA)

510

290

A26.06.076.000.01

PINrA ¢ Salmonella gr.C (Salmonella gr.C, IHA)

510

287

A26.06.077.000.02

PIrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

650

280

A26.06.098.000.01

PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

510

281

A26.06.098.000.02

PITrA c Shigella flexneri 6 (Shigella flexneri 6, IHA)

520

282

A26.06.097.000.01

PIMIA ¢ Shigella sonnei (Shigella sonnei, IHA)

510

286

A26.06.094.000.01

PITA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA)

560

284

A26.06.086.000.01

PIIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3, IHA)

510

285

A26.06.086.000.02

PITA c Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9, IHA)

515

283

A26.06.118.000.01

PIIA ¢ cbiNHOTM03HBIM AMarHOCTMKYMOM pukkeTcun MNpoeadeka (Rickettsia
prowazekii, IHA)

660

69

A26.06.082.001

Cucunuc RPR — aHTukapavonunuHoBblv TecT (Syphilis RPR (Rapid Plasma
Reagins), Anticardiolipin Test)

290

380(3058

CKPUHUHI MUKPOGNopbl yporeHntanbHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

2100




380

A26.20.032.000.01

CKPUHUHI MUKpOdnopsl yporeHntanbHoro Tpakta. ®emodpnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

2235

3349

A26.19.061.001.01

CKpVHUHIOBOE MCCNefoBaHWe Ha BbisiBNieHne Bo30yanTenemn KMWeYHbIX
napasnTo3oB (nambnunosa, amebunasa, GNacToOUUCTHOW MHBA3UN,
KpunTocnopuanosa, nsocnoposa) metogom MNLP, Tect-cuctema MpoTo-ckpuH
(Screening of intestinal parasitoses. PROTO-screen assay)

2510

3355

A26.19.054.001.01

CkpuHuHrosoe lNMLP-nccnenoBaHne Bo3dyantenen refibMMHTO308
(aHTepobuosa, ackapugosa, ancdnnnoboTprosa, oNMcTopxo3a, TeHNo3a),
TecT-cuctema lenbmo-ckpuH (Screening PCR of pathogens of helminthiasis.
Gelmo-screen assay)

2 405

354MOM

A26.05.041.001.02

CrtpenTtokokk rpynnsl B, onpenenenve OHK (Streptococcus agalactiae DNA) B
moye

790

354KOX

A26.01.027.001.01

CrpenTtokokk rpynnbl B, onpenenenve OHK (Streptococcus agalactiae DNA) B
cockobe anuTenmanbHbIX KIETOK KOXU

790

354POT

A26.01.027.001.02

CrtpenTtokokk rpynnsl B, onpenenenve OHK (Streptococcus agalactiae DNA) B
cockobe anunTenmanbHbIX KIETOK POTOrMOTKN

790

3541MPK

A26.20.049.000.01

CrtpenTtokokk rpynnbl B, onpenenenve OHK (Streptococcus agalactiae DNA) B
cockobe anuTenmanbHbIX KNETOK CIIM3UCTON NPSIMON KMLLIKU

750

354YPO

A26.20.037.001.01

CrpenTtokokk rpynnbl B, onpenenenve OHK (Streptococcus agalactiae DNA) B
cockobe anuTenmanbHbIX KNEeTOK YPoreHUTanbHOro Tpakta

790

348MK

A26.09.074.001.02

CrtpenTtokokk, onpegenenvne OHK B mokpote (Streptococcus spp., DNA,
Sputum)*

935

348111

A26.05.041.001.01

CrtpenTtokokk, onpegenenve OHK B nnasme kposu (Streptococcus spp., DNA,
Plasma)*

695

348CJMH

A26.09.074.001.01

CrtpenTokokk, onpegenenvne JHK B critoHe (Streptococcus spp., DNA, Saliva)*

525

348POT

A26.01.027.001.03

CTtpenTokokk, onpegenenvne OHK B cockobe anutenmarnbHbIX KNeTok
potornotku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*

525

1789

CymmapHble aHTuTena k aHtureHy CagA Helicobacter pylori

900

335BIMT

A26.30.026.000.01

Tokconnasma, onpegenenve HK B Bbinote (Toxoplasma gondii, DNA,
Exudate)*

400

335CMX

A26.23.024.001

Tokconnasma, onpegenenve OHK B cnmHHoMo3roBow xugkocTu (Toxoplasma
gondii, DNA, Cerebrospinal Fluid)*

400

335CB

A26.05.013.001.01

Tokconnasma, onpegenenve HK B cbiBopoTke kposu (Toxoplasma gondii,
DNA, Serum)*

480

307MOM

A26.28.016.001

TpuxomoHaga, onpegenenve OHK B modye (Trichomonas vaginalis, DNA,
Urine)*

290

307Cn

A26.21.040.001.01

TpuxomoHaaa, onpegenenve [JHK B cekpeTte npocTarbl, 3aKynsaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

290

307YPO

A26.20.026.001.01

TpuxomoHagaa, onpegenenve OHK B cockobe snutenmarnbHbIX KNeTok
yporeHutanbHoro TpakTa (Trichomonas vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

350

342MOM

A26.28.019.001.02

Ypeannaama (Ureaplasma parvum), onpegenenne JHK B moye (Ureaplasma
parvum, DNA, Urine)*

330

343MOM

A26.28.021.001.01

Ypeannaama (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexve
[OHK B moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

300

343Cn

A26.21.043.001.02

Ypeannaawma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexue
OHK B cekpeTe npocTarthl, askynsate (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Prostatic Fluid, Semen)*

330

343YPO

A26.20.029.001.01

Ypeannaawma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexue
[OHK B cockobe anntennarnbHbIX KNeTok yporeHutansHoro Tpakta (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial
Cells)*

410

303MOM

A26.28.019.001.01

Ypeannaawma (Ureaplasma urealyticum) (6uosap T-960), onpegenexue JHK B
moye (Ureaplasma urealyticum (T-960), DNA, Urine)*

330

303CnH

A26.21.043.001.03

Ypeannaawma (Ureaplasma urealyticum) (6uosap T-960), onpegenexne JHK B
cekpeTe npocTarthbl, askynaTe (Ureaplasma urealyticum (T-960), DNA, Prostatic
Fluid, Semen)*

330

303YPO

A26.20.029.001.02

Ypeannaawma (Ureaplasma urealyticum) (6uosap T-960), onpegenexue JHK B
cockobe anuTenmanbHbIX KNeTok yporeHutansHoro Tpakta (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

340

342CnH

A26.21.043.001.01

Ypeannaawma (Ureaplasma parvum), onpegenenue IHK B cekpeTe npocrtathl,
askynate (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

330

342YPO

A26.20.029.001.03

Ypeannaawma (Ureaplasma parvum), onpeaenenve OHK B cockobe
anuTenuanbHbIX KNETOoK yporeHntansHoro TpakTta (Ureaplasma parvum, DNA,
Scrape of Urogenital Epithelial Cells)*

330

3029

A26.21.032.001.01

YCnoBHO-NaTOreHHble MUKOMNNa3Mbl, MOHUTOPUHT 3D(EKTUBHOCTU NEeYeHns
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments)

415

3028

A26.20.029.001.05

YCnoBHO-NATOreHHbIe MUKOMNa3Mbl, MOHUTOPUHT 3EKTUBHOCTM NIeHEHNS
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments)

415




3027

A26.20.029.001.04

YCnoBHO-NaTOreHHbIe MUKOMNNAa3Mbl, MOHUTOPUHT 3D EKTUBHOCTU NEYeHNs
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring

of Treatments) 415
3254 driopoLeHo3 - KomnnekcHoe uccnegosaxue (Bkntodaetr NCMT) 5000
3158XEJ1{A26.16.004.001.01 Xennkobaktep nunopw, onpegenerne HK B GuonTtarte cnuancton xenyaka

n/vnn gBeHaguatmunepcTHown knwkn (Helicobacter pylori, DNA, Bioptates of

Gastric Mucosa and/or Duodenum, PCR) 900
349MK [A26.09.047.001 [Xnamuausa (Chlamydia pneumoniae), onpegenenve OHK B mokpoTte

(Chlamydophila pneumoniae, DNA, Sputum)* 935
349MNMN  [A26.05.046.001.04Xnamunamsa (Chlamydia pneumoniae), onpegenexne OHK B nnasme kposu

(Chlamydophila pneumoniae, DNA, Plasma)* 695
349CJ1H [A26.04.009.001.03 Xnamugmsa (Chlamydia pneumoniae), onpegenexne OHK B critoHe

(Chlamydophila pneumoniae, DNA, Saliva)* 510
349POT [A26.08.049.001 [Xnamugums (Chlamydia pneumoniae), onpegenenne OHK B cockobe

anuTenuanbHbIX knetok potornoTkm (Chlamydophila pneumoniae, DNA,

Scrape of Faucial Epithelial Cells)* 510
301BMNT [A26.04.009.001.03Xnamuams (Chlamydia trachomatis), onpegenenne OHK B Beinote (Chlamydia

trachomatis, DNA, Exudate)* 290
301MOM [A26.28.014.001  [Xnamuams (Chlamydia trachomatis), onpegenenne OHK B moye (Chlamydia

trachomatis, DNA, Urine)* 330
301CIN  [A26.21.037.001.01Xnamuams (Chlamydia trachomatis), onpegenenne OHK B cekpeTe npocrtathl,

agkynate (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* 330
301CWH [A26.04.009.001 [Xnamugms (Chlamydia trachomatis), onpegenexune OHK B cMHOBManbHom

»uakoctn (Chlamydia trachomatis, DNA, Synovial Fluid)* 540
301M3 |[A26.26.007.001 [Xnamuamsa (Chlamydia trachomatis), onpegenexne OHK B cockobe

anuTenuanbHbIX KNETOK KOHbIOHKTMBLI (Chlamydia trachomatis, DNA, Scrape

of Conjunctiva Epithelial Cells )* 330
301POT [A26.08.066.001 [Xnamuams (Chlamydia trachomatis), onpegenenne OHK B cockobe

anuTenuanbHbIX knetok potornotkm (Chlamydia trachomatis, DNA, Scrape of

Faucial Epithelial Cells)* 330
301MPK [A26.19.028.001 [Xnamuamsa (Chlamydia trachomatis), onpegenexne OHK B cockobe

anuTenuanbHbIX KNETOK cnnancTon npsimowt kuwku (Chlamydia trachomatis,

DNA, Scrape of Rectal Epithelial Cells)* 330
301YPO [A26.20.020.001.01Xnamuams (Chlamydia trachomatis), onpegenenne OHK B cockobe

anuTenuanbHbIX KNeToK yporeHntansHoro Tpakta (Chlamydia trachomatis,

DNA, Scrape of Urogenital Epithelial Cells)* 345
301CMX|[A26.04.009.001.01fXnamuams (Chlamydia trachomatis), onpenenexne OHK B cnnHHOMO3roBoi

xuakoctn (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)* 290
3156 A26.05.017.001.04inTomeranosupyc, konudecteeHHoe onpeaenenune OHK (Cytomegalovirus,

DNA) B CbIBOPOTKE KPOBU 580
310KP Lintomeranosupyc, onpegenexne HK B BeHo3How kposu (CMV DNA, Blood)* 990
310BINT [A26.30.015.001.04Untomeranosupyc, onpeaenexne OHK B Beinote (CMV DNA, Exudate)* 290
310MOM [A26.28.009.001  [LmTomeranosupyc, onpegenenne OHK B moye (CMV DNA, Urine)* 340
310CIMN  [A26.30.015.001.01LmTomeranosupyc, onpeaenenve OHK B cekpete npoctartsl, asgkynste (CMV

DNA, Prostatic Fluid, Semen)* 330
310CJTH [A26.07.007.001 |UnTomeranoeupyc, onpeaenexnne OHK B cnioHe (CMV DNA, Saliva)* 340
310KOX [A26.08.058.001.03 Liutomeranosupyc, onpegenenne OHK B cockobe anutenmanbHbIX KNeTok

koxu (CMV DNA, Scrape of Skin Epithelial Cells)* 330
310M3 [A26.08.058.001.04Lmtomeranosupyc, onpegenenne OHK B cockobe anutenmanbHbIX KNeTok

koHbloHKTMBBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 330
310POT [A26.08.058.001 [LimTomeranosupyc, onpegenenne OHK B cockobe anutenmanbHbIX KNeTok

porornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* 340
310HOC [A26.08.058.001.01LiuTomeranosupyc, onpegenenne OHK B cockobe anutenmanbHbIX KNeTok

cnmancton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 330
310YPO [A26.21.010.001.01LimTomeranosupyc, onpegenenne OHK B cockobe anutenmanbHbIX KNeTok

yporeHutansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)* 330
310CMXK[A26.23.009.001  [LimTomeranosupyc, onpegenenne OHK B cnnHHOMO3roBow xuakoctn (CMV

DNA, Cerebrospinal Fluid)* 330
310CB |[A26.05.017.001.01LiuTomeranoBupyc,ka4ectBeHHoe onpeaenenve [JHK B cbiBOpOTKE KpOBM

(CMV DNA, Serum)* 455
2646 A26.08.072.000.043kcnpecc-TeCT Ans BbISBNEHUS aHTUreHa Bupyca rpunna tunos A/B n

aHTureHa kopoHasupyca SARS-CoV-2 metogom

MMMYHOXpOMaTorpadhmMyeckoro aHanmnsa B Maske M3 poTo- UM HOCOTMOTKH,

kadecTBeHHbIN (Influenza A/B, SARS-CoV-2 antigen express test,

nasopharyngeal or oropharyngeal smear, qualitative) 1300
33111KAJ|A26.19.072.001 [OHTeposupycel, onpegenenne PHK B kane (Enterovirus, RNA, Fecal) 1030
3380 A26.05.057.001 |Spnuxusa, onpeaenenve OHK B uensHon kpoeu (Ehrlichia chaffeensis, DNA) 590
9002 UMMYHOIEMATOJ10I s
15RH A12.05.007.001.01Rh (C, E, c, e) Kell-cbeHotununposanue (Rh C (E, c, e) Kell-Phenotyping) 850
140 A12.05.008 AnnovMMyHHblEe aHTUTENa, BkNovasa aHTutena k Rh-aHtureny (Anti Rh) 790
93 A12.05.005 I'pynna kpoeu (Blood Group, ABO) 290
1576 B03.002.003.000.qUccneposanne TREC n KREC gnsa auarHOCTMKM MMMyHOLeULUMTOB B NATHAX

KpoBwu 6 350




999 A12.05.009 MpsiMoit aHTUrNOBYNUHOBbLIV TecT, nonucneuunduyHein (MAIT, npsvas npoba

Kymb6ca, Direct Antiglobulin Test, DAT, Direct Coombs Test Polyspecific) 1190
94 A12.05.006.000.01Pe3yc-npuHagnexHocTb (pesyc-caktop) (Rh-factor, Rh) 295
9017 UMMYHOII0M MYECKUE UCCJIEQOBAHUS
4193 CD4+ T-numcpouuTbl, % 1 abcontoTHoe konunyectBo (T-xennepbl, CD4+

T-cells, Percent and Absolute) 2990
1311 AkTBMpOoBaHHble NumdounTsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated

Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 2990
4194 B-numcoumnTsl, % v abcontotTHoe konmvecTo (CD19+ numdounTsl, B-cells,

Percent and Absolute) 2990
4048 A09.05.054.004.01mmyHornobynuHel G (nogknaccel 1IgG1, 1gG2, 1I9G3, 1gG4) 14 440
67 A09.05.054.001.01NMmyHOrnobynuHel knacca E (o6wui IgE, nmmyHorno6ynuH E obwuin)

(Immunoglobulin E Total, IgE Total) 520
47 A09.05.054.004 [MmmyHorno6ynumHel knacca G (Immunoglobulin G, 1gG) 325
45 A09.05.054.002 |MmmyHornobynuHel knacca A (Immunoglobulin A, 1gA) 325
46 A09.05.054.003 [MmmyHOrnobynuHel knacca M (Immunoglobulin M, IgM) 325
836 A09.05.075.000.03NHrmbmutop C1-actepasbl, aktueHocTb (C1-Esterase Inhibitor, C1-INH) 2 390
850 A09.05.075.000.04 NHrmomntop C1-actepasbl, koHueHTpauus (C1-Esterase Inhibitor,

concentration; C1-INH) 3245
1250 WuTtepnewnkun 18 (UJ1-18, Interleukin 18, IL-18) 2950
213 A12.05.109 WHTtepneiikun-10 (UN-10) (Interleukin 10, IL-10) 2235
210 A12.05.108.000.01fNHTepnernkun-1B (UJ1-1B) (Interleukin 1 Beta, IL-1) 2235
211 A12.05.108.000.04NHTepneikuH-6 (UN-6) (Interleukin 6, IL-6) 2235
212 A12.05.108 WuTtepnenkun-8 (UI1-8) (Interleukin 8, I1L-8) 2235
1470 Mcenepgosanne TREC un KREC ans gmarHocTukM ummyHogedmumTos B

uenbHon kposu (TREC and KREC analysis for immunodeficiency diagnostics

in blood) 8 400
1252 VccnepoBaHne KOHUEHTpauun npeansbymuHa (TpaHcTupeTuHa - TTR)

(Prealbumin (Transthyretin - TTR)) 3 800
1253 MccnegoBaHme koHUEHTpauun peTuHon-cesasbiBatowero 6enok (RBP) (Retinol

binding protein (RBP)) 3 800
1427 MccnepoBaHne koHUeHTpauun C5a (aHaunoTokcuHa) KOMMOHEHTa cUcTembl

KOMMnemeHTa 3100
1259 MccnepoBaHue koHUeHTpauum paktopa H cuctembl KomnnemeHTa 5300
1251 KanbnpotektuH (S100A8/A9) B kposu (Calprotectin (S100A8/A9)) 4400
193 KomnoHeHTbl cuctemsl komnnemeHta C3, C4 (Complement components C3,

C4) 845
4189 PerynatopHble T-numdoumntel (Regulatory T-Cell Panel) 4 500
1315C3 |A09.05.075.001 |C3 KomnoHeHT cuctembl komnnemeHTa (Complement Component C3) 450
1316C4 |A09.05.075.002 |C4 KomnoHeHT cuctembl komnnemeHTa (Complement Component C4) 450
1534 A09.05.075.000.01Cuctema koMnneMeHTa: oLeHka hyHKUNOHaNbHoM akTuBHocTn (CHS50)

(Functionality Test of Complement (CH50)) 1615
1310 daroumTapHas akTMBHOCTb nenkounToB (Phagocytic Activity of Leucocytes) 1700
214 A12.06.073 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-a,

Cachectin) 2235
4192 deHoTMNMpOoBaHMEe NMM@OoLUTOB (OCHOBHBIE cybnonynsaunm) — CD3, CD4,

CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,

CD16, CD56) 5900
1235 A09.05.074 Linpkynupytrowime nmmyHHble komnnekcbl (LIWK) obwwme (Circulating Immune

Complexes (CIC) Total) 1255
948 A09.05.234.000.013031HOUNBHBIN KaTMOHHBIN 6enok (Eosinophil Cationic Protein, ECP) 1090
6948 A09.05.234.000.04 3031HODUNBHBIN KaTMOHHBIA 6enok, ImmunoCAP® (Eosinophil Cationic

Protein, ImmunoCAP® ECP) 2720
9018 UHTEP®EPOHOBbIA CTATYC
9011 NCCIIE[JOBAHUS KAJIA
1533A1A1A09.05.073.000.01Anbca-1-anTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) 1885
1790 AHanus kana Ha lmmeHonenuaos (Arua KapnmkoBoro LenHs) n anua

renbM1HTOB 1800
159MNMPO |A26.19.011 AHanu3s kana Ha npoctenwune (PRO Stool) 590
159AI  |A26.19.010 AHanu3s kana Ha anua renbmuHToB (snua rmuctos) (PRO Stool, Helminth

Eggs) 690
842 lemornobuH/rantornobuHoBkIN kKoMmnnekc B kane (Hemoglobin/haptoglobin

complex in feces) 4 500
159r'MM [MmeHonennaos (anua KapnmkoBoro LienHs) 900
1593 A09.05.129.000.01>KenyHble KncnoTel B CTyne 4705
1596 A26.20.016.000.0130Hyn1H chekanbHbIn 8435
262 MmMmyHoxpomaTorpadmyecknii TecT Anst OQHOBPEMEHHOIO Ka4eCTBEHHOTO

onpenenexust remornobunHa n TpaHcdepprHa B o6pasuiax Kana yenoseka 1300
240 A09.19.001 MccnepoBaHme kana Ha CKpbITY KpoBb. KayecTBeHHbIN MeToq 360
16010CT|A26.01.017.000.03MccnegoBaHne Ha aHTepobmos (anua ocTpuy), wnatens (Enterobiasis,

Spatula) 310
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MccnepoBaHusa coctaBa MUKPOBUOTLI kULeYHUKa y aeten metogom MLP,

OHTepodnop Jetn 7 020
1338 A12.19.004 KanbnpotekTuH dekanbHbivi (Fecal Calprotectin) 3290
158 B03.016.010 Konporpamma (Koprogramma, Stool) 620
1999 A26.05.016.000.09 KopoTkoLienoyeyHble XXUpHbIE KUCNOThI B Kane 2990
15920CJA09.19.004.000.01OcTaTo4Has ocMmonapHocTb cTyna (Stool osmotic gap) 1355
360 A26.19.072.001.03OcTpble kuwevHble nHgekuun. Kamnunobaktep(tepmodunbHas rpynna)/

Wwurennebl n AUKT, onpegenenne OHK B kane 590
364 A26.19.072.001.06 OcTpble kuwedHble nHgekumn. Hoposupyc G I/Hoposupyc G Il, onpeaenenune

PHK B kane 600
33128KAJA26.19.072.001.01OcTpble kuwweyHble nHdekumn. OnpeaeneHne 6aktepmarnbHbIX U BUPYCHbBIX

BO30yauTenen kuweyHbix nHdekunin (Kamnunobaktep(tepmodunbHas

rpynna),WWvrennel n UK, CanbmoHennbl, AgeHoBupyc F, Potasupyc A,

AcTtposupyc, Hoposupyc G |, Hoposupyc G Il) B kane 2 260
33127KAJA26.19.072.001.04OcTpble kuwweyHble nHdekumn. OnpegeneHne PHK BupycHbix Bo3byautenen

KuLweyHbIx nHdpekuuii (Potasupyc A, Actposupyc, Hoposupyc G |, Hoposupyc

G Il) B kane 1700
362 A26.19.072.001.09OcTpble kuwwe4vHble Hdekummn. PotaBupyc A/Actposupyc, onpeaenerne PHK

B Kane 1170
361 A26.19.072.001.04OcTpble kuwweyHble nHdekumn. CanbmoHennbl/AgeHosupyc F, onpegenexve

OHK B kane 590
3348 A26.05.016.000.03 OueHka COCTOSAHUSE MUKPOBUOTBLI TONCTOrO KuleyHnka metogom IMLP,

TecT-cuctema KOJIOHO®JIOP-16 (6uoueHo3) 4430
3347 A26.05.016.000.04OueHKka coCTOSAHUSE MUKPODBUOTBLI TONCTOrO KuLeyHnka metogom IMLP,

TecT-cuctema KOJIOHO®JIOP-16 (meTabonunam) 4390
3363 A26.05.016.000.0710ueHKa COCTOSAHUSE MUKPOBUOTBLI TONCTOrO KueyHrka metogom MLP,

TecT-cuctema KOJTOHO®JTOP-16 Mpemnym 5390
3357 A26.05.016.000.01OueHKa COCTOAHUSE MUKPOBUOTLI TONCTOrO KueyHnka metogom IMLP,

TecT-cuctema KOJIOHO®JIOP-8 3290
2401 A09.19.001.000.01CkpbiTas kpoBb B Karne (KonopekTarnbHble KPOBOTEYEHUS), KONMYECTBEHHbIN

nmmyHoxummyeckuin metog FOB Gold (Quantitative Immunochemical Fecal

Occult Blood, Test FOB Gold) 1250
236 A09.19.012 CopepxaHue yrneBooB B kane (pegyumpytowue BellecTtsa B kane) (Stool

Sugars, Reducing Substances, Fecal) 965
1599 A26.05.016.000.04 CteatokpuT cTyna 1780
1597 XVMOTPUNCUH B CTyne, akTUBHOCTb 2410
162 A09.19.010 Onacrtasa 1 (31), naHkpeatuyeckas anactasa 1 (Elastase 1, E1) 2960
1594 A26.19.045.000.013031HOPUNBHBIN HEMPOTOKCUH B CTyne 4900
9010 NCCJIEQOBAHUS MO4YU
9950 B01.045.012.000.( «BpegHble npusbIvkun» (AHAN13 Moyn Ha HUKOTUH, MCUXOTPOMHbIE 1

HapKOTMYeCcKMe BeLLeCcTBa, NCMXOaKTUBHbIE NekapCTBEHHble npenaparhbl

(HUKOTUWH; NCUXOTPONMHbIE N HAPKOTUYECKNE BELLLECTBA, NCUXOAKTUBHbIE

nekapcTBeHHble npenapathbl) (Pernicious Habits: Nicotine, Drugs,

Psychostimulants and Psychotropic Substances, Urine)* 3 840
2036 (Chromolab) N'yaHO31HbI: Mapkepbl OKCUAATUBHOIO NOBPEXAEHUS

HYKINEeMHOBbIX KUCIOT B Moye, BOXKX-MC/MC 5100
7501 (Chromolab) OpraHuyeckue KncnoTbl B MOYE - BbisiBieHWE (DYHKLMOHAmNbHbIX

MeTabonmyecknx uameHeHui (63 nokasarens) gnsa nuy ctaplwe 3-x ner,

'X-MC 19 100
7500 (Chromolab) OpraHuyeckue KMcrnoTbl B MOYE - CKPUHWHIOBOE BbiSIBNIEHWE

nabopaTopHbIX NPU3HAKOB HacNeACTBEHHbIX bonesHern obmeHa y

HOBOPOXAEHHbIX 1 aeTen Ao 3-x net (43 nokasarens), X-MC 9450
95110 [A09.28.006.000.03Anb6ymuH, pa3oBast NopUmMs MO4M (C KpeaTMHUHOM U pacyeToM

anbbymuH/kpeaTuHuH oTHowweHus) (Albumin, random urine, with creatinine and

albumin/creatinine ratio calculation, UACR) 560
95 A09.28.003.001.01Anb6ymuH, cyTouHas moda (Albumin, 24-Hour urine) 380
1476 AnbaocTepoH B cyTodHou moye (Aldosterone, daily urine) 1710
108 A09.28.027.000.01AMumnasa B Mo4e CyTOYHOWN MM NMOPLIMOHHON 33 U3MEPEHHOE BpeMst

(Anbcha-amunasa, guactasa mouun) (Amylase, 24-Hour or Timed Urine) 265
1691 A09.28.002 AMWHOKMCNOTLI B MoYe, 32 nokasatens 5490
116 B03.016.006 AHanma mMoumn obLmin (AHanNn3 Mo4M OBLLMIA C MUKPOCKOMNME ocaaka)

(Complete Urinalysis, Microscopic Examination) 265
1565MOK|A09.28.018.001.04 AHann3 XuMN4YeCKoro coctaBa MOYeBbIX (MOYEYHbIX) KaAMHEN METO40M

nHdpakpacHown cnektpomeTpun (Compositional Analysis of Urine (Kidney)

Stones, infrared spectrometry) 2500
1265 A09.28.018.001.01AHanun3 XxMMmn4ecKoro coctaBa MOYEBbIX (MOYEYHbIX) KAMHEN METOA0M

peHTreHoCTpYyKTYpHOro aHanmaa (Compositional Analysis of Urine (Kidney)

Stones, infrared spectrometry, X-ray diffraction analysis) 4 200
1459 AHNOHHBIV 1 KAaTUOHHbIN COCTaB CYTOMHOW MOYU: Kanui, HaTpum, Kanbunuim,

MarHum, ammoHui, cynbdar, cocdar, xnopua, LWwasenesas KicnoTa,

NMMOHHas KucnoTa, ModeBas kucnota (Anionic and cationic composition of

daily urine) 6 900
898 A09.28.055.001.03bapbutypatsl B Mmode (Barbiturates, Urine)* 1500
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A09.28.006.000.06

Benok, pasoBas nopuunst Mouu (C KpeaTUHUHOM U pacHeToMm
HOPManu30BaHHOIO Mo KpeaTuHUHY nokasatens) (Protein, random urine, with

creatinine and protein/creatinine ratio calculation) 315
225 A09.05.245.000.01Bbeta-2-mukpornobynuH (B-2-mukpornobynuH) B mode (Beta-2-Microglobulin,

Urine) 1020
9953 B01.045.012.000.4 bucceHon A, TpuknosaH, 4-HOHUNGEHON (TOKCUHBI U3 NnacTmace,

rMrMeHNYeCcKMX CpeacTB, MOKLNX CPEACTB), MOYa pasoBa 2 890
109 A09.28.011.000.01|ntoko3a, cyTouHasi moya (Glucose, 24-Hour urine) 200
1694 A09.28.049 [Jenbra-aMMHONEeBYNUMHOBas KUCoTa 1100
272 B03.016.014 Wcecneposanue moum no metogy HeunnopeHnko (Nechiporenko’s Urine Test) 265
114 A09.28.013.000.01Kanui (K), Hatpuin (Na), cytouHas moda (Potasium (K), Sodium (Na), 24-Hour

urine) 240
113 A09.28.012.000.01Kanbuuii (Ca), cytouHasa moya (Calcium (Ca), 24-Hour urine) 250
401 A09.28.012.000.04Kanbuuin Moun, kadecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch Urine

Calcium Test) 200
110113 |A09.28.006.000.03Kanbumii, pazoBas nopums Moun (C KpeaTUHUHOM M pacyeTom

Kanbuun/kpeatnHuH otHoweHmus) (Calcium, random urine, with creatinine and

calcium/creatinine ratio calculation) 245
902 A09.28.055.001.01KaHHabunHomasl (MapuxyaHa) B mode (Cannabinoids (Marijuana), Urine)* 1410
CREA-U [A09.28.006 KoHueHTpauusa B moye (Urine Creatinine) 70
110 A09.28.006.000.01KpeatuHuH, cytodHas moda (Creatinine, 24-Hour urine) 195
1318110 |A09.28.006.000.0§MarHui, pasosasi nopLms Modn (C KpeaTUHUHOM 1 PacHeTOM

MarHui/kpeaTnHuH otHowweHust) (Magnesium, random urine, with creatinine

and magnesium/creatinine ratio calculation) 650
1318 A09.05.127.000.01MarHuir, cyTodHasi Moda (CyTodHast akckpeumst), (Magnesium, 24 h urine

excretion) 370
918 A09.28.034.001.04MeTaHedpviHbI hpakuMOHUPOBaHHbIE CBOOOAHbIE, CYyTOMHAs MoYa 2490
112110 |A09.28.006.000.04MoueBas kucrnota, pasosasi NOpUUsa MOYMU, C KpeaTUHUHOM 1 pacyeToM

HOPMann30BaHHOIO MO KpeaTUHUHY NOK-Ns 350
112 A09.28.010.000.01MoueBas kucnota, cytodHas moda (Uric Acid, 24-Hour urine) 225
111 A09.28.009.000.01MoyeBuHa, cyTodHas moda (Urea, 24-Hour urine) 200
JiIMC B01.045.012.000. HapKOTUKM 1 NCUXOTPOMHbIE BELLECTBA — CKPUHUHI (KOMMNIIEKCHbIA aHanu3

MO4YM Ha onunaTbl, aMdeTaMuH, MeTamdeTamyH, KOKauH, KaHHabuHonabl U nx

meTtabonutsl) (Drugs and Psychotropic Substances Screening: Opiates,

Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid

Metabolites, Urine) 3615
97 A09.28.003.002 |O6wwi 6enok, cytouHas moya (Protein Total, 24-Hour urine) 205
1458110 |A09.28.006.000.09 Okcanathbl, pa3oBasi Nopuus Mo4um (C KpeaTUHMHOM 1 pacyeToM

HOpManu3oBaHHOIo No KpeaTuHWHy nokasatens) (Oxalates, random urine, with

creatinine and oxalate/creatinine ratio calculation) 1640
1458 A09.28.002.000.01Okcanathbl, cytouHass modya (Oxalates, 24-Hour urine) 1475
925 A09.28.055.001.040numatbl (MopdmH/reponH) B moye (Opiates (Morphine/Heroin), Urine)* 1350
OBC111 OueHka pucka kaMHeobpasoBaHUs - MUTOTEHHbIE CyOCTaHLMM MoYK, pa3oBast

nopuus mMoum (Kkanbuui, MarHui, docdop, okcanarbl, MOYeBas KUCNOoTa,

KpeaTVHWH Pa3oBON NOPLMKM MOYU, C PACHETOM HOPMarnmn3oBaHHbLIX MO

KpeaTUHWHY nokasarenen) 4 650
OBC110 OueHka pucka kaMHeobpa3oBaHUs - NIUTOTEHHbIE CyOCTaHL MM MOYK, CyTOYHas

Moya (Kanbuwui, marHuni, docdpop, okcanatbl, MOYeBas KACMOTa, KpeaTUHMH

CYTOYHOW MOYM C pacyeTOM CYTOYHOM IKCKpeLmn) 4100
2103 MopdmpuHbI, CyToYHas MoYa: KONPONopPUPUHLI, YPONopUPUHbI,

kapbokcunnopmpuHbl, nopdodbunnHoreH 2490
96 A12.28.002 Mpoba PebGepra (KnupeHc aHAOreHHOro KpeaTnHUHa, CKOPOCTb KnyBo4KoBOM

dunerpaumu) (Glomerular Filtration Rate, GFR)* 235
nm CkuHbTe Macky 9900
1635 YpaH (Mova pasoBasi) 990
115 A09.28.026.000.01Poccop (P), cytouHast moya (Phosphorus (P), 24-Hour urine) 245
115110 |A09.28.006.000.07/%occop, pazoBas NopLMs MOYU (C KpeaTUHUHOM U pacHeToM

HOPMann30BaHHOIO Mo KpeaTuHWHY nokasartens) (Phosphorus, random urine,

with creatinine and phosphorus/creatinine ratio calculation) 370
982 A09.28.059.001.013TaHon (ankoronb) B Mode (Ethanol (Alcohol) Urine)* 1690
9031 KOMIMJIEKCHbIE NMPOrPAMMbI O6CJIEQOBAHUM (Mpocpunu) (Profiles)
OBC79NH «3p0poB Tbl — 30opoBa cTpaHa» (You are healthy — Your country is healthy) 16 700
6HUMNT HewnHBasnBHbIN NpeHaTanbHbin TecT (HUMT Makcumym) (Non-Invasive

Prenatal Test (Maximum))
4HOT B03.016.007.000.dNASH-FibroTest 24 215
H®T-P  |B03.016.007.000.NASH-FibroTest (pacyeTHbli) 24 215
CIOoPT1 Supersport ba3oBbii 3500
CIloPT2 Supersport OnTuManbHbIN 10 200
ClnoPT3 Supersport [NpoaBuHyTbIN 20 200
OBC160 SuperSport — MuHuManbHbI 3 300
OBbC84 TORCH-nHdekumn (ToRCH-Infections) 3950
OBC95NH VIP-o6cnenoBanue ans xeHwuH (VIP-examination for women) 24 700




OBC95 VIP-o6cnegosanue ans xeHwuH (VIP-Survey for Women) 29 800
OBC96NH VIP-o6cnenoBaHue anst myxunH (VIP-examination for men) 23 400
OBbC96 VIP-o6cnegosanune ans myxuuH (VIP-Survey for Men) 28 100
OBbC98 Anneprusi Ha XMBOTHbIX, NblNb, NneceHb (Allergy to Animals, Dust, Mold) 10 900
OBbC262 Anneprusi Ha MOroKo 13 600
OBC99 Anneprus Ha nuwesble npoaykTel (Food Allergy) 15 200
OBC100 Anneprusi Ha nneceHb (Mold Allergy) 3900
OBC101 Anneprus Ha pacTteHus (Plant Allergy ) 7 500
OBC264 Anneprusi Ha sMUO 12 200
OBC45 (1 AHanusbl gnsa getckoro caga u wkonbl (Testing for Kindergarten and School) 3200
OBC202 AHanusbl 4nsa cnpasku B 6accenH 1100
OBC55 AHTudochonunuaHsii cuHgpom (APC), nabopaTtopHble KpUTepun

(Antiphospholipid Syndrome, APS) 6 700
OBC55NH AHTUdochonNMNnAHLIN cuHapoMm, nabopatopHsle kputepun (Antiphospholipid

syndrome, laboratory criteria) 8 000
APUTMO| ApuTmotecT 6 400
PACYETA APUTMOTECT (ARHYTHMOTEST) 2900
OBbC64 ApTpuTbl Npy peBMaTnyecknx 3abonesarusix (Rheumatic arthritises) 3200
OBbC186 AyToMMMYHHbIN renatut Tuna 1 (AUM-1; ayTOoMMMYHHBIN renaTut B3poChbiX),

CKPUHWHT 5300
OBC114 BenkoBas gueta 6 500
OBC85NH BepemeHHocTb: 1- TpumecTp (1-13 Hegenu) unu 1-n BU3UT 9600
OBC85NH BepemeHHocTb: 1-11 TpumecTp (1-13 Hegenu) unu 1-n Bu3uT (Pregnancy: 1st

trimester (1-13 weeks) or 1st visit) 10 100
OBbC86 BepemeHHoCTb: 2-1 TpuMmecTp (14-27 Hegenb) (Pregnancy: Second Trimester

(14-27 Weeks)) 1300
OBC87NH BepemenHocTb: 3-11 TpumecTp (28-40 Hemenb) (Pregnancy: 3rd trimester

(29-40 weeks)) 3 600
OBbC87 BepemenHocTs: Il TpumecTp (o1 29-40 Hepenb) (Pregnancy: Third Trimester

(29-40 Weeks) ) 6 900
OBC184 BeccoHHuua 6 900
OBC154 Broxumus kposu: 6a308BbI Npoduss 1550
OBC74 Broxumunsa kpoBu: MUHUManbHbIM Npodunb (Serum Biochemistry: Minimum) 3700
OBC74NH Broxnmunsa kpoBu: MUHUManbHLIA Npodusb (obLeTepaneBTUYECKNin)

(Biochemistry Profile: minimum (general therapeutic)) 3900
OBC73N§ Buoxmmusa kposu: paclumpeHHbin npocuns (Biochemistry Profile: extended) 6 600
OBC73 Buoxmmusa kposu: paclumpeHHbin npodunb (Serum Biochemistry: Extended

Profile) 6 000
OBC170 BonesHb BunbcoHa-KoHoBanosa, 6uoxummnyeckue tectsl (Wilson-Konovalov

disease, biochemical tests) 3 500
OBC63NH Bonwu B cycTaBax: pacwmnpeHHoe obcnenoarue (Arthralgia: extended

examination) 14 300
OBC63 Bonu B cyctaBax: pacwmpeHHoe obcnenosarme (Joint Pain: Extended Survey) 12 600
OBC64M Bonu B cyctaBax: ckpuHuHr (Arthralgia: screening test) 7 800
OBbC64M Bonu B cyctaBax: ckpuHuHr (Arthralgia: screening tests) 5700
OBC112 BeretapuaHupl 5200
ObC164 ButamuH D n muHepanbHbIi obmeH (MepekpecTok) 3400
OBbC293 ButamuH D 1 MUHepanbHbIi 0OMEH: KOMMIIEKCHOE uccnegoBaHve onsa aerten

(Vitamin D and mineral metabolism: comprehensive study for children) 3700
OBbC295 ButamuH D, marnui, kanbuuii u xeneso (Vitamin D, Magnesium, Calcium and

Iron) 3700
OBC291 ButamuHbl U MMHepansl, y4acTByoLMe B MOAAEPXKAHUN UMMYHHOW 3aLLnThl

(Vitamins and minerals involved in maintaining immune defense) 11 400
OBC218 ButamuHbl u MrHepansl: 6a3oBbin komnnekc (Vitamins and minerals: basic

profile) 6 300
OBC90 BWY, cudwmnuc, renatntel B u C (HIV, Syphilis, Hepatitis B, C) 1710
3058 BbisiBneHne naTtoreHHbIX, yCrOBHO-NATOreHHbIX MMKpoopraHmamos, AHK BIMY

6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82

TUNa n LUMTONOrM4yeckoe uccriegoBaHme 5500
FTACTP97 [acTponaHene + MacTpuH-17 CTUMYNMPOBaHHBIN. 6 390
OBbC258 mHekomacTtus (Gynecomastia) 7 100
OBC171 [unoroHagnam y My>xumH 5500
OBC270 l'oHka repoes (Race of Heroes) 3 600
OBC175 opmoHanbHoe obcnegoBaHne Ans XeHWWH B nepnog MeHonay3sanbHoro

nepexoga 2 800
OBC175N lopmoHanbHoe obcnenoBaHmne Ans XeHWWH B Nepnog MeHonay3sarnbHoro

nepexoga, MMHumaneHoe (Hormonal screening for women during menopausal

transition, minimal) 3 000
OBC310 [opmoHanbHoe obcnenoBaHne Ans XeHWWH B Nepro MeHonay3anbHoro

nepexoga, pacwmpeHHoe (Hormonal screening for women during menopausal

transition, extended) 6 300




OBC198 [ocnuTtanuaaumsa B otaeneHne rmHeKonornm 11 400
OBC77NH locnutannsaums B TepanesTnyeckuii ctaumorap (Hospitalization in

therapeutic hospital) 6 000
OBC77 locnutanusaums B TepanesTnyeckuii ctaumorap (Hospitalization in

Therapeutic Hospital) 6 800
OBC78 locnutanusaums B xupyprnveckuii ctaumorHap (Hospitalization in Surgical

Hospital) 9 300
OBC78NH locnutanusaums B xvpyprdeckuii ctaumoxap (Hospitalization in surgical

hospital) 6 600
OBC106 locnutanusaums B XMpypruyeckuii ctaumoHap: paclumpeHHoe obcnegosaHue

(Hospitalization in Surgical Hospital: Extended Survey) 12 900
OBbC286 locnutaneHbi npodune: BUY, renatutel B, C, cudmnuc (TpenoHeMHbIN TeCT)

Hospital profile: HIV, hepatitis B, C, syphilis (treponemal test)) 2200
OBbC272 locnutaneHbI npodune: MruHUManbHbIM (BUY, cudunue, renatutel B, C)

(Hospital profile: minimal (HIV, syphilis, hepatitis B, C)) 1900
OBC273 locnutaneHbI npodune: ctaHgapTHein (BUY, cudwunuc, renatutel B, C)

(Hospital profile: standard (HIV, syphilis, hepatitis B, C)) 2700
OBC67 Onabet: aytonmmyHHble Mapkepbl (Diabetes: Autoimmune Markers) 6 100
OBC192 InabeTtnyeckan HeponaTus: exxerogHoe MMHUManbHoe obcnenoBaHne 2 000
OBC195 [nabetnyeckas HecbponaTus: paclLUMpPEHHbIN 8 400
OBbC68 OunarHoctuka aHemui (Diagnosis of Anemia) 5900
OBC301 [wnarHocTuka BbICTPONpPOrpeccMpyoLLero rmomepynoHedpuTa, paclUMpeHHbIn

npodunb (Tests for rapidly progressive glomerulonephritis) 12 500
OBbC298 OwnarHocTuka ButamuH B12- n bonnesogedmumtHon aHemun (Diagnosis of

vitamin B12 and folate deficiency anemia) 3400
OBCT71 OwnarHoctuka octeonoposa (Diagnosis of Osteoporosis) 5200
OBC172 [uarHocTuka noctkoBmaHoro cuHgpoma (Diagnosis of Post-COVID-19

syndrome) 7 400
OBbC259 [narHocTunka TpoMBoUNnmM: reHeTM4eckmne NccrneaoBaHns n hakTopbl pucka

(Diagnosis of thrombophilia: genetic studies and risk factors) 10 400
OBbC62 |[B03.004.001.000.ddnarHocTrKa Lenmakum: HenepeHocuMocTb benka 3nakos (rnmoteHa) (Coeliac

Disease: Gluten Intolerance ) 10 000
OBC199 OnddepeHumanbHas guarHocTuka genpeccum 8100
ObC287 OnddepeHumanbHas guarHoCTUKa OCTpbIX BUPYCHbIX renatutoB A, B, C:

MUHUManbHbIn Nnpodunb (Differential diagnosis of viral hepatitis A, B, C:

Minimal Profile) 2600
ObC283 OnddepeHumnansHas guarHocTka OCTpbIX BUPYCHBIX renatutos A, B, C:

pacwmpeHHbI npodune (Differential diagnosis of viral hepatitis A, B, C:

Extended Profile) 4 500
OBbC214 OnddepeHumnaumsa Tunos caxapHoro avabeta (Differentiation of types of

diabetes) 9 300
OBC181 Ons nepeboneswux COVID-19. ButamuHbl n muHepans! (For recovered from

COVID-19. Vitamins and minerals) 8 000
OBC179 [ns nepeboneswux COVID-19. O6cnegosaHue dyHKUuM neveHn (For

recovered from COVID-19. Liver function tests) 2400
OBC180 [ns nepeboneswunx COVID-19. O6cnepoaHne dyHKumM novek (For

recovered from COVID-19. Kidney function tests) 2600
OBC178 [ns nepeboneswunx COVID-19. OueHka kapanopucka (For recovered from

COVID-19. Heart risk assessment) 3700
OBC206 Ona Tex, kTo MHoro pabotaet (For those who work hard) 8 500
OBC155 ExxerogHas npodunakTuka: MUHUMarnbHbIN CKPUHUHE 1200
OBbC228 ExxerogHas npodmnakTuka: ontumaneHeii (Annual prevention: optimal) 4 200
OBC46NH ExerogHas npodmnakTuka: pacwmpeHHbin (Annual prevention: extended) 8 800
OBC46 ExerogHoe npodunaktuyeckoe obcnenosaHue (nocne 40 net) (Annual

Check-Up after 40 Years of Age) 8 600
OBbC242 YKenesogeduumnTtHas aHemus 3500
OBbC185 YKenesogedmumnTtHaa aHemus: gmarHOCTMKa U KOHTPOrb 3PEKTUBHOCTU

nevyeHus 2700
ObC297 YKenesogedmumnTHas aHemMus: guarHoCTMKa U KOHTPOmb 3pEKTUBHOCTH

nevyeHuns, pacwmpeHHoe obcnegosaHue (Iron deficiency anemia: diagnosis and

monitoring of treatment effectiveness, extended examination) 3 600
OBbC226 YKenyHokameHHasi 60Me3Hb: Npu NOAO3PEHMN HA Pa3BUTNE OCITOXHEHWIA

(Gallstone disease: suspected complications) 5400
OBC80NH XKeHcknit ropMoHanbHbIN NPodnnb: ANCHYHKLUUS SUYHUKOB, HapyLLEHNs

MEHCTpyanbHOro uukna 9 300
OBC80 YKeHckuin ropMoHanbHbIv Npoduib: ANCHYHKUNSA AUYHUKOB, HapyLLEHWS

MeHcTpyanbHoro uukna (Female Hormonal Profile: Ovarian Dysfunction,

Menstrual Irregularities) 4210
OBbC187 YKeHcKMIn ropMoHanbHbIN NPodub: HapyLUEHUS MEHCTPYarbHOro LMKNa,

CKPUHUHT 3100
OBC279 XKeHckoe 3gopoBbe 18+: VIP ob6enenosaHune (Women's Health 18+: VIP

Examination) 48 600




OBC266 XKeHckoe 3q0poBbe 18+: 6azoBoe obcnenosaHve (Women's Health 18+: Basic

Examination) 4 800
OBC267 XeHckoe 3q0poBbe 18+: onTumarnbHoe obcnegosaHne (Women's Health 18+:

Optimal Examination) 10 400
OBbC278 XKeHckoe 3g0poBbe 18+: paclwmpeHHoe obenegosanme (Women's Health 18+

Extended Examination) 21 300
OBC307 XeHckoe 3n0poBbe 45-65 net: VIP obcnegosaHve (Women's Health 45-65

Years: VIP Examination) 86 200
OBC305 XKeHckoe 3gopoBbe: 45-65 net (Women's health: 45-65 years) 32 800
OBC79 300poB Thbl — 300pOBa CTpaHa: exerogHoe npodunakTmyeckoe obernenosaHne

(8o 40 net) (Healthy You — Healthy Country: Annual Check-Up up to 40 Years

of Age) 6 900
OBC89 3poposhbii pebeHok: anst aeten ot 0 go 14 net (Healthy Child: for Children

from 0 to 14 Years) 1300
OBbC294 MHdekumoHHbIN MOHOHYKeo3 (Infectious mononucleosis) 4 300
OBC105 MccnepoBaHne komnnekcHoe «Cekc B 6onbLuom ropoae: 12 uHgekumii + KBM

(yporeHutanbHbI cockob)» (Comprehensive Study «Sex in City: 12 Infections

(Urogenital Scraping)») 1200
OBC92 MccnenoBaHue komnnekcHoe «Cekc B 6onbLiom ropoge: 14 nHdekunn +

Masok Ha mukpodropy» (Comprehensive Study «Sex in City: 14 Infections +

Smear on Floray) 10 200
OBC9I1 MccnepoBaHne komnnekcHoe «Cekc B 6onbLiomM ropoge: 6 nHpekuuii (aHanms

kposu)» (Comprehensive Study «Sex in City: 6 Infections (Blood Test)») 6 300
OBC93 [A26.21.036.001.01 ccnenosanmne komnnekcHoe «Cekc B 6onbLioM ropoge: 8 MHdeKUnii + Ma3ok

Ha mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on

Flora») 4700
OBC173 Kapamopuck, CKpUHUHM-NEW - C BKIKOYEHNEM BbICOKOYYBCTBUTENBLHOIO

TponoHunHa n HatpuypeTtuyeckoro ropmoHa (B-tuna) N-koHueBoro nponentuaa

(Cardiovascular risk screening panel including hs-Troponin and NT-proBNP) 5305
OBbC246 Kapaunopuck: npodpunb ans SCORE2, ¢ BkNtoYeHNEM BbICOKOHYBCTBUTENBHOIO

TponoHuHa-l (B4-Tnl) n C-peakTtuBHoro 6enka (CPB) (Cardiovascular mini

panel for SCORE2, with hs-Tnl and CRP) 2600
OBbC292 Ketogueta (Keto diet) 8 600
MC Komnnekc nccnegosanuii "Mpobnemsbl Beca: MeTabonuyeckuii CUHAPOM

(CKPMHWHIOBOE NEPBUYHOE BbisiBMEHWE)"BkntovaeT nabopaTopHble

nccneqoBaHUs: TPUMMMLEPUAbI, XONeCcTePUH o6LLmMIA, xonecTepuH JMNBIM,

xonectepuH JIMNHI, rnioko3a; ycnyrm no yHKUMOHaNbHON ANarHoCTUKe

aHTPOMOMETPUU: U3MEPEHNE apTepuarnbHOro AaBMNEHNs, N3MepeHne

okpyxHocTu Tanun (Weight Problems: Metabolic Syndrome (Primary

Identification, creening) 1600
OBC183 KomnnekcHoe ropmoHansHoe obcnegoBaHne Ans Myx4umH 4 300
OBC194 KomnnekcHoe nccnegoBaHne abopTMBHOMO Matepuana, pacLumMpeHHoe

(Comprehensive study of miscarriage tissues) 31 800
OBC193 KomnnekcHoe nccnegosaHue abopTUBHOrO matepuana, ckpuHuHr (Study of

miscarriage tissues, screening) 17 500
OBC177 KomnnekcHoe nabopatopHoe obcnenoBaHmne nocne nepeHeceHHoro

COVID-19. marHocTurka noctkoBmuaHoro cuHapoma (6e3 onpegenexus 1IgG

aHTuTen k Bupycy SARS-CoV-2) (Diagnostics of post-COVID-19 syndrome

(without 1gG antibodies to SARS-CoV-2) 5600
OBC65NH KoHTponb anabeTta: paclumpeHHbIn 6 600
OBbC65 KoHTponb anabeta: pacwupeHHbin (Diabetes Control: Extended) 6 100
OBbC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1000
OBC191 KoHTponb adhheKkTMBHOCTM NneyeHmns xenesoneduumMTHON aHeMUm

npenaparamu xernesa, MUHAMarbHbIN 1600
OBbC158 KoHTponbHOe nccnegosaHme nocne nepeHeceHHon OCTPON pecnupaTopHon

BUPYCHOW MHEKLNN 3 300
ObC243 KoadhdunumneHT HackiweHnst TpaHcdeppuHa 1100
OBC118 Kpacota 3gopoBowu koxu (Healthy skin beauty) 3 800
OBC250 JlabopatopHas guarHoctuka remoxpomarosa (Laboratory diagnostics in

hemochromatosis) 3400
CrKA1 JlabopatopHasi guarHocTuka runepaHgporeHeMmm 4800
OBC209 JlabopatopHasi AuarHoctuka 3aboneBaHuin, CONPOBOXAAOLLMXCS CUMNTOMaMM

nenpeccun (Laboratory diagnostics of diseases manifested by symptoms of

depression) 8700
OBC71NH JlabopatopHas guarHoctuka octeonoposa (Osteoporosis Lab Test Panel) 4700
OBbC233 JlabopaTtopHoe o6cnegoBaHune nNpu aptTepuanbHow rmnepteHsuu (Laboratory

diagnostics in arterial hypertension) 3400
OBbC248 JlabopatopHoe o6cnenoBaHue npu otekax (Lab tests for edema) 5800
OBC311 JTabopaTopHbIi KOHTPOSb MeHoNay3anbHOW ropmoHarbHon Tepanun (Lab tests

for menopausal hormone therapy control) 5500
OBC200 JIunuagHeIn npocmnb: 3gopoBoe cepaue 1 000
OBC53 JInnuagHein npocpune: pacwupexHsiv (Lipid Profile: Extended ) 4900
ObC127 JIunnaHeIn npodunb: paclumpeHHbIi He HaTowak (Lipid Profile: Extended ) 4 300




OBbC54 JIunnaHein npodune: ckpuHuHr (Lipid Profile: Screening) 865
OBbC128 JIunugHein npodune: ckpuHuHr He HaTtowak (Lipid Profile: Screening) 1250
OBbC217 JInunbin Bogutens (Personal driver) 9700
OBC296 Maruun n Butammi B6 (Magnesium and vitamin B6) 3900
OBC211 Mwuikpo n makpoanemeHTbl (Micro-elements and macro-elements) 2 300
OBC304 MuKpoaneMeHTbl U BUTaMUHbI, BaXHble ANS nogaepXaHus yHKUMKn

wmToBmaHom xenessbl (Fe, Se, |, Zn, 25-OH ButamuH D, ButamuH A)

(Microelements and vitamins for optimal thyroid gland function (Fe, Se, I,

25-OH vitamin D, vitamin A)) 8700
OBbC276 My>xckoe 3gopoBbe 18+: 6a3oBoe ob6cnegosaHune (Men's Health 18+: basic

examination) 4400
OBC280 My>ckoe 3gopoBbe 18+: onTumansHoe obcnenosarne (Men's Health 18+:

optimal examination) 9 000
OBC281 My>ckoe 3gopoBbe 18+: pacumpeHHoe obcnegosaHne (Men's Health 18+:

extended examination) 21 300
OBC308 My>xckoe 3popoBbe 45-65 net: VIP ob6cnegosaHune (Men's Health 45-65 Years:

VIP Examination) 89 200
OBC306 Myxxckoe 3gopoBbe: 45-65 net (Men's Health: 45-65 years) 36 100
OBC277 Myxckoe 3gopoBbe: VIP obcnegoBaHune 18+ (C OLEHKOWM reHETUYECKUX PUCKOB)

(Men's Health 18+: VIP profile (with genetic risk assessment)) 49 400
OBC255 HewnHBasvBHas guarHocTuka 3aboneBaHuii CrM3ncTon 060onoYKkm xenyaka

(Non-invasive diagnostics of gastric mucosal diseases) 9 000
OBbC284 HewnHBa3vBHas guarHocTnka XpOHMYECKOro racTpuTa: MMHUMarbHbIN

(Non-invasive diagnostics of chronic gastritis: minimal) 10 600
OBbC285 HewnHBa3vBHas gnarHocTrka XpOHMYECKOro racTputa: paclUMpeHHbIN

(Non-invasive diagnostics of chronic gastritis extended) 14 100
OBbC222 O6cnenoBaHue JOMaLLHEro nepcoHana: pacwmpenHbii (Domestic Staff

Survey: Expanded) 9 050
OBbC221 O6cnenoBaHne JOMaLLHEro nepcoHana: ctaHaapTHeli (Domestic staff survey:

standard) 5900
OBC163 O6cnepoBaHve neped BakuuHaumen npotus COVID-19 3800
0OBC238( ObcnepoBaHve nepea AMETON AN CHUKEHUA Macchl Tena: 6azoBoe

(Examination before weight loss diet: basic) 5400
OBbC238 O6cnepoBaHve nepea AMETON NS CHUKEHUA Macchl Tena: 6azoBoe

(Examination before weight loss diet: basic) 5400
OBbC237 O6cnepoBaHve nepea AMETON ANsi CHUXKEHMS MacChl Tena: MUHUMarbHoe

(Examination before weight loss diet: minimal) 2 300
OBbC234 O6cnepoBaHve nepea AMETON AN CHUKEHUS MacChl Tena: pacluMpeHHoe

(Examination before weight loss diet: extended) 11 700
0BbC234( ObcnepoBaHve nepea AMETON AN CHUKEHUS MacChl Tena: pacluMpeHHoe

(Examination before weight loss diet: extended) 11 700
OBC56 O6cnenoBaHue neveHun: paclumperHoe (Survey of Liver: Extended ) 4 950
OBC57 O6cnegoBaHue neveHun: cKpuHUHT (Survey of Liver: Screening) 1650
OBC249 O6cneposaHue nocne 6epemeHHocTU 1 pogos (Examination after pregnancy

and postpartum) 8 000
OBC60 O6cnenoBaHue novek: paclumpenHoe (Survey of Kidneys: Extended ) 4 000
OBC60NH O6cneposaHue novek: pacwmpeHHoe (Tests for kidney disease: extended) 6 600
OBC61NH O6cnenoBaHue novek: ckpuHUHE (Screening kidney function tests) 3 500
OBC61 O6cnegosaHue noyvek: ckpuHuHr (Survey of Kidneys: Screening) 1700
ObC244 O6LLas xene3ocBsA3bliBaroLLasi CIOCOOHOCTL CbIBOPOTKM 430
OBbC256 OBapuanbHbIi peseps: MuHU-Npodunb (Ovarian reserve testing mini panel) 4140
OBC70 OHkopuck xeHckui: werika matkn (Women's Oncorisk: Cervix ) 3 300
OBbC97 OP3, OPBW (Hacmopk, Kawwenb, 6onb B roprne) (Acute Respiratory Infections,

ARI: Runny Nose, Cough, Sore Throat) 12 600
OBbC82 OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status) 2900
OBbC212 OueHka BuTamuHHoro cratyca (Assessment of vitamin status) 15100
CIrKA2 OueHKa ropmMoHanbHOro ctatyca npy HapyLIeHUN MEHCTPYarbHOro LMKna 3100
NUTRI1 OueHka gecpmumToB 30 300
OBCA47NK OueHka UMMYHHOTO oTBeTa K AeTckumM nHdekumsam (Evaluation of the immune

response to childhood infections) 5400
OBbC47 OueHka UMMYHHOTO OTBeTa K AeTCkuM nHdekumam (Pediatric Infections:

Immune Response) 9 500
OBC124N OueHka MeTabonmama KOCTHOWM TKaHW 1 pucka OCTeonopo3a: paclumpeHHoe

obcnegosaHue (Bone metabolism and osteoporosis risk assessment: extended

panel) 12 600
OBC124 OueHka MeTabonunama KOCTHOM TKaHW U pucka OcTeonoposa: paclumpeHHoe

obcnenoaHnne (Metabolic bone and osteoporosis risk evaluation:

comprehensive examination). 8 500
OBbC213 OueHKa Hannums UMMyHUTETa K BO30yAUTENSIM BaKLMHOYNpaBnsieMbiX

nHdpekumn (Vaccine-preventable Infections: Immune Response) 7 900




OBC126N

OLeHKa pUCKOB pa3BUTUS OCIIOXKHEHUI NMPU XPOHUYECKOW 0OCTPYKTMBHON
6onesHn nerkux (XOBJT) (Chronic obstructive pulmonary disease (COPD)

complications assessment) 4 200
OBC260 OueHka hyHKLMOHAMNbHOIO COCTOSHUSI MEYEHN 1 NOOXKeNyAOYHON Xenesbl

(Liver and pancreas tests) 8 500
OBC189 MapTHepckue pogpl 3700
OBC239A Meguarpuueckas naHenb Ankop Buo (20 anneprexos: 10 nuwesbix 1 10

pecnupatopHbix) (Pediatric Panel), IgE 16 100
OBC159 MepBuyHoe nabopaTtopHoe obcnenoBaHne AeTel Npu NOAO3PEHUN Ha

pa3BuUTME OCNOXHEeHu nocne nHepekunm COVID-19 4900
OBbC215 MepBuYHOE 06CnenoBaHne Npu NOLO3PEHUN HA OCTPbLIA BUPYCHbLIV renatut

(Acute viral hepatitis: initial examination) 7100
OBC108 Mepen avetoli: gononHuTensHoe obenenoaHune (Survey Before Diet:

Additional ) 9 000
OBC107 Mepen aveton: mmHumansHoe obcnenosaHue (Survey Before Diet: Minimum ) 3000
OBC174 [MNepen HazHaYyeHMeM aHTMKOarynsHToB 2700
OBC113 MuTaHne, ncknovatoLLee kpacHoe MACo 1 600
OBC241A Muwesas navens Ankop Bro (20 nuwesbix annepreHoB) (Food Panel), IgE 15400
OBbC88 MnaHmpoBaHne 6epeMeHHOCTU: AMarHOCTMKa YporeHUTanbHbIX MHpeKUnii

(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI)) 4 000
OBC197 MnaHoBas rocnMTanMsauns B akyLLepckoe oTAerneHne 9 500
OBC290 MoBbiweHHas yTomnsaemocTb (Fatigue Panel) 6 500
OBC120 Moparpa 1 500
OBbC247 Mogarpa: BbIsiBNEHNE hakTOPOB pyCKa pa3BUTUS 3aboneBaHusl, pacluMpeHHoe

obcnepoBaHue (Gout: identification of risk factors for disease, extended

examination) 4700
OBC121 MogrotoBka k 6epemeHHOCTU: 6a30BbIN 20 600
OBbC122 MoaroToBka k 6GEPEMEHHOCTY: OLIEHKa BUTaMUHHOIO cTaTyca 6 600
OBC123 MogrotoBka kK 6epeMeHHOCTU: CKpbITLIN AednUnT xenesa 2 600
OBC208 MoaroToBka K NporpamMmam BCrnoMoratesibHbIX PenpoayKTUBHbBIX TEXHOMOMMI

(BPT), Bkntovas AKO: komnnekc Ne 1 (Preparation for IVF programs) 11 700
OBC231 MocneonepauunoHHbIv nabopaTopHbIA MOHUTOPWHT NpU

anddepeHLMpoBaHHOM pake LUTOBMOHON xenesbl: 6a3oBblin (Postoperative

laboratory monitoring for differentiated thyroid cancer: basic) 3100
OBbC232 MocneonepauunoHHbI nabopaTopHbIi MOHUTOPWHT NpU

anddepeHUpoBaHHOM pake LMTOBMAHOM Xenesbl: paclUMpPEeHHbIN

(Postoperative laboratory monitoring for differentiated thyroid cancer:

extended) 5100
OBbC229 MocneonepauunoHHbI nabopaTopHbI MOHUTOPWHT NPY MEAYNNSpHOM pake

LmTOBMAHON Xenesbl: 6a3oBbivi (Postoperative laboratory monitoring for

medullary thyroid cancer: basic) 3100
OBC230 MocneonepaunoHHbIV TabopaTopHbIi MOHUTOPWHT NPY MEAYIISPHOM pake

LUMTOBMAHOW Xenes3bl: pacwmpeHHbli (Postoperative laboratory monitoring for

medullary thyroid cancer: extended) 5100
OBbC165 MpaBunbHoe nutaHue (MepekpecTok) 5700
OBC253 MpobnemHas koxa, komnnekcHoe uccnegosaHue (Blood tests for diagnosing

skin problems) 24 800
OBbC9Y% Mpobnemsl Beca (nepBr4HOe obcrneaoBaHMe 300pOBbs NALMEHTOB C

HapyweHusmu Beca) (Weight Problems: Primary Survey) 5700
OBC94NH Mpobnembl Beca (neperyHoe obcrnefoBaHve NaUMEHTOB C HapyLLEHWEM Beca) 6 100
OBbC282 Mpobnembl Beca y aeten n nogpocTkoB (Weight problems in children and

adolescents) 2700
OBC257 Mpobnemsbl Beca y My>4nH (nepsu4Hoe obcrneaoBaHme naumMeHToB C

HapyweHunem Beca) Weight problems in men (primary examination of patients

with weight disorder) 9400
OBC81 Mpobnembl HEBbIHALLMBAHNS: ayTOMMMYHHbIA Npodunb (Miscarriage:

Autoimmune Profile) 7 100
OBC81NH Mpobnembl HeBbIHALIMBAHNS: @yTOMMMYHHbIA Npodunb (Problems of

miscarriage: autoimmune profile) 8 600
OBC263 MporHo3 adpchekTnBHocTM ACUT (AnnepreH cneunduyeckas

nMmmyHotepanus): bykouBeTHble AepeBbs 5900
OBbC261 MporHo3 adpcbekTnBHocTM ACUT (AnnepreH cneunduyeckas

UMMYyHOTepanus): 3nakosble Tpasbl 5100
OBC265 MporHo3 adpcbekTnBHocTr ACUT (AnnepreH cneumduyeckas

nmmyHotepanus): CopHble TpaBbl 11 900
2019 [MporpaMmma ckpyHUHra paka wewkn matkn — onpegenenve OHK BMNY n

LMTONorMyeckoe nccneaoBaHne cockoba LUErNKN MaTkv U LiepBUKarIbHOrO

KaHana MeToAoM XUOKOCTHOW LuTonornm® 2 600
OBbC245 MpoTenHorpamma 850
OBC51 MpodmnakTuka 3abonesaHun cepaua 1 COCyaoB N UX OCIIOKHEHMWI

(Preventing Heart and Blood Vessel Diseases ) 4900
OBC130 Mpodumnb BeraHbl «ba3oBbI» 11 700
OBbC129 Mpodunb BeraHbl « MUHUMANbHbBINY 9900




OBC131 Mpodmnb BeraHbl «PaclumpeHHbIny 21800
OBbC289 Mcopwnas. ObcnegoBaHue nepen Ha3HadYeHNeM cucTeMHon Tepanum (Psoriasis.

Examination before prescribing systemic therapy) 6 100
3059 PaclumpeHHbIN CKPUHUHE paka LUEeNKU MaTKu— KONMYeCcTBEHHOe onpeaeneHune

[OHK BINY Human papilloma virus HPV BbICOKOIro 1 HU3KOro oHkopwucka, 21

Tunos (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68,

73, 82), TunupoBanue OHK+KBM u uutonornyeckoe uccnegosaHne cockoba

LIENKM MaTKN U LepBUKanbHOro KaHana MeTo4oM XUOKOCTHOW LMTonorum 5535
OBbC125 PesmatongHbin aptput (Rheumatoid arthritis). 4 800
1675 PeMHaHTHbIM XonecTepyH HaToLak 1200
1685 PeMHaHTHbI XONecTepyH He HaToLLak 1200
OBC240A PecnupatopHas naHenb Ankop buo (20 pecnmpaTtopHbIX anmepreHoB)

(Respiratory Panel), IgE 16 500
OBC201 CekcyanbHas gucyHKUMA y Myx4dunH. MNepBrnyHoe nabopaTtopHoe

obcnenoBaHue 2100
OBbC274 Ceponoruyeckasn gnarHocTvka napasmTo3oB, 6azoBoe obcrnegoBaHve

(Serologic diagnostics of parasitoses, basic profile) 6 400
OBC275 Ceponornyeckasn gnarHocTvka napasmMTo3oB, pacluMpeHHoe obcreaoBaHue

(Serologic diagnostics of parasitoses, extended profile) 13100
OBC119 CunbHble BOMocCkI, Kpenkue Hortu, 6apxatHas koxa (Strong hair and nails,

velvet skin) 5300
OBC271 CwuHapom pasgpaxeHHoro kuwedHuka (CPK) (Irritable bowel syndrome (IBS)) 15 300
OBbC4069 CuctemHas kpacHas BondaHka (CKB), MOHUTOPUHI akTMBHOCTM npouecca

(Systemic lupus erythematosus (SLE), monitoring of activity) 3 600
OBC312 CucTeMHble peTMHOMAbI: NabopaTopHbIA KOHTPOrb Tepanuu akHe (Systemic

retinoids: laboratory control for acne managemen) 5400
OBC59NH CKPVHUHI @yTOMMMYHHOTO MOPaXKEHWNsi NeYeHN 10 100
OBC176 CKPUHMHI @yTOUMMYHHOIO MOPaXXeHWsI NeYEHN — paCLLUMPEHHbIN 18 600
OBC59 CKPUHWHI ayTOMMMYHHOIO nopaxeHusi nedeHn (Autoimmune Liver Disease:

Screening) 11 650
OBC309 CkpbIThI gecpuumt xenesa (Latent iron deficiency) 2000
1CTC B03.016.007.000.q CteatoCkpuH (SteatoScreen) 6 580
OBbC196 CTtpecc 10 400
OBbC254 YcuneHHoe BbinageHue Boroc (Increased hair loss) 17 900
oT-P B03.016.007.000.q®u6poTect (FibroTest) 12 320
30T B03.016.007.000.q®ubpoTecT (FibroTest) 12410
1680 XonectepuH He-JIMBIM HaTowak 475
1682 XonectepuH He-JIMBI He HaToLak 650
OBbC83 Xouy cTaTb MamoWw: KoMnnekcHoe obcnegoBaHne npy niaHMpoBaHUn

6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,

Comprehensive Survey) 14 000
OBbC225 Xouy cTaTb nanou: obcnenoBaHne Ha MHAEKUUN, NepegaBaemMble NOOBbIM

nytem (Become a father: screening for sexually transmitted infections) 3900
OBbC224 Xouy cTaTb nanow: obLEeKNMHNYECKNe N ropMOHarnbHbIE NCCNELOBaHNUS

(Become a father: Clinical and hormonal blood tests) 4 000
OBC300 XpOoHnYeckn unMcTuT y xeHwmH (Chronic cystitis in women) 6 400
OBbC207 LLinToBnaHas xenesa: muHumansHbivi (Thyroid Gland: Minimal Profile) 1200
OBC75 LLinToBnagHas xenesa: pacwmpeHHoe obcnegosanue (Thyroid Gland: Extended

Survey) 3400
OBC76 LLinToBnaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 1900
9009 JIEKAPCTBEHHbIA MOHUTOPUHI
1415 A09.05.035.000.11|AnnkcabaH, KoHueHTpaums (Apixaban Level) 1499
1754 A09.05.035.000.19BpmBapaueTtam 2790
90 A09.05.035.000.08Banbnpoesas kucnota (QenakuH, KoHsynekc) (Acidum Valproicum, Depakin,

Convulexs) 2000
1399 A09.05.035.000.1§BaHkomuLH (Vancomycin) 3 300
1759 A09.05.035.000.24BurabatpuH 2790
1763 A09.05.035.000.28MabaneHTuH 2990
1766 A09.05.035.000.3(Manonepugon 2990
1768 A09.05.035.000.31OurokcuH (Digoxin) 3100
1758 A09.05.035.000.23 3oH1camug 2790
91 A09.05.035.000.09KapbamasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 3110
1767 Kap6amaszenuH n metabonutbl (10-OH-kapbamasenuvH, kapbamasenuH-guon,

kapbamasenuH-anokema) (Carbamazepine and metabolites

(10-OH-carbamazepine, carbamazepine diol, carbamazepine epoxide)) 3350
1760 A09.05.035.000.29Kno6a3am + Hopkrnobaszam 4490
1757 A09.05.035.000.24KnoHasenam 2990
1750 A09.05.035.000.17JTakocamng (Lacosamide) 2790
917 A09.05.035.000.09JTamoTpumknH (Lamotrigine) 3970
1271 A09.05.035.000.04J1eBeTuparetam (Levetiracetam, Keppra®) 3970
1762 A09.05.035.000.271MeToTpekKcart, cbiBOpOTKa 3100




1770 A09.05.035.000.33MeToTpekcaTta nonurnytamarbl, 3pUTPOLUTHI 2990
1376 A09.05.035.000.01MuToTaH, nnasma kposu (Mitotane, o, p-DDD, plasma) 3330
1751 OkckapbasenunH (Oxcarbazepine) 2990
1756 A09.05.035.000.21|MepamnaHen 2790
1416 A09.05.035.000.13PuBapokcabaH, koHUeHTpauus (Rivaroxaban Level) 1599
1755 A09.05.035.000.24PydumHammng 2790
1769 A09.05.035.000.34CeptpanuH (Sertraline) 2990
1764 Cynbtnam 2990
1353 A09.05.035.000.01 Takponumyc (Agsarpad, MNporpad, Mpotonuk, Takpocen) (FK506, Advagraf,

Prograf, Protopic, Tacrosel) 2310
1377TER]A09.05.035.000.14 TepudnyHomug, nednyHomug (Metabonut) (Teriflunomide, Leflunomide

metabolite) 3 885
1374 A09.05.035.000.19 Tonupamar (Topiramate) 2790
1773 A09.05.035.000.34 deHazenam (Phenazepam) 3190
89 A09.05.035.000.03 PenuTomnH (OndennH, OunaHtuH) (Phenytoin) 3 000
88 A09.05.035.000.04 PeHobapbuTtan (JltommnHan) (Phenobarbitalum) 3 055
1765 A09.05.035.000.29 dnyokceTuH + HOPAYyOKCETUH 2990
274 A09.06.001 Linknocnopun (Cyclosporine, Cyclosporine A, Sandimmune) 1390
1761 A09.05.035.000.2¢ LinnpodnokcaumH 3100
1633 A09.05.035.000.043Beponumyc (Everolimus) 4035
1752 A09.05.035.000.18 3tocykeumug, (Ethosuximide) 2790
9016 MUKPOBWNOJIOr'MYECKUE UCCIIEQOBAHUS
481 A26.19.042 ApeHosupyc (Adenovirus), AvapenHbli CUHOPOM, aHTUrEeHHbIV TeCT

(Adenovirus. One Step Rapid Immunochromotographic Assay) 1020
491 AHann3 mukpobuotel no Ocunosy 6 390
455H BakTepunonoruyeckoe nccrnenoBaHne MMKpobmoLeHo3a KULLEYHNKa

(amcbakTepnos) 2 800
455H- BakTepnonornueckoe nccrnenoBaHme MMKpobroLieHo3a KuevHnka

(amcbakTepros) c onpegeneHnemM YyBCTBUTENLHOCTY K bakTepunodaram 3000
4410AA BoicTpbivi noces Mmoun (ALIFAX) ¢ ngeHTudumkaumen suga so3dyamTens,

onpefeneHmem YyBCTBUTENbHOCTU Popbl K OCHOBHOMY CMEKTPY

aHTUMOWMOTMKOB M OCTaTOYHON aHTUMUKPOOHOM akTUBHOCTU B Mode (OAA) 2 800
403 A26.20.040 [oHOpes, BbiBNeHne aHTureHa, ummyHoxpomartorpadums (Neisseria

gonorrhoeae test, One step rapid immunochromotographic assay) 1010
447-0 MccnepoBaHue Ha GuoLeHo3 Bnaranuiia u onpeaeneHme YyBCTBMTENbHOCTU K

aHTUMWUKPOOHbLIM, aHTUrPMOKOBBLIM NpenapaTtam u 6aktepuodaram (¢

MUMKPOCKOMUEN HaTMBHOIO Npenaparta, okpalueHHoro no Mpamy) (Vaginal

biocenosis study and determination of sensitivity to antimicrobial, antifungal

drugs and bacteriophages (with microscopy of native preparation stained by

Gram)) 3 000
447 A26.20.008.000.09NccnenoBaHme Ha buoLeHo3 Bnaranva, onpegeneHne YyBCTBUTENbHOCTH K

AHTUMUKPOOHBLIM Y @aHTUMMKOTUYECKMM Mpenaparam (C MUKPOCKONUen

HaTMBHOrO Mpenapara, okpalueHHoro no Mpamy) (Vaginal Biocenosis:

Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))* 1750
402 A26.19.094 Kamnunobakrep, AnapeniHbliii CUHAPOM, BbISIBIEHWE aHTUreHa B Karne,

nmmyHoxpomatorpadusa (Campylobacter spp., One step rapid

immunochromotographic assay, antigen, stool) 1255
480 KynbTypanbHbIi CKPUHWHT Ha NONMPE3NCTEHTHbIE BakTepumn 4 500
405 A26.28.010 JlernoHenna, BbISIBNEHWE aHTUreHa B MOYe, MMMYHOXpomaTorpadumsi

(Legionella pneumophila, One step rapid immunochromotographic assay,

antigen, urinae) 1700
445 A12.20.001.000.01Mukpockonuyeckoe (bakTeprMockonM4ecKkoe) nccnegoBaHne maska,

okpawueHHoro no pamy (Gram Stain. Bacterioscopic Examination of Smear) 650
996 Mwukpockonmyeckoe nccnegoBaHne oTAeNseMoro U3 yxa Ha natoreHHble rpmobl 190
OAA OcTaTtovHas aHTUMUKpobHasi akTMBHOCTE B Moye (OAA) 600
408 A26.20.042.000.01MHEBMOKOKK, BbISIBIIEHWE @aHTUreHa B MoOYe, MMMYHOXpomaTorpadums

(Streptococcus pneumoniae, One step rapid immunochromotographic assay,

antigen, urinae) 2100
464-1 Moces rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria

Identification) 1200
464-A [MoceB rpygHoro moroka Ha Mukpocdpnopy, onpegeneHie 4yBCTBUTENbHOCTU K

aHTUMUKPOOHLIM NpenapaTtam (Breast Milk Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1400
464-¢ [Moces rpygHoro moroka Ha MUKpodnopy, onpeaerneHue 4yBCTBUTENbHOCTU K

aHTUMUKPOOHBLIM NpenapaTtam n 6aktepnodaram (Breast Milk Culture. Bacteria

Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)* 1 800
464-P [MoceB rpygHoro moroka Ha Mukpocdpnopy, onpegerneHie 4yBCTBUTENbHOCTU K

pacLUMpeHHOMY CNeKTpy aHTUMUKPOOHbLIX npenapaTos (Breast Milk Culture.

Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* 2200
475MUK |A26.14.002.000.03MoceB xenun Ha MMKpodiopy C onpeaeneHnem YyBCTBUTENBHOCTM K

pacLUMpeHHOMY CNeKTPY aHTUMUKPOOHbIX NpenapaTtoB U MUHUMarbHbIX

WNHIMOMPYIOLLMX KOHLEHTpaLMi 1690




475-A

A26.14.002.000.01

MoceB xenun Ha MUKpodonopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTUMKUKPOOHbIM Npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1200

475-P

A26.14.002.000.02

MoceB xenun Ha MUKpodnopy, onpeaeneHne YyBCTBUTENBHOCTM K
pacLUMpeHHOMY CNeKTPpY aHTUMUKPOBHbIX NpenapaTtoB (Bile Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2090

1278

[NoceB n MWKPOCKONNA oTAeNnAeMoro U3 yxa Ha natoreHHble Fpl/l6bl

2450

472-A

A26.09.010.000.01

MoceB MOKPOTBI U TpaxeoBpoHXManbHbIX CMbIBOB Ha MUKpOdnopy,
onpeperneHne YyBCTBUTENBHOCTM K aHTUMUKPOGHBLIM NpenapaTtam u
Mukpockonuern maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)*

1255

472-P

A26.09.010.000.02

MoceB MOKpOTBI 1 TpaxeobpOoHXManbHbLIX CMbIBOB Ha MUKpOdiopy,
onpeneneHne YyBCTBUTENBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapartoB 1 MuKpockonuen maska (Sputum and Tracheobronchial washings
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing,
Microscopy)*

1990

441MUK

A26.28.003.000.07

MoceB Moun Ha MUKpOriopy € onNpeaeneHnem YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CNEKTPY aHTUMUKPOBHbLIX NpenapaToB U MUHUMAnbHbIX
WHIMBUPYIOLLMX KOHLEHTpaLMit

1490

441-A

A26.28.003.000.01

MoceB Mo4n Ha MUKpodpriopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTUMKUKPOGHLIM NpenapaTtam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1150

441-®

A26.28.003.000.03

MoceB Moun Ha MUKpodriopy, onpeaeneHne YyBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM NpenapaTtam u 6aktepuodaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*

1590

441-P

A26.28.003.000.02

MoceB Mo4n Ha MUKpodhniopy, onpeaeneHne YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CNeKTpY aHTUMMKPOBHbIX Npenapatos (Urine Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

1790

452

A26.20.007.000.01

MoceB Ha aHa3poGHY MUKPOdIopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTUMUKPOOHBLIM NpenapaTtam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1750

440/444

MoceB Ha MyKoNnasmy v ypeannasmbl, onpegeneHe YyBCTBUTENbHOCTY K
aHTUMUKPOOHLIM NpenapaTtamM (Mycoplasma hominis Culture, Ureaplasma spp.
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

4190

440

A26.09.006.000.01

MoceB Ha MyKOMNNa3Mbl, onpegeneHe YyBCTBUTENbLHOCTU K aHTUMUKPOGHbLIM
npenapartam (Mycoplasma hominis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2990

446-A

A26.20.008.000.01

MoceB Ha MWKpOIOPY OTAENSIEMOrO MOMOBbIX OPraHoOB, onpeaeneHue
YYBCTBUTENBHOCTU K aHTUMUKPOBHbLIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1365

444

A26.21.004.000.01

MoceB Ha ypeanna3mel, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM
npenapartam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

2990

467MUK

A26.08.005.000.06

[MoceB oTaensiemMoro BEpXHUX AblXaTemnbHbIA MyTen Ha MUKpodnopy ¢
onpeneneHnemM YyBCTBUTENBHOCTM K PacLUMPEHHOMY CNEKTPY aHTUMUKPOBHbBIX
npenapaToB Y MUHUMAsIbHBIX MHIMOMPYIOWNX KOHLEHTpaLui

1690

467-A

A26.08.005.000.01

MoceB oTaensieMoro BEpXHUX AblXaTemnbHbIX NyTeNn Ha MUKpodopy,
onpeneneHne YyBCTBUTENBHOCTU K aHTUMUKPODOHLIM NpenapaTtam (ogHa
nokanusaums) (Upper Respiratory Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1350

467-®

A26.08.005.000.03

MoceB oTaensieMoro BEpXHUX AblXaTenbHbIX NyTeN Ha MUKpodopy,
onpeneneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHBLIM Npenapartam u
GakTtepuodparam (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1440

467-P

A26.08.005.000.02

MoceB oTaensieMoro BEpXHUX AblXaTemnbHbIX NyTeNn Ha MUKpodopy,
onpeneneHne YyBCTBUTENBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUMUKPOBHbBIX
npenapatoB (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

1390

465-A

A26.26.004.000.01

MoceBs otaensiemoro rna3 Ha MUKpodriopy, onpeaeneHne YyBCTBUTENBHOCTU K
aHTMMKUKPOOHbIM NpenapaTtam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1365

465-

A26.26.004.000.03

Moces otraensemoro rnas Ha MMKPOdIiopy, OnpeaeneHne YyBCTBUTENbHOCTY K
aHTUMUKPOOHLIM NpenapaTtamM u baktepuodgaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1560

465-P

A26.26.004.000.02

Moces oTaensiemoro rna3 Ha MUKpodriopy, onpeaeneHne YyBCTBUTENBHOCTM K
pacLUMpeHHOMY CneKkTpy aHTUMUKPOOHbIX NpenapatoB (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2190

473MUK

A26.25.001.000.06

MoceB oTAENsIeMoro U3 yxa Ha MUKPOGIIopy C onpeaeneHem
YYBCTBUTENBHOCTM K pacLUMPeHHOMY CNeKTpy aHTUMUKPOGHLIX NpenapaTos U
MWUHUMATbHBIX UHTUBMPYIOLLMX KOHLEHTpaLmii

1590

1278YX0O

[Noces oTgensiemoro n3 yXa Ha natoreHHble Fpl/l6b|

2400

472MUK

A26.09.010.000.03

MoceB OTAENAEMOrO HWKHUX AbIXaTerlbHbIX NyTei Ha MUKPOGiopy ¢
onpeferneHnemM YyBCTBUTENBLHOCTU K PACLUMPEHHOMY CMEKTPY aHTUMUKPOGHbBIX
npenapaToB U MUHUMATbHBIX UHIMGMPYLLMX KOHLLEHTpaLWi

1390




446MUK

A26.20.008.000.08

MoceB oTaensieMoro NonoBbIX OPraHoB Ha MUKPOIOPY C onpeaerieHMeM
YYBCTBUTENLHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMUKPOGHBIX NpenapaTos u
MUHUMAIbHBIX UHIMBUPYOLWNX KOHLEHTpaLuii

1490

446-®

A26.20.008.000.03

MoceB oTAEnNseMOro nomnoBbIX OpraHoB Ha MUKPOMIopY, onpeaeneHne
YYBCTBUTENBHOCTM K aHTUMMUKPOOHBIM NpenapaTtam u 6aktepuodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

1560

446-P

A26.20.008.000.02

MoceB oTAEnseMoro nonoBbIX OpraHoB Ha MUKPOIopy, onpeaeneHne
YYBCTBUTENBHOCTM K PacLUMPEeHHOMY CMEKTPY aHTUMUKPOGHLIX npenapartos
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

1790

474MUK

A26.02.001.000.06

MoceB oTAensiemMoro paHbl Ha MUKPOGIopy C onpeaeneHneM
YYBCTBUTENBHOCTM K pacLUMPeHHOMY CNeKTpy aHTUMUKPOGHLIX NpenapaTos U
MWUHUMATbHBIX UHTUBMPYIOLLMX KOHLEHTpaLmii

1590

473-A

A26.25.001.000.01

[Moces oTgensemoro yuen Ha Mrukpodnopy, onpeaerneHve 4yBCTBUTENbHOCTU
K aHTUMWUKPOGHBIM Npenapatam (Ear Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1540

473-9

A26.25.001.000.03

Moces otaensemoro yiwen Ha MUKpPOdopy, ONpeaerneHne HYyBCTBUTENBHOCTY
K aHTUMUKPOGHLIM NpenapaTtam u 6aktepuodaram (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1945

473-P

A26.25.001.000.02

[Moces oTaensemoro yuwen Ha Mrukpodnopy, onpeaerneHve YyBCTBUTENbHOCTU
K paclumpeHHOMY CnekTpy aHTUMMKPOOHLIX npenapatos (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*

1650

477TMUK

A26.01.003.000.03

MoceB NyHKLMOHHOTO Marepmarna Ha MUKPOopy ¢ onpeaeneHuem
YYBCTBUTENBHOCTM K pacLUMPeHHOMY CNeKTpy aHTUMUKPOGHLIX MpenapaTos U
MWUHUMATbHBIX MHTUBMPYIOLLMX KOHLEHTpaLmii

1990

477-A

A26.01.003.000.01

[MoceB NyHKUMOHHOIO MaTepuana Ha Mukpodnopy, onpegenexHve
YYBCTBUTENbHOCTU K aHTUMUKPOOHbIM Npenapatam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1100

477-P

A26.01.003.000.02

[NoceB NyHKUMOHHOrO MaTepuana Ha MUKpodriopy, onpeaeneHne
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTMMUKPOOHbIX MpenapaTos
(Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

2090

474-A

A26.02.001.000.01

[NoceB paHeBOro oT4endgemoro u TkaHew Ha MUKpodropy, onpeaeneHne
YyBCTBUTENbHOCTU K aHTUMMKPOGHBLIM Npenaparam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1150

474-0

A26.02.001.000.03

[NoceB paHeBoOro oT4endgemoro u TKaHew Ha MUKpodropy, onpeaeneHne
YYBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapatam u 6akteprodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1365

474-P

A26.02.001.000.02

[NoceB paHeBOro oT4endgemoro u TkaHew Ha MUKpodropy, onpeaeneHne
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTMMUKPOOHbLIX MpenapaTos
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

1390

MWKTC

Mpo6onoarotoska (MAK)

290

41

A26.09.082

PecnupatopHo-cuHunTUansHbin Bupyc (PC-uHdekums), BbisBneHne aHTureHa,
ummyHoxpomatorpadms (Respiratory Syncytial Virus, RSV, One step rapid
immunochromotographic assay, antigen)

1120

3441-A

YcKkopeHHoe nccnegoBaHne MovM Ha MUKPOddropy ¢ onpeaeneHvem
YYBCTBUTENbHOCTU K aHTUMUKPOOHbIM Npenapatam (Fast urine culture & AST)

2500

3441-0

YcKkopeHHoe vccnegoBaHme MoYM Ha MUKpodhriopy © onpeaeneHnem
YYBCTBUTENBHOCTU K aHTUMUKPOGHBLIM Npenapatam u baktepnodaram (Fast
urine culture, antibiotic & bacteriophage susceptibility testing)

2500

484

A26.19.020

XenvkobakTep nunopwu (Helicobacter pylori), aHTureHHbIn TecT (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

1350

409

A26.19.092

OHTepoBUpYC, BbISIBNIEHWE aHTUreHa B Kane, MMMyHoxpomMarorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)

1315

9007

MWKPOJJIEMEHTbI

1004

A09.01.012

AntomuHni (Al) B Bonocax (Aluminum (Al), Hair)

1185

881

A09.28.071

AntomuHni (Al) B moye (Aluminum (Al), Urine)

1185

1076

B03.045.024.004.4

Antomuuni (Al) B Hortax (Aluminum (Al), Nails)

1185

1126

A09.01.007.000.16

Bapwuii (Ba) B Bonocax (Barium (Ba), Hair)

1185

1080

B03.045.024.004.0

Bapun (Ba) B HorTsix (Barium (Ba), Nails)

1170

1127

A09.01.007.000.17

Bepunnun (Be) B Bonocax (Beryllium (Be), Hair)

1185

1081

B03.045.024.004.1

Bepunnun (Be) B HorTax (Beryllium (Be), Nails)

1170

M310

BonbLuon ckpuHMHI anemeHTHOro coctaea Bonoc (Elemental Composition of
Hair: Screening )

13 500

M313

BonbLuown CKpUHWMHE anemeHTHoro coctaea Horten (Elemental Composition of
Nails: Screening )

13 500

1001

A09.01.011

Bop (B) B Bonocax (Boron (B), Hair)

1185

1079

B03.045.024.004.3

Bop (B) B HorTsx (Boron (B), Nails)

1170

1138

A09.01.007.000.10

Banagun (V) B Bonocax (Vanadium (V), Hair)

1185

1120

B03.045.024.004.4

Banagun (V) B HorTsx (Vanadium (V), Nails)

1170




1128 A09.01.007.000.19BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) 1185
1082 B03.045.024.004.4BucmyT (Bi) B HorTsx (Bismuth (Bi), Nails) 1170
1139 A09.01.007.000.23Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1185
1121 B03.045.024.004.4Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails) 1170
1129 A09.01.007.000.24Mannui (Ga) B Bonocax (Gallium (Ga), Hair) 1185
1089 B03.045.024.004.4rannun (Ga) B HorTsix (Gallium (Ga), Nails) 1170
1130 A09.01.007.000.19epmanuin (Ge) B Bonocax (Germanium (Ge), Hair) 1185
1090 B03.045.024.004.('epmanuin (Ge) B HorTax (Germanium (Ge), Nails) 1170
1011 A09.01.007.000.14>Keneso (Fe) B Bonocax (lron (Fe), Hair) 1185
1033 A09.28.060.000.01>Kene3o (Fe) B moye (Iron (Fe), Urine) 1185
1088 B03.045.024.004.3>Keneso (Fe) B HorTsax (Iron (Fe), Nails) 1185
1125 A09.01.007.000.2d3onoto (Au) B Borocax (Gold (Au), Hair) 1185
1078 B03.045.024.004.43onoto (Au) B HorTsix (Gold (Au), Nails) 1170
1111 B03.045.024.001.43onoTo (Au) B cbiBopoTke kpoBu (Gold (Au), Serum) 1185
1131 A09.01.007.000.09Wog (1) 8 Bonocax (lodine (1), Hair) 1185
1479 A09.28.065 Won (1) B moue (lodine (1), Urine) 1185
1092 B03.045.024.004.3Mop (1) B HorTsix (lodine (1), Nails) 1185
1491 A09.28.065.000.01Mog B cuiBopoTke (lodine, serum) 1185
1112 A09.05.278.000.04Kagmuii (Cd) B BeHo3HoW kposu (Cadmium (Cd), Blood) 1185
1019 A09.01.024 Kagmuin (Cd) B Bonocax (Cadmium (Cd), Hair) 1185
1040 A09.28.083 Kagmun (Cd) B moye (Cadmium (Cd), Urine) 1185
1084 B03.045.024.004.1Kagmun (Cd) B HorTax (Cadmium (Cd), Nails) 1170
874 A09.05.278.000.01Kagmuii (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum ) 1185
1006 A09.01.007.000.09Kanun (K) B Bonocax (Potassium (K), Hair) 1185
1093 B03.045.024.004.3Kanun (K) B HorTsx (Potassium (K), Nails) 1185
1007 A09.01.007.000.09Kanbunn (Ca) B Bonocax (Calcium (Ca), Hair) 1185
1083 B03.045.024.004.3Kanbumn (Ca) B HorTsax (Calcium (Ca), Nails) 1185
1113 A09.05.271.000.04Kobanst (Co) B BeHo3HOW kposm (Cobalt (Co), Blood) 1185
1012 A09.01.017 Kobankt (Co) B Bonocax (Cobalt (Co), Hair) 1185
1034 A09.28.076 Ko6ankt (Co) B moye (Cobalt (Co), Urine) 1170
1085 B03.045.024.004.3KoGanst (Co) B HorTsix (Cobalt (Co), Nails) 1185
863 A09.05.271.000.01Kobanst (Co) B cbiBopoTke kpoBwu (Cobalt (Co), Serum) 1185
1005 A09.01.013 Kpemnui (Si) B Bonocax (Silica (Si) , Hair) 1185
1107 B03.045.024.004.4Kpemnun (Si) B HorTax (Silica (Si), Nails) 1185
1132 A09.01.007.000.29J1aHTaH (La) B Bonocax (Lantanum 9La), Hair) 1185
1094 B03.045.024.004.4NaHTaH (La) B HorTax (Lantanum (La), Nails) 1170
1000 A09.01.007.000.04lutuni (Li) B BOonocax (Lithium (Li), Hair) 1185
1095 B03.045.024.004.4MuTtnin (Li) B HorTax (Lithium (Li), Nails) 1185
814 A09.05.086 Jlutni (Li) B coiBopoTke kposu (Lithium (Li), serum) 1230
1003 A09.01.007.000.04Marnui (Mg) B Bonocax (Magnesium (Mg), Hair) 1185
1096 B03.045.024.004.3Marnun (Mg) B HorTax (Magnesium (Mg), Nails) 1185
1115 A09.05.270.000.04MapraHeL, (Mn) B BeHo3HoM kpoBu (Manganese (Mn), Blood) 1185
1010 A09.01.016 Mapraxey (Mn) B Bonocax (Manganese (Mn), Hair) 1185
1032 A09.28.075 Mapraney (Mn) B moye (Manganese (Mn), Urine) 1185
1097 B03.045.024.004.4Mapraxey (Mn) B HorTax (Manganese (Mn), Nails) 1185
892 A09.05.270.000.01fMapraHew (Mn) B cbiBopoTKe kpoBu (Manganese (Mn), Serum) 1185
1114 A09.05.273.000.04Meab (Cu) B BeHo3HOM kposu (Copper (Cu), Blood) 1185
1014 A09.01.019 Megb (Cu) B Bonocax (Copper (Cu), Hair) 1185
1087 B03.045.024.004.|Megab (Cu) B HorTax (Copper (Cu), Nails) 1185
889 A09.28.078.000.01fMegp (Cu) B cyTouHom moye (Copper (Cu), 24-Hours Urine) 1185
888 A09.05.273.000.01Meab (Cu) B cbiBopoTKe Kposu (Copper (Cu), Serum ) 1185
1035 A09.28.078 Megb, moua, pasosas nopums (Copper, random urine; Cu) 1185
M33 MwuKpoanemMeHTbl B CbIBOPOTKE KPOBU U BEHO3HOW KPOBW: CKpUHUHT (Trace

Elements, Serum, Venous Blood: Screening) 6 300
1018 A09.01.023 MonnbgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1185
1098 B03.045.024.004.4MonnbaeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1185
873 A09.05.277 MonnbgeH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 1185
1016 A09.01.021 Mebiwbsk (As) B Bonocax (Arsenic (As), Hair) 1185
1037 A09.28.080 Mbiwbsk (As) B mode (Arsenic (As), Urine) 1185
1077 B03.045.024.004.4Mbiwbsik (As) B HorTax (Arsenic (As), Nails) 1170
883 A09.05.275 Mbiwbsik (As) B cbiBopoTke kpoBu (Arsenic (As), Serum) 1185
1002 A09.01.007.000.03Hatpun (Na) B Bonocax (Sodium (Na), Hair) 1185
1099 B03.045.024.004.3Hatpuii (Na) B HorTsix (Sodium (Na), Nails) 1170
1116 A09.05.272.000.04Hwukenb (Ni) B BeHo3Hou kposu (Nickel (Ni), Blood) 1185
1013 A09.01.018 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1185
894 A09.28.077 Hukenb (Ni) B moue (Nickel (Ni), Urine) 1185
1100 B03.045.024.004.3Hukenb (Ni) B Hortsax (Nickel (Ni), Nails) 1185
893 A09.05.272.000.01Hwukenb (Ni) B ceiBopoTke kposu (Nickel (Ni), Serum) 1185
1136 A09.01.007.000.18Onoso (Sn) B Bonocax (Tin (Sn), Hair) 1185




1108 B03.045.024.004.10noBo (Sn) B HorTsix (Tin (Sn), Nails) 1170
M31 OcHoOBHbIe acceHumanbHble (KM3HEHHO HeobXoaNMblE) MUKPOSNEMEHTLI B

cbiBOpoTKe KpoBu (Essential Vital Elements, Essential Trace Elements, Serum) 3100
1134 A09.01.007.000.21MnatmHa (Pt) B Bonocax (Platinum (Pt), Hair) 1185
1103 B03.045.024.004.|MnatuHa (Pt) B HorTsAx (Platinum (Pt), Nails) 1170
1141 A09.05.280 PTyTb (Hg) B BeHo3HoW kpoBu (Mercury (Hg), Blood) 1185
1021 A09.01.026 PtyTb (Hg) B Bonocax (Mercury (Hg), Hair) 1185
1042 A09.28.085 PTyTb (Hg) B Moye (Mercury (Hg), Urine) 1185
1091 B03.045.024.004.1P1yTb (Hg) B HOrTax (Mercury (Hg), Nails) 1185
1135 A09.01.007.000.24Py6uanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1185
1104 B03.045.024.004.1Py6uaumn (Rb) B Hortsax (Rubidium (Rb), Nails) 1185
878 A09.05.281 CeuHel (Pb) B BeHo3Hom kposu (Lead (Pb), Blood) 1185
1022 A09.01.027 CsuHeu (Pb) B Bonocax (Lead (Pb), Hair) 1185
895 A09.28.061 CeuHel (Pb) B moye (Lead (Pb), Urine) 1185
1102 B03.045.024.004.4CsuHew (Pb) B HorTsax (Lead (Pb), Nails) 1170
1038 A09.28.081 CeneH ( Se) B mo4e (Selenium ( Se), Urine) 1185
1117 A09.05.276.000.04CeneH (Se) B BeHo3HOM kpoBw (Selenium (Se), Blood) 1185
1017 A09.01.022 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1185
1106 B03.045.024.004.1CeneH (Se) B HorTsax (Selenium (Se), Nails) 1185
869 A09.05.276.000.01CeneH (Se) B cbiBOpoTKE KpoBu (Selenium (Se), Serum) 1185
1124 A09.01.007.000.11|Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1185
1075 B03.045.024.004.4 Cepebpo (Ag) B HorTsix (Silver (Ag), Nails) 1170
1137 A09.01.007.000.14 CtpoHuui (Sr) B Bonocax (Strontium (Sr), Hair) 1185
1109 B03.045.024.004.q CtpoHuwmn (Sr) B HorTsax (Strontium (Sr), Nails) 1170
1020 A09.01.025 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1185
1105 B03.045.024.004.3Cypbma (Sb) B HorTsix (Antimony (Sb), Nails) 1170
1008 A09.01.007.000.08 Tannuii (T1) B Bonocax (Thallium (TI), Hair) 1170
1074 A09.28.060.000.04 Tanmwuii (T1) B moue (Thallium (TI), Urine) 1185
1110 B03.045.024.004.4 Tannui (Tl) B HorTax (Thallium (T1), Nails) 1170
1118 A09.05.242.000.01Tannun (TI) B cbiBopoTKe Kposw (Thallium (TI), Serum) 1185
M39 ToKCWYHbIE 1 3cCeHUManbHble MUKPO3ANeMeHThbl B Boriocax (Toxic Trace

Elements, Essential Vital Elements, Hair) 7 400
M312 ToKCWYHbIE N 3cceHuManbHble MUKpoanemMeHThbl B HOrTsx (Toxic Trace

Elements, Essential Vital Elements, Nails) 7 400
M32 TOKCUYHbBIE MUKPO3ANEMEHTHI (TshKenble MeTansbl) B BEHO3HOW kpoBK (Toxic

Trace Elements, Toxic Heavy Metals, Venous Blood) 3100
M38 TokcuyHble MMKpoanemeHTbl B Bonocax (Toxic Trace Elements, Hair) 3900
M311 TokcunyHble MUKpoanemeHThbl B HOrTsx (Toxic Trace Elements, Nails) 3900
1133 A09.01.007.000.13Pocdop (P) B Bonocax (Phosphorus (P), Hair) 1185
1101 B03.045.024.004.4®ocdop (P) B Hortax (Phosphorus (P), Nails) 1170
1009 A09.01.015 Xpom (Cr) B Bonnocax (Chromium (Cr), Hair) 1185
1086 B03.045.024.004.1Xpom (Cr) B HortsAx (Chromium (Cr), Nails) 1185
1119 A09.05.274.000.04iunHk (Zn) B BEHO3HOM KpoBw (Zinc (Zn), Blood) 1185
1015 A09.01.020 LinHk (Zn) B Bonocax (Zinc (Zn), Hair) 1185
1036 A09.28.079 LinHk (Zn) B moye (Zinc (Zn), Urine) 1185
1122 B03.045.024.004.1LUuHk (Zn) B HOrTsix (Zinc (Zn), Nails) 1185
868 A09.05.274.000.01LiuHk (Zn) B cbiBOpOTKE KpoBM (Zinc (Zn), Serum) 1185
1140 A09.01.007.000.24LinpkoHunn (Zr) B Bonocax (Zirconium (Zr), Hair) 1185
1123 B03.045.024.004.qLinpkoHuni (Zr) B Hortax (Zirconium (Zr), Nails) 1170
M34 OcceHumanbHble (KM3HEHHO HEOOXOAUMBIE) U TOKCUYHBIE MUKPOSNEMEHTbI B

modye (Essential Vital Elements, Toxic Trace Elements, Urine) 5900

HACJIE[CTBEHHbIE 5OJIE3HN OBMEHA BELJECTB Y HOBOPOXEHHbIX / CKPUHU
9030 HI" «[TATOYKA»
HBO1 B03.016.019.001 |AHan13 cnekTpa aMUHOKUCIIOT U auunKapHUTUHOB, TaHAEMHasi

Macc-CnekTpOMETPUSA, METOZ Cyxoun Kannu kposu (Analysis of amino acids and

acylcarnitines, dried blood spots (MS/MS)) 6 150
HBO2 B03.016.018 AHanus cnekTpa opraHM4eckmx KUCNOT MOYN METOAOM ra3oBoOW

xpomartorpadpun ¢ macc-cnektpometpuen (FX/MC) (Analysis of the spectrum

of organic urine acids by gas chromatography with mass spectrometry (GC /

MS)) 9990
7060 B03.006.004 OnpepgeneHne akTUBHOCTU BUMOTMHMAA3bE! (HEAOCTAaTOMHOCTL BMOTUHMAA3bI)

(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency)) 5490
HOAT Mpo6onoarotoska (HMAT) 400
7052 B03.019.008.000.q4acTas myTtauus B reHe ACADM (HegocTaToMHOCTb CpeaHeLenovye4Homn

aervaporeHasbl xmpHbix kncnotr MCAD) (ACADM Gene, Freq. Mut.

(Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency)) 5490
7040 B03.006.004.000.qYacTast myTtauus B reHe BTD (HegoctaTtovHoCTb 6GMoTuHMAa3sl) (BTD

(Biotinidase Deficiency) Gene, Freq. Mut.) 6 390
7041GCOB03.006.004.000.d4acTan mytaumsa B reHe GCDH (rnytaposas aungypus Tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1)) 5490




7048 B03.019.009 Yactasa mytaums B reHe HADHA (HegocTaTouHOCTb ANMHHOLENOYEYHON

3-rmgpokcmaunn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain

3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency)) 5490
7056 B03.006.004.000.q4acTble myTauun B reHe FAH (TuposunHemus tun 1) (FAH Gene, Freq. Mut.

(Tyrosinemia, Type 1)) 9990
9028 HACJIE4QCTBEHHbIE MOHOIEHHbIE 3ABOJIEBAHUST U COCTOSIHUA
77798 [A12.05.010.000.09«[pobbeBnaHan» xopuopeTnHonatus, TunnposaHne HLA-A29 (Birdshot

chorioretinopathy, HLA-A29) 2700
7803ABC ABunoTpodus cetyatku, Tun PpaHyeckettn (reHsl ABCA4, PDE6GH, RPE6S,

GUCY2D, CEP290, CNGA3, CRB1, CNGB3) 11 960
7624SLC Akpopepmatut aHTeponaruyeckuin. MNonck mytauun B reHe SLC39A4, m.

(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) 28 550
7804TYR(B03.027.045.000.J AnbbuHmn3M rnasokoxHbId Tvn 1A. Mouck myTauuii B reHe TYR, M. (Albinism

Oculocutaneous Type IA, Gene TYR, Mut.) 20 670
7366 AHanu3 mytauui B reHe EPOR (8 3k30H) 15700
7881RPS AHemusa Janvonaa-bnekdena. Monck mytauuii B reHe RPS19, m.

(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) 20 670
7107 ApTporpvnos guctanbHbivi (cuHgpom ®pumena-LLengonHa). MNMonck YacTbix

myTauun B reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3,

Freq. Mut.) 11 300
7905FRD Atakcna ®pugpenxa. Mouck mytaumi B reHe FXN, m. (Friedrich Ataxia, Gene

FXN, Mut.) 20 670
7808FRD Atakcna ®pugpenxa. Mounck yactbix MyTauun B reHe FXN, 4. m. (Friedrich

Ataxia, Gene FXN, Freq. Mut.) 4790
7108 AtenocteoreHes (aucnnasus ge nsa Wanens). MNMowck myTauuii B reHe

SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2,

Mut.) 21590
7109LEI ATpochusi 3apuTtenbHoro Hepaa Jlebepa. Monck YacTbix MyTauui B

muToxoHapuaneHon AHK, 12 4. m. (Leber Hereditary Optic Neuropathy, LHON,

Mitochondrial DNA, 12 Freq. Mut.) 15 950
7705TNF AyTOMMMYHHbIN NumdonponugepaTnsHbIA cuHAPOM. [onck MyTauun B

«ropsumx» yyactkax reHa TNFRSF6, «ropsy.» yy. m. (Autoimmune

Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.) 8 300
7706 TNF AyTOMMMYHHbIN NumdonponudepaTnBHbIi cuHapoM. MNonck MyTauuin B reHe

TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene

TNFRSF6, Mut.) 28 550
7770GRN Adpasus nepsuyHas nporpeccupytowas. Novck mytauni B reHe GRN, m.

(Aphasia Primary Progressive, Gene GRN, Mut.) 22 670
7809FGF AxoHgponnasus. Nonck YacTbix myTaumi B reHe FGFR3, 4. m.

(Achondroplasia, Gene FGFR3, Freq. Mut.) 13120
77710 BokoBon amuotpoduyeckuii cknepos (BAC), SOD1, m. 7 000
77706 BokoBon amunoTtpoduyecknii cknepos, Corf72, y.m. 4900
7709BES BonesHb Becta. MNMouck Bcex n3sectHbIx MyTaumn B reHe BEST1, m. (Best

Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.) 30 900
77800 [A12.05.010.000.04Bbone3Hb bexyeta, Tunuposanne HLA B51 3450
7810ATP BonesHb BunbcoHa-KoHoBanosa. Mouck yacTbix MyTauuin B reHe ATP7B, 4. m.

(Wilson Disease, Gene ATP7B, Freq. Mut.) 5800
7812PAN BonesHb MannepsopaeHa-LUnatua. Mouck yacTeix MyTaunn B reHe PANK2, u.

M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq.

Mut.) 8 250
7813PRN BonesHb epctmanHa-LUTpeyccnepa-LUeriHkepa. MNonck myTtauunm B reHe

PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.) 15 530
7775PTE|A27.30.002.000.03 BonesHb KoyaeHa. Mownck mytaunii B reHe PTEN, m. (Cowden Syndrome 1,

Gene PTEN, Mut.) 32120
7814PRN BonesHb Kperitudenbara-Akoba. Mouck mytaumit B reHe PRNP, m.

(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) 15 530
7776PTE|A27.30.002.000.03 BonesHb Nepmutt-Ayknoc. Mounck myTtauuii B reHe PTEN, m.

(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.) 32120
7816NDP| BonesHb Hoppu. Mouck myTtaumii B reHe NDP, m. (Norrie Disease, Gene NDP,

Mut.) 11 960
77701 BonesHb MapkMHCOHa, KOMMMEeKCHas ANarHocTuka, Y.M. 7 200
7660 BonesHb MNMomne (reH GAA) (Pompe disease (GAA gene)) 9790
7818CST| BonesHb YHdeppuxra-Nlynabopra. Mouck mytaumin B reHe CSTB, m.

(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,

Mut.) 15530
7817CST| BonesHb YHdeppuxta-Nlynabopra. Mouck YacTtbix myTauuii B reHe CSTB, 4. m.

(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,

Freq. Mut.) 7 650
77715 BonesHb ®abpu, GLA, m. 9 250
7819ABC BonesHb Wraprapara (reHsl ABCA4, PDE6H, RPE65, GUCY2D, CEP290,

CNGA3, CRB1, CNGB3) 11 960
7820ROR Bpaxupgaktunus tun B1. MNouck mytaunit B reHe ROR2, m. (Brachydactyly Type

B1, Gene ROR2, Mut.) 15530




7992NTR

BpoxaeHHast He4yBCTBUTENBHOCTbL K 60nu ¢ aHrmgpo3om. MNomck MmyTauui B
reHe NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene
NTRK1, Mut.)

42 830

7711ADA

leneodmanyeckas gucnnasus. Monck mytauuin B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

63 720

7094

lemocounus A, reH F8 (c 3akntoyeHnem Bpaya-reHeTmka)

24 800

7822B

lemodunus. Mouck myTaumi B reHe daktopa IX npu remodpmnmm B, m.
(Hemophilia B, Gene Factor 1X, Mut.)

26 240

7023

leHoguarHocTuka anbda-tanaccemun (HBA1, HBA2, HS-40) (Molecular
diagnosis of alpha-thalassemia (HBA1, HBA2 genes and HS-40 regulation
locus))

7 300

7021

leHogmarHocTvka 6eta-TanacceMuin u remornobuHonaTuin (reHoTUNMPoOBaHWe
HBB) (Molecular diagnosis of beta-thalassemia and hemoglobinopathies (HBB

gene))

7 300

77707

[eHTUHITOHONOOOOHOE 3abonesaHune, Tmn 2, JPH3, y.m.

3 500

77709

[eHTUHIToHoNogo6Hoe 3abonesaHue, Tvn 4 TBP, y.m.

3 500

77702

[eHTUHITOHONOAOGHbIE 3aboneBaHns, KOMMNINEKCHasa AMarHocTuka, 4.m.

5200

7989MVK

B03.006.001.000.4

wnep-lgD cnHapom. MNMonck MyTaumm B «ropsyumnx» yyactkax reHa MVK,
«ropsiy.» y4. M. (Hyper-lgD Syndrome, Gene MVK, Hot-Point Mut.)

6 900

7778MVK

Mnep-IgD cuHapom. Mouck mytaumn B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

35 580

7823CD

nep-IgM cuHgpom. Mouck mytaumin B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

20 670

7898SCN

Mnepkanvemuyeckun neprognyecknii napanuy. MNMouck mytaumi B ak3oHax 13
n 24 rena SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24
Gene SCN4A, Mut.)

17 630

7603SCN

Mnokanuemmyecknin nepnognyeckuin napanmy. Nomck Mytauun B ak3oHax 12,
18 n 19 rena SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12,
18, 19 Gene SCN4A, Mut.)

15 530

7126

B03.006.004.000.4

Mmnodoccaremmyecknin BUTaMmH D-pe3nCTEHTHBIN paxmT (MOYEYHbIN
doctatHbIi anabeT). Mouck myTtauun B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

69 920

7906FGF|

mnoxoHaponnasus. Mouck yacTteix MyTauun B reHe FGFR3, y. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

13120

7308

[opmoHanbHas 4yBCTBUTENBHOCTL aHaporeHoBoro peuentopa (CAG-noBTopbl,
AR) (Hormonal sensitivity of the androgen receptor (CAG repeats, AR))

4900

7128

Hednunt KapHUTUHA CUCTEMHBIN NEPBUYHBLIN. [TOMCK MyTaumi B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

35 580

7022

OwnarHoctmka TTR-amunongosa (cekBeHnpoBaHue 2-4 ak3oHOB reHa TTR)
(Molecular diagnosis of ATTR-amyloidosis (sequencign of 2-4 exons of TTR

gene))

7 100

76100HK

[unarHocTuka atpocmm 3pmuTenbLHOro Hepea Jlebepa, 4. M. MUTOXOHAPUANbHOWM
n sgepHon OHK (Leber Hereditary Optic Neuropathy, detection of frequent
mutations of mitochondrial and nuclear DNA)

6 800

7304

B03.006.001.000.4

[wnarHocTuka aytoBocnanutenbHbix 3abonesaHuii (11 reHoB) MeTogoM
cekBeHunpoBaHua cneaytouero nokonexus (NGS) B kposu (Diagnosis of
autoinflammatory diseases (11 genes) by Next-Generation Sequencing (NGS)
in blood)

43 900

731

[unarHocTuka reMonmMTMyYeckon aHeMnn, acCoLMMpoOBaHHON C
HeJoCTaTOYHOCThIO IMHKo3a-6 dhocdar-gerngporeHassl (reH G6PD)

10 190

7310

[unarHocTuka reMonmMTMyYeckon aHeMnn, acCoLMMpoOBaHHON C
HeJoCTaTOYHOCTLIO NMPYBaTKMHA3bl (3k30HbI 3,5,7,8,10,11 reHa PKLR)
(Diagnosis of hemolytic anemia associated with pyruvate kinase deficiency
(exons 3,5,7,8,10,11 of the PKLR gene))

10 190

7961GJB

A27.05.033.000.03

[wnarHocTuka HacneacTBeHHbIX (HOPM HEVPOCEHCOPHOW TYroyXxocTu (reHbl
GJB2, GJB3, GJB6, POU3F4, WFS1) u. m. (Diagnosis of hereditary
sensorineural hearing loss (GJB2, GJB3, GJB6, POU3F4, WFS1 genes))

6 800

7010UGI

A27.30.015.000.02

OuarHocTtuka cuHgpoma Kpurnepa-Hansapa (CKH, cemenHas xentyxa) (reH
UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

11 500

7317

A09.20.004.000.04

[narHocTnka TpaH3MEHTHOW HEQOCTATOMHOCTM aHTUTPoMOBUMHa 11l npu
Tpombocunuax (p.Alad16Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu)
(Diagnosis of transient antithrombin 3 deficiency in thrombophilias
(p.Alad416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu))

4 500

7129

Ouactpodmyeckasn gucnnasus. Movck mytaumi B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

22670

7927BSC

[OucTtanbHaa motopHasa HenponaTtus Tun V. Mouck mytaumi B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

26 240

7132

[vcTanbHas cnMHanbHas ammnoTpodusi BpPOXAEHHasi HenporpeccupyoLwast.
[Mownck myTaumi B «ropsumx» ydactkax reHa TRPV4, «ropsd.» yd. m. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point
Mut.)

15 320




71311GI

[ncTtanbHas cnuHanbHas ammoTpodnsi BpOXXOEHHas ¢ napanvyom
avnadparmel. Mouck mytaumn B reHe IGHMBP2, m. (Distal Spinal Muscular

Atrophy 1, DSMA1, Gene IGHMBP2, Mut.) 52 090
7320 A27.30.015.000.01WpuHoTepkaH (reH UGT1A u.m.) (Irinotecan (Gene UGT1A, Freq. Mut.)) 3 800
7604KRT, MxTrno3 6ynnesHbliii. Monck myTtauuii B reHe KRT2, m. (Ichthyosis Bullosa Of

Siemens, Gene KRT2, Mut.) 26 240
7133FL MxT1o3 BynbrapHbii. Monck YacTtbix MmyTauuin B reHe FLG, 4.m. 14 300
7309 B03.006.001.000.3 KomnnekcHasi reHeTM4eckas aMarHoCTMka CUHAPOMA MOIMKUCTO3a AUYHUKOB

(CIMKA) (Comprehensive genetic diagnosis of polycystic ovary syndrome

(PCQOS)) 8 390
7659 KomnnekcHas gunarHoctuka ysentoB (HLA-B27, HLA-B51, HLA-A29)

(Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29)) 7 600
7318 A09.20.004.000.09KomnnekcHoe uccrnegoBaHme HegoCcTaToMHOCTU npoTenHa C, npotenHa S n

aHTuTpom6buHa Il npn TpomBodmnmK (3k3oHb! 2, 7 reHa SERPINC1, 3k30HbI

11, 12 reHa PROS1, ak3oHbI 3, 7 reHa PROC) (Diagnosis of transient

antithrombin 3 deficiency in thrombophilias (p.Ala416Ser, p.Arg79His,

p.Pro73Leu, p.Val30Glu)) 10 890
7307 KomnnekcHoe o6cnepnosaHune npu 6ecnnogmm y XeHWwuH (MHakTueaumus X

xpomocombl, CAG-noBTOpbl B reHe AR v onpegeneHne npegakcnaHcum B reHe

FMR1) (Complex evaluation for infertility in women ( X chromosome

inactivation, number of CAG repeats in the AR gene and pre-expansion in the

FMR1 gene)) 8 490
7140 KocTHas reteponnasumsa nporpeccupytowlas. Novnck mytauuin B reHe GNAS, M.

(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) 32120
7141 KpannometadunsapHas gucnnasms. Nonck MyTauum B «ropssymx» yyacTkax

reHa ANKH, «ropsd.» y4. m. (Craniometaphyseal Dysplasia, Gene ANKH,

Hot-Point Mut.) 11 300
7142 KpaHnomeTadmsapHasa gucnnasus. MNouck mytaumii reHa ANKH, m.

(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) 40 790
7717TMSX KpaHnocuHocTos. MNouck myTaumi B reHe MSX2, m. (Craniosynostosis Type 2,

Gene MSX2, Mut.) 11 960
7143 KpaHnocuHocTtos. MNouck mytauni B reHe TWIST1, m. (Craniosynostosis Type

2, Gene TWIST1, Mut.) 14 790
7834LMN JInnognctpodumsa cemenHas YacTnyHas. Monck MyTaumnin B «ropsdmx y4acTtkaxy»

reHa LMNA, «ropsid.» yy. m. (Familial Partial Lipodystrophy 2, FPLD 2, Gene

LMNA, Hot-Point Mut.) 8 390
7835LMN JInnoamctpodmsa cemeriasa YyactnuHas. MNMounck mytauun reHa LMNA, m.

(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 35580
7720LMN MaHanbynoakpanbsHas gucnnasus ¢ nunogmctpoduent. Monck mytauun B

ak3o0Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene

LMNA, Mut.) 8 300
7605MVKB03.006.001.000.3MeBanoHoBas aungypusi. NMonck mytauuii B reHe MVK, m. (Mevalonic Aciduria,

Gene MVK, Mut.) 35 580
7908DIA1 Metremornobunemusi, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.) 28 550
7836DIA1 MeTtremorno6unemusi, CYB5R3 4.m. (Methemoglobinemia, Gene CYB5R3,

Freq. Mut.) 7700
7147 MwuoknoHnyeckas guctonus. MNomck mytauni B reHe SGCE, m. (Myoclonic

Dystonia, Gene SGCE, Mut.) 42 830
77705 MwuoTtoHuyeckas guctpodus, Tmn 2, CNBP (ZNF9), y.m. 3450
7838DMH MuoToHuyeckasa auctpodums. Mouck YacTtbix myTauuii B reHe DMPK, 4. m.

(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) 3750
7148 MuoTtoHusa TomceHa-bekkepa. Mouck YacTtbix myTauuii B reHe CLCN1, y. m.

(Myotonia Congenita, Gene CLCN1, Freq. Mut.) 11 300
77704 MuToxoHapuanbHble 3aboneBaHus, KOMMNEKCHasi AnarHocTuka:

MuToxoHapuanbHas OHK, 4.m. 7 200
7848 MonekynsipHo-reHeTu4yeckasi guarHoctuka 1, 2A, 2B, 2M,2N, 3 Tunos 6one3Hu

oH Bunnebpanaa (18-21 n 28 ak3o0H reHa VWF) 11 990
7316 A09.20.004.000.03 MonekynspHo-reHeTn4yeckas guarHocTrka HegoCTaTOMHOCTM aHTUTpoMbuHa |l

npu Tpombocpunum (reH SERPINC1) 9 590
7315 A09.20.004.000.04MonekynsipHO-reHeTu4ecKas AMarHocTMka HegoCTaToMHOCTM NpoTenHa S npu

Tpombocpunum (3k3oHbl 5,6,11,12,13,14,15 rena PROS1 ) 9 590
7314 A09.20.004.000.01MonekynspHo-reHeTnyeckas gnuarHocTnka HeqocTaTodHOCTM npotenHa C npu

Tpombocpunum (reH PROC) 9 590
7845 MonekynsipHo-reHeTn4Yeckasi AnarHoCT1ka TPOMOOTMHECKON

TpombouunToneHuyeckon nypnypsbl (reH ADAMTS13) 8790
7081 MonekynsipHo-reHeTu4eckoe nccriegoBaHve npu rmnodgocdarasmm (reH ALPL) 15740
7642 MonekynspHbI CKPUHUHE Ha MUKpoAeneunn/ MUKpoZynnnkaumm XxpoMocoMm 9700
77911 A27.05.036 MykoBucumnaos. Mouck Yactbix myTauuii B reHe CFTR, 4. M. (Cystic Fibrosis,

Gene CFTR, Freq. Mut.) 17 190
7163 MbiweyHas guctpodma Amepu-Apendpyca. MNouck mytaumin B reHe FHL1, m.

(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) 27 190
7999LMN MbiweyHas guctpoduma Amepu-Apendpyca. Mouck mytaumn B reHe LMNA, M.

(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 35580




7935

MbiweyHas guctpodusa Amepu-Apendyca. MNonck myTauuii B reHe amepuHa
npu X-cuenneHHon copme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked
Gene Emerine, Mut.)

15 530

7934FKT

MbiweyHas guctpodums, Tun Pykysama. Monck mytaumn B reHe FKTN, m.
(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

42 830

7936TRIN

Hannam MULIBRAY. Mouck mytaumn B reHe TRIM37, m.
(Muscle-Liver-Brain-Eye, Gene TRIM37, Mut.)

11 300

7846SRY|

Hapywenunsa getepmuHauun nona. AHanus Hanuuusa reHa SRY, m. (Disorders
Sex Determination, Analysis Gene SRY, Mut.)

7 700

7903SRY|

Hapywenunsa gerepmmHauun nona. Mouck mytaumn reHa SRY, m. (Disorders
Sex Determination, Gene SRY, Mut.)

7 970

7902PMHA

HacnencTteeHHasi Heiiponatusi C MOABEPXEHHOCTBIO Napanuyy oT caaBrieHus.
Mownck mytaumn B reHe PMP22, m. (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Mut.)

18 470

7658

HacnencTtBeHHasi saHAoTenvanbHas AMCTpodust poroBuLibl - aucTpogust dykca
(reH TCF4) (Fuchs endothelial dystrophy (gene TCF4))

3 900

7840

HacnenctBeHHble (OOpMbl aTUMUYHOMO FEMOMNUTUKO-YPEMUYECKUIA CUHOPOM
(alr'yC) n C3 rnomepynonatum

12 390

7620

B03.006.001.000.1

HacnegcteeHHble bopmbl naHkpeaTuTa (reHbl PRSS1, SPINK1) (Hereditary
pancreatitis (PRSS1, SPINK1 genes))

3 800

7725C1N

HacnencTtBeHHbIN aHrMoHeBpoTMYeckmin otek. Movck mytaumii B reHe C1NH,
M. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

15 000

7847ALX;

HesapalueHve pogHunykos. Mouck myTtaumi B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

18 470

7952PMA

A27.05.033.000.01

Henponatusa ¢ napanvyamu ot caaenexuns, PMP22, geneunmn n gynnvkauum
(Charcot-Marie-Tooth disease type 1A (CMT1A))

5300

7963GJB

A27.05.033

HenpoceHcopHasi HecuHApoMarnbHas TYroyxoCTb, NOMHbIN aHanua reHa GJB2

11 960

7910ELA

HentponeHnus. Monck mytauuii B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

20670

7849NPH

HedpoHodtuna. MNounck mytaumin B reHe NPHP1, m. (Nephronophthisis 1,
NPHP1, Gene NPHP1, Mut.)

16 890

7166

HedpoTtunyeckuii cungpom. Mouck mytaumn B reHe NPHS1, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

60 690

7167

HedpoTtunyeckuir cuHgpom. Mounck mytaumin B reHe NPHS2, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

27 190

7997SCN

Hopmokanuemuyeckun nepyuognyecknii napanud. lNMouck mytaumii B 9k3oHe 13
reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A,
Mut.)

8 300

7957RAB

OkynodpapuvHreansHas MblleyHas gucTpodus. Monck YacTblx MyTauuii B reHe
RABPN1, 4. m. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPNT1,
Freq. Mut.)

3 900

7302

B03.027.007.000.4

Onpepenenne mytauun B reHax BRCA1, BRCA2 meTogom cekBeHMpOBaHMS
cnegytowlero nokoneHus (NGS) B 6uoncunHom matepuane u kposu (BRCAT,
BRCA2 genes analysis by Next-Generation Sequencing (NGS) n biopsy
specimens and blood)

38 900

7303

B03.027.007.000.4

Onpepnenenne mytaumin B reHax BRCA1, BRCA2, ATM, PALB2, CHEK2
METOAOM CeKBEHUPOBaHMWSA crnegytowero nokoneHms (NGS) B buoncunHom
matepuane u kposu (BRCA1, BRCA2, ATM, CHEK2, PALB2 genes analysis by
Next-Generation Sequencing (NGS) in biopsy specimens and blood))

46 900

7301

B03.006.001.000.1

Onpepnenenne mytaumn B reHax LDLR, APOB, PCSK9, LDLRAP1 gns
OVarHoCTUKM CEMEWHON rMnepxonecTepuHeMMn METOAOM CEKBEHPOBaHUS
cnepytowero nokonenusa (NGS) B kposu (LDLR, APOB, PCSK9, LDLRAP1
genes for the diagnosis of familial hypercholesterolemia by Next-Generation
Sequencing (NGS) in blood)

43410

7300

B03.019.002.000.4

Onpepenenne mytaumnin B reHe CFTR MeTogom CekBeHMPOBaHUS CreayoLLero
nokonenunsi (NGS) B kpoBu 4N AMArHOCTUKM MyKOBMCLIMA03a,
HacneacTBeHHoro naHkpeatuta n CFTR-accouumnpoBaHoro BpoXXaEHHOIO
[OBYCTOPOHHEro OTCYTCTBUA cemMsaBbiHocslero npoToka. (CFTR genes analysis
by Next-Generation Sequencing (NGS) in blood)

38 900

7701XI

OnpepeneHne HepaBHOBECHOWN NaoHN3aLMnMn X-xpoMoCOMbl Npur
X-cuenneHHbIX peLeccuBHbix 3abonesaHusix y gesodek (Non-Random X
Chromosome Inactivation in Females)

10 000

126rmM

OcHoBHble HacneacTBeHHble 3a6oneBanus (reHbl CFTR, GJB2, PAH, SMN)
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

22195

7168

OcTeoneTpos peLeccuBHbIA (MpamopHas 6onesHb kocTen). MNouck myTaumi B
reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene
TCIRG1, Mut.)

40790

7958TCIR

OcTeoneTpos peLeccuBHBI (MpamopHas 6omne3Hb KocTel). Monck YacTbIx
myTaumn B reHe TCIRG1, u. m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRGH1, Freq. Mut.)

7 700

7841

B03.019.017.000.0

OcTtpas nepemexatoasica nopgupus (reH HMBS)

11 990

7T727THPG

MepBuyHas runepTpodmyeckas octeoapTponaTus (NaxmgepmMonepuocTos).
Mownck mytaumn B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary,
Autosomal Recessive, 1, Gene HPGD, Mut.)

26 240




7728BMA

MepBryHasa neroyHas runepreHans. MNMouck mytaumi B reHe BMPR2, m.

(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) 53 540
7851MEFB03.006.001.000.3MNepuoaunyeckas 6onesHb. Monck myTtauuii B reHe MEFV, M. (Familial

Mediterranean Fever, FMF, Gene MEFV, Mut.) 36 630
7012MEI (B03.006.001.000.3 MNepuoaunyeckasn 6onesHb. Monck YacTeix MyTauui B rene MEFV, 4. m.

(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) 6 350
7853RP2 MurmeHTHas pgereHepaums cetdatkm (reHsl ABCA4, PDE6GH, RPE6G5, GUCY2D,

CEP290, CNGA3, CRB1, CNGB3) 13 320
7176 MukHogu3ocTos. MNonck myTauuin B reHe CTSK, M. (Pyknodysostosis, PKND,

Gene CTSK, Mut.) 21 590
7998FLC [MHeBMOTOpaKC NepBUYHbIV CMOHTaHHBIN. Monck myTaumn B reHe FLCN, m.

(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 42 830
7093 Monck kpynHbIX Aeneunn/gynnukaumii B reHe CFTR (¢ 3akntoveHnem

Bpaya-reHeTunka) 24 800
7730GLI3 Monugaktunug. Mouck mytaumi B reHe GLI3, m. (Polydactyly, Gene GLI3,

Mut.) 63 720
7636SHH Monugaktunus. Mouck mytaumi B reHe SHH, m. (Polydactyly, Gene SHH,

Mut.) 11 300
7069 [MonNHO3K30MHOE CEeKBEHMPOBaHMWE - NOWCK NPeanooXKUTENBHO

HacneacTBeHHoro 3abonesaHus ¢ uHTepnpetaumert (Whole Exome

Sequencing) 73 900
7076 B03.006.004.000.1MonHO3K30MHOE CEKBEHMPOBAHWE - CKPUHUHI Ha HOCUTENBbCTBO PELLECCUBHBIX

3aboneBaHui ¢ uHTepnpetaumnen 18+ (Whole Exome sequencing for the

carriage of recessive diseases with interpretation 18+) 73 900
7034AX [A27.20.001.000.19MNpeHaTanbHas gnarHocTtuka remocpunum (Prenatal diagnostics of hemophilia) 21990
7034X0OP|A27.20.001.000.1gMNpeHaTanbHas gnarHocTuka remounum B BopcuHax xoproHa (Prenatal DNA

diagnostics of hemophilia) 21990
7034MK [A27.20.001.000.14MNpeHaTanbHas guarHocTuka remounum B nynosmHHoOM kposu (Prenatal DNA

diagnostics of hemophilia) 21990
7033AX (B03.032.002.000.(MpeHaTanbHan anarHocTuka CnmHanbHOM MbllleYHon aTpodun B

amHuoTuyeckon xugkoctn (Prenatal diagnostics of spinal muscular atrophy) 14 500
7035A (B03.032.002.000.(MpeHaTanbHasa agnarHocTka CnnHanbHOM Mbllle4YHOW aTpodunn B

aMHMOTUYECKON XMAKOCTH (C MOMCKOM YaCTbIX NATOreHHbIX BAPUAHTOB B reHe

SMN?1) (Prenatal diagnostics of spinal muscular atrophy) 21990
7035X0P|B03.032.002.000.4MNpeHaTanbHas gnarHOCTUKa CMHaNbHON MblLLEYHON aTpodumn (C MOUCKOM

YacTbIX NaToreHHbIX BapmaHToB B reHe SMN1) B BopcuHax xopuoHa (Prenatal

DNA diagnostics of spinal muscular atrophy, SMN1) 21990
7033XOP|B03.032.002.000.(MpeHaTanbHan anarHocTmka CrnmHanbHOM MblLLEYHOW aTpodun B BOPCUHAX

xopuoHa (Prenatal DNA diagnostics of spinal muscular atrophy) 14 500
7033rK (B03.032.002.000.(4MpeHaTanbHan gnarHocTrka CnnHanbHON MbledYHOn aTpodun B NynOBUHHOM

kposu (Prenatal DNA diagnostics ofspinal muscular atrophy) 14 500
7035IK (B03.032.002.000.(4MpeHaTanbHas gnarHocTnka CnnHanbHON MbledYHOn aTpodunn B NynOBUHHOM

KpOBM (C NMOMCKOM 4acTbIX NaToreHHbIx BapnaHToB B reHe SMN1) (Prenatal

DNA diagnostics ofspinal muscular atrophy) 21990
7031MNK [A27.20.001.000.04MpenatanbHan OHK-gnarHoctuka atakcumn dpugperixa 30990
7031AX [A27.20.001.000.07MpenaTanbHaa OHK-gnarHocTtuka atakcumn dpugpenxa 30 990
7031X0OP|A27.20.001.000.04MpenaTtanbHan OHK-gnarHoctuka atakcum dpugperixa 30990
7032AX [A27.20.001.000.11[NpeHaTanbHas OHK-auarHocTuka mbiweyHon guctpodum OoweHHa/bekkepa

(Prenatal DNA diagnostics of Duchenne-Becker muscular dystrophy) 21990
7032X0OP|A27.20.001.000.13MpeHaTanbHaa OHK-gnarHocTrka mbiweyHon auctpodun JioweHHa/bekkepa

B BopcuHax xopuoHa (Prenatal DNA diagnostics of Duchenne-Becker muscular

dystrophy) 21990
7032INK [A27.20.001.000.14MpeHaTtanbHan OHK-anarHoctnka mbiweydHon auctpodum [ioweHHa/bekkepa

B nynoBuHHoW KpoBu (Prenatal DNA diagnostics of Duchenne-Becker muscular

dystrophy) 21990
7180 Mporepus XatunHcoHa-M'ndopaa. MNouck mytaumin B reHe LMNA, m.

(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) 33 890
79720 A27.05.032 Mporpeccupytolasn mblwevHas guctpodus OoweHHa/bekkepa (MMAAO),

geneuuu n gynnukauumn rena DMD 8 190
7183 MceBookcaHToma anactuyeckas. Nouck yacTbix MyTaumn B reHe ABCCB, 4. M.

(Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.) 8 300
7759LPIN Pabgomunonus (MvornobuHypus). MNMouck mytaumii B reHe LPINT, m.

(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.) 69 920
7185 PetuHowmanc. Mouck mytaumin B reHe RS1, m. (Retinoschisis 1 X-Linked

Juvenile, RS1, Gene RS1, Mut.) 22 670
7649 B03.006.001.000.3 CemeliHas runepxonectepnHemus (KoOMnrekcHas gnarHoctuka - reqol LDLR,

APOB, PCSK9) 8 600
7645 B03.006.001.000.4 CemenHas runepxonectepuHemus, reH LDLR 10 500
7646 B03.006.001.000.4 CemelnHas runepxonectepuHemusi, reH PCSK9 9700
7799TNF|B03.014.002.000.d CemenHasn nepunoguyeckas nuxopagka. MNonck mytaumn B reHe TNFRSFIA, m.

(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,

Mut.) 6 900




7916PRF

CemeliHbI remodaroumnTapHbIn nuMmdorncTnoumnTos. NMonck mytaumi B reHe

PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.) 20 670
7917STX CewmeliHbI remodarounTapHbIn nuMmdorncTnoumnTos. MNMonck mytaumi B reHe

STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.) 15 530
7915STX CeMmeliHbI remodarounTapHbIi NIMMdorncTnounTos. MNMonck mytauun B reHe

STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,

Mut.) 42830
7914UNG CewmeliHbI remodaroumnTapHbIn NMMdorncTnoumnTos. NMonck mytaumi B reHe

UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,

Mut.) 63 720
7914UNCQ CeMmeliHbI remodaroumTapHbIi NIMMOorncTnounTos. MNMonck YacToix MyTauui

B reHe UNC13D, 4. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene

UNC13D, Freq. Mut.) 7 650
7798RET|A27.05.052.000.04 CeMenHbIn MeaynnsipHbIA pak LMTOBUAHON Xenesbl. [lonck myTtauun B

ak3oHax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8

Gene RET, Mut.) 11 300
7797CIA4B03.006.001.000.3 CemenHbIn xononoBon aytoBocnanutenbHbii cuiapom NLRP3 m. (Familial

Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) 42 830
7858NGH CeHcopHas nonuHemnponatus, NGF m. (Hereditary Sensory and Autonomic

Polyneuropathy, Gene NGF, Mut.) 18 470
7733CIA9B03.006.001.000.3CuHgpom CINCA, ren NLRP3 m. (Chronic Infantile Neurologic Cutaneous

Articular, Gene NLRP3, Mut.) 42 830
7186 CuHgpom TAR. Mownck myTtauuin B reHe RBM8A, M. (Thrombocytopenia-Absent

Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) 22 670
7859FGD) CuHgpom Aapckora-CkoTTa (chaumoreHuTanbHas gucnnasus). Mouck mytauun

B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome,

Faciogenital Dysplasia, Gene FGD1, Mut.) 51 860
7187 CuHapom Anbctpoma. MNonck MyTauun B «ropsiimx» ydactkax reHa ALMS1,

«ropsiy.» y4. M. (Alstrém syndrome, Gene ALMS1, Hot-Point Mut.) 14 590
7861KCN CuHgpom AngepceHa. MNouck myTaumii B reHe KCNJ2, M. (Andersen-Tawil

Syndrome, Gene KCNJ2, Mut.) 18 470
7913FGF CuHapom AHTnn-bukcnepa. Mouck mytaumii B 3k3oHe 9 reHa FGFR2, m.

(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) 8 300
7862FGF| Cungpom Anepa (akpouedanocnuHgaktunums). NMonck YacTbix MyTauuii B reHe

FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) 11 300
7863PRP Cungpom Aprta. MNouck myTaumii B reHe PRPS1, m. (Art's Syndrome, Gene

PRPS1, Mut.) 26 240
7796PTE|A27.30.002.000.04 CuHgpom baHasH-Pannu-Pysansbaka. MNMonck mytaunii B reHe PTEN, m.

(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) 32120
7703FLC CuHgpom Bepra-Xora-Obto6a (BXA). Monck myTtauuii B reHe FLCN, m.

(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.) 42 830
7189 Cungpom BoyaHa-KoHpaaum (BKC, uepebporenatopeHarnbHblii CUHAPOM).

Mownck mytaumi B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene

EMG1, Mut.) 18 355
7734BCS CwuHapom BeepHcTaga (cMHOPOM KypyaBbix Bonoc). Mouck myTtaummn B reHe

BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) 18 470
7867EDN Cungpom BaapgeHn6ypra-LLaxa. Mouck mytaumin B reHe EDNRB, m.

(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.) 26 240
7866PAX{A27.05.058.000.04CuHgpom BaapaeHbypra. Monck myTtauuin B reHe PAX3, m. (Waardenburg

Syndrome, WS, Gene PAX3, Mut.) 28 550
7190 CwuHapom BaH gep Byaa. MNouck mytauun B reHe IRF6, m. (Van der Woude

Syndrome, Gene IRF6, Mut.) 32120
7868WAS CwuHapom BuckotTta-Ongpuda (CBO). MNouck mytaumin B reHe WAS, m.

(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.) 26 240
7785PHQ CrHOPOM BPOXOEHHON LeHTpanbHow rmnoseHTunaumm (CBLIN). Mounck yacTbix

myTauun B reHe PHOX2B, u. m. (Congenital Central Hypoventilation

Syndrome, CCHS, Gene PHOX2B, Freq. Mut.) 7 700
7192 B03.027.045.000.q CuHapom MepmaHcku-Nyanaka (Anb6nuHWM3M rnaso-KoXHbIn C

remopparMyeckvm AMaTe3om U NUrMeHTauuen peTukyno-aHaoTenmanbHbIX

knetok). MNomnck YacTbix MyTaumn B reHe HPS1, 4. m. (Albinism

Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.) 11 300
7869GLI3 CuHgpowm pevira (cemenHbivi rmneprenopuam). MNouck mytaumi B reHe GLI3,

M. (Greig Syndrome, Gene GLI3, Mut.) 63 720
7737RAB Cungpowm Mpucuennu. Mouck mytaumn B reHe RAB27A, M. (Griscelli Syndrome,

Gene RAB27A, Mut.) 20 670
7738FGF CwuHapom [xekcoHa-Bencca. Mouck myTtaumi B 3k3oHe 9 reHa FGFR2 u

ak30He 7AreHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene

FGFR2, Exon 7A Gene FGFR1, Mut.) 11 300
77703 CuHapom OPMNA, ATN1, 4y.m. 3500
7194 Cungpom XKy6epa (CX). AHanm3 uucna konuii reHa NPHP1 (Joubert

Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert

Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure

Joubert Syndrome, Gene NPHP1, Mut.) 16 890




7195

CwuHapom KapneHTepa (akpouedanononucuHaakTunmsa BToporo Tuna). Nowvck
myTauun B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

24 990

7768GJB

A27.05.033.000.02

CuHgpom kepatuTa-uxtnosa-tyroyxoctu (KNO-cuHapom). MNouck mytaumii B
reHe GJB2, m. (Keratitis-lchthyosis-Deafness Syndrome, KID Syndrome, Gene
GJB2, Mut.)

11 300

7198

Cungpom Knunnensa-®enns (cuHopom KOpoTKow wewn). Monck myTtauuii B reHe
GDF®6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

15 530

7739ERG

Cungpom KokkewiHa. MNouck mytaumn B reHe ERCCB, m. (Cockayne Syndrome,
Gene ERCC6, Mut.)

69 920

7199

A27.30.006.000.03

Cungpom Koctenno. MNouck mytaumin B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.)

8 300

7202

Cungpom KodbdumHa-Jloypu (CKIT). Momnck myTaumii B reHe RPS6KA3, M.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

66 590

7740PAX

A27.05.058.000.01

CuHAapom KpaHuodaumanbHon AMCMOpPUn-TYroyxoCcTU-yrbHapHON AeBuaumm
kucten. Mouck mytaumm B reHe PAX3, m. (Craniofacial-Deafness-Hand
Syndrome, CDHS, Gene PAX3, Mut.)

28 550

7760FGF

CuHgpom Kpy3oHa ¢ YepHbIM akaHTo30M. Nounck myTauuii B ak3oHe 10 reHa
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene
FGFRS3, Mut.)

8 300

7964FGF

Cungpom KpysoHa. Monck myTtaumin B ak3oHax 7 n 9 reHa FGFR2, m. (Crouzon
Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

11 300

7794CIAS

B03.006.001.000.4

Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene
NLRP3, Mut.)

42 830

7204

Cungpom Makneopa. MNouck mytaumin B reHe XK, m. (McLeod Syndrome,
Gene XK, Mut.)

17 790

7643

CuHagpom MaptuHa-benn (cMHOpOM NOMKOW X XpOMOCOMBbI)

5800

7743ZEB

CuHagpom MoyaTt-BunbcoH. Mouck mytaumi B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.)

53 540

7872NBS

CuHapom HunmereH, NBN y.m. (Nijmegen Breakage Syndrome, NBS, Gene
NBN, Freq. Mut.)

1450

7213

CrHOpOM HorTen-HagKoneHHuka (octeoHnxoaucnnasms). MNMovck mytauui B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene
LMX1B, Mut.)

24 990

7215

Cungpom Ocnepa-PaHato-Bebepa (HacneacTBeHHasi remopparmyeckas
TeneaHrnakrasus). MNonck mytauun B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

32120

7744GLI3

CwuHapowm Mannuctepa-Xonna. Mowvck mytauui B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.)

63 720

7874TBX

CwuHapowm Mannuctepa. Mouck myTtaumi B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

26 240

7217

CuHapom nogkoneHHoro nrepurmyma. Mouck mytaumn B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

30 590

7T745FGF

Cungpowm Mdpanddpepa. Momck myTaumii B ak3oHax 7, 9 reHa FGFR2 n ak3oHe
7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A
Gene FGFR1, Mut.)

15 530

7218MEI

Cungpom PetTa. Mownck mytauuii B reHe MECP2, m. (Retts Syndrome, Gene
MECP2, Mut.)

10 100

7219

CuHgpom Cetpe-YotseHa. [Mouck mytaumn B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

14 790

7220

Cungpom Cunbsepa. MNouck mytaumi B reHe BSCL2, m. (Silver Syndrome,
Gene BSCL2, Mut.)

26 240

7221

CuHgpom CumncoHa-lonabu-bemens. Mouck mytauun B reHe GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

28 550

7877DHQ

Cungpom Cmuta-Nemnu-Onuua (CNOC). MNouck mytaumin B reHe DHCR7, m.
(Smith-Lemli-Opitz Syndrome, Gene DHCR?7, Mut.)

32120

7879AR

B03.006.001.000.4

CuHgpom TecTukynsipHon chemunmsaummn (CTd, cungpom Moppuca). MNouck
myTauun B reHe AR, M. (Testicular Feminization Syndrome, Gene AR, Mut.)

35 580

7747TCO

Cungpom Tpuyepa-KonnuHsa-®dpaHyeckeTTn (MaHanbyno-daumanbHbIi
amsoctos). MNouck mytaumi B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

69 920

7973VHL

A27.05.053.000.02

Cungpom Xunnens-finHgay (uepebpo-peTnHo-BMCLEPanbHbI aHIMOMaTo3).
Onpepgenenuve uncna konui reHa VHL, M. (Von Hippel-Lindau Syndrome, VHL,
Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number
Variation Gene VHL, Mut.)

16 890

7984VHL

A27.05.053.000.03

Cungpom Xunnens-finHpay (uepebpo-peTnHo-BUCLEPAbHBIA aHIMOMaTo3).
Mownck mytaumn B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

15 530

7223

CwuHapowm LWBaxmvana-fanmonga. Mouck mytaumii B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

20670

7224

CwuHapowm Wsaxmana-JanmoHga. Mouck yacTtbix MyTauumn B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

8 300

7911PLO

CwuHapom 3nepca-farno, Tun VI. Mouck yacTteix myTtauun B reHe PLOD1, y. m.
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD1, Freq. Mut.)

11 300




7750CHR

CuHgpom Ockobapa. Mouck mytaumin B reHe CHRNG, m. (Escobar Syndrome,
Gene CHRNG, Mut.)

28 550

77708

Cnactudyeckas napannerus Wrpiomnens, tun 4, SPAST (SPG4), yu.m.

6 800

7994IGHI

CnuHanbHas ammoTpodus ¢ napanuyom guadparmel. lNonck Mmytaumin B reHe
IGHMBP2, M. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,
Gene IGHMBP2, Mut.)

53 540

7996AMY

CnuHanbHasa amuotpodpus tunsl 1, I, 11, IV (c onpegenexHmem yncna konun
SMN2) (Spinal Muscular Atrophy, SMA, Type |, II, Ill, IV (copy Number
Variation SMN2))

7 700

7228

CnuHaneHas amunotpodus Tunel 1, 11, 11, 1V. NMonck mytaumn B reHe SMN1, m.
(Tonbko npy Hanuuun ogHow konum reHa) (Spinal Muscular Atrophy, SMA, Type
I, I, 1, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

28 550

7976ARI

B03.006.001.000.4

CnuHanbHo-6ynbbapHas amunotpodus KeHHegw. Monck yacTeix MyTauui B
reHe AR, 4. m. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq.
Mut.)

3700

7788ATX

CnuHouepebennsapHas atakcums. [Nonck yacTbix MyTauun B reHe ATXN7, 4. m.
(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

7 700

7787ATX

CnuHouepebennsapHas atakcums. [Nonck yacTtbix MyTauun B reHe ATXNS, y. m.
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

7 700

77712

CnuHouepebennspHble atakcuu, peakie opMbl, Y.M.

7 200

77716

CnurHouepebennsipHble atakcuu, Yactble OpPMbl, Y.M.

7 000

7978PRN

CnoHrnodgopMHas aHUedanonatus ¢ HepoNCUXMYECKUMI NPOSIBIIEHNSIMU.
Mownck mytaumn B reHe PRNP, m. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

15 530

7230

CnoHgunokocTanbHbIn An3ocTtos. Nonck myTtauuin B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

24 990

7979TRA

CnongunoanudmsapHasn aucnnasus (C3M). NMonck mytauun B reHe TRAPPC2,
M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

18 470

7319

A27.05.045.000.07

CraTuHbl, hapMakoreHeTVKa (CMMBacTaThH, NOBacTaTuH,
aTopBacTaTVH,MnTaBacTaTuH, MpaBacTaTuH, Po3yBacTaTuH, (ryBacTaTuH)
(Statins (simvastatin, lovastatin, atorvastatin, pitavastatin, pravastatin,
rosuvastatin, fluvastatin))

9 090

7980PRP

CynepakTuBHOCTb hocchopundosmnnmpodocdar cuHTetasbl. [omck myTaumi B
reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity, PRS
Superactivity, Gene PRPS1, Mut.)

26 240

77711

TopcuonHas guctonus, Tun 1, TOR1A (DYT1), 4.m.

3 500

7638TRP|

TpuxopuHodanaHreanbHbli cuHapoMm. MNMonck mytauun B reHe TRPS1, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

35 580

7238

TpombouunToneHusi BpoxaeHHas. MNouck mytaumin B reHe MPL, m. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

28 550

7885PRN

dartanbHasa cemenHas UHCOMHMs. Mounck myTtaumn B reHe PRNP, m. (Fatal
Familial Insomnia, FFI, Gene PRNP, Mut.)

15 530

7888PAH

PeHnnketoHypus. Monck mytauun B reHe PAH, m. (Phenylketonuria, PKU,
Gene PAH, Mut.)

42 830

77811

A27.05.035

deHnnketoHypus. Mouck yacteix MyTauun B reHe PAH, 4. m. (Phenylketonuria,
PKU, Gene PAH, Freq. Mut.)

18 050

7241

Pubpoamcnnasnsa occucmumpytoLas nporpeccupytowas. MNomck mytaumi 6e3
«ropsumx» yyactkos reHa ACVR1, 6e3 «ropsi4.» y4. M. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

24 990

7240

$nbpoamcnnasus occudmumpytoLlas nporpeccupytoas. Mounck mytauuii B
«ropsiumx» ydactkax reHa ACVR1, «ropsy.» y4. m. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

18 680

7621

B03.006.001.000.1

®pykTo3emus (reH ALDOB) (Hereditary fructose intolerance (ALDOB gene))

3 900

7891BTK

X-cuenneHHas arammarnobynmHemus. Monck myTtauuii B reHe BTK, m.
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

63 720

7981BIR(

X-cuenneHHbI nuMmdonponudepaTnBHbIA CMHAPOM (6onesHb [dyHkaHa,
cnHgpom Myptunbo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.)

28 550

7982SH2

X-cuenneHHbI nuMmdonponudepaTnBHbI CMHAPOM (6onesHb [yHkaHa,
cuHgpom MNypTnnebo). Mouck mytaumn B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

18 470

7894FRM

X-cuenneHHbIN MOTOPHbLIW HUcTarM. Nonck mytauun B reHe FRMD7, m.
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

42 830

7983IL2R

X-CUeNnneHHbIN THKENbIA KOMOUHUPOBAHHBIN UMMyHoZenumT. Monck
myTauun B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.)

18 470

7786RMR

XoHapogucnnasuna metadpusapHas, Tun Mak-Ketocuka. Nonck mytaumi B reHe
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP,
Mut.)

8 300

7244

XoHgpogucnnasua TodedHas KoHpaaum-XioHepmana. MNonck myTaumn B reHe
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.)

17 790

7245

XoHgpokanbumHo3s. Mouck myTtaumn B reHe ANKH, m. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

40790




7815HDI

A01.23.004.000.01

Xopesi leHTUHrToHa. Mounck YacTtbix MyTauun B reHe IT15, 4. m. (Chorea

Huntington, Gene IT15, Freq. Mut.) 5510
7889CHM Xopougepemus. Mouck myTtaumin B reHe CHM, m. (Choroideremia, CHM, Gene

CHM, Mut.) 53 540
7027AX [A12.05.013.000.07 XpOMOCOMHBIA MUKPOMATPUYHbIN aHanu3 npeHaTanbHbIi B aMHUOTUYECKOM

KUAKOCTU 18 100
7027X0OP|A12.05.013.000.09 XpOMOCOMHbIV MUKPOMAaTPUYHBIA aHann3 npeHaTtasnbHbli B BOPCUHAX XOPUOHA 18 100
7027T1K [A12.05.013.000.04 XpOMOCOMHBIV MUKPOMAaTPUYHBIN aHann3 npeHaTtanbHbl B MyNOBUHHON KPOBU 18 100
7890CYB XpoHuueckasi rpaHynemaTto3Hasi 6onesHb. Monck mytauuii B reHe CYBB, M.

(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.) 42 830
7T757ERC LlepebpookynodaumockeneTHbli cuHgpom. Mounck myTtauuin B reHe ERCC6, m.

(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.) 69 920
7896EXT OK30CTO3bl MHOXECTBEHHbIe. [Tonck myTauun B reHe EXT1, m. (Multiple

Exostoses, Gene EXT1, Mut.) 42 830
7895EXT OK30CTO3bl MHOXECTBEHHbIe. [Tonck myTauun B reHe EXT2, m. (Multiple

Exostoses, Gene EXT2, Mut.) 53 540
7758NDP) OKccygatuBHas BUTpeoxopeopeTuHanbHas auctpodums. lNomck mytauni B

reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.) 11 960
7897EDA OKTogepmanbHas aHrmgpoTudeckas aucnnasms. lNMounck mytaumn B reHe EDA,

M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.) 28 550
7883GJB OKTogepmanbHag rmgpoTudeckas gucnnasus. Nonck mytauun B reHe GJB6, m.

(Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.) 11 960
7249 OnudmsapHasa ancnnasnsi, MHoxecTBeHHas. Mouck myTtaumn B reHe SLC26A2,

M. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.) 22 670
7248 OnudmsapHasa anucnnasus, MHoXXecTBeHHasi. [onck YacTbIXx MyTaLuin B reHe

COMP, u. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.) 7700
7901GJB OputpokepaTtogepmus. Mouck mytaumi B reHe GJB3, m. (Erythrokeratodermia,

Gene GJB3, Mut.) 11 960
7899GJB Oputpokepatogepmus. Mouck mytaumii B reHe GJB4, m. (Erythrokeratodermia,

Gene GJB4, Mut.) 11 300
7250 A27.05.053.000.013p1TpOLNTO3 peLLeCCUBHBIN (CEMeNHas HacneacTBEeHHas NonuUMTEMUS).

Mouck myTtauun B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene

VHL, Mut.) 15530
7900VHL|A27.05.053 OpuTPOoLNTO3 peLeccuBHbIN (CemenHasa HacneacTBeHHas nonuumMTeMmns).

Momnck yacTbix myTaumn B reHe VHL, 4. M. (Autosomal Recessive

Erythrocytosis, Gene VHL, Freq. Mut.) 7700
9075 HEWHBA3WBHbIU NMPEHATAJIbHbIN TECT (HWUIT)
9001 OBLUEKITMHWUYECKUE UCCJIIEQOBAHUS KPOBU
1620 A09.05.040.000.01G6PD apuTpounToB, akTUBHOCTb 3445
1542 Kap6okcuremornobuH 700
5/119 B03.016.002 KnuHuyeckuin aHanus KpoBK: o6LWmMin aHanu3, nevikodopmyna (c

MUKPOCKOMUEN Ma3ka KpOBW MPW HanmM4mMmn naTornormyeckmx CoBMroB) 485
1515 B03.016.003 KnuHuyeckuin aHanus KpoBu: o6Lwmin aHanus, nevikodopmyna, COJ3 (c

MUKPOCKOMUEN Ma3ka KpoBW Npu Hanu4mm nartonormnyeckmx casuros) (Clinical

Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with

Microscopic Examination of Blood Smear if Presence of Pathologic Changes)) 510
1555 KnuHuyeckuin aHanus KpoBK: o6Lwmin aHanus, nevikodopmyna, CO3 (c

obsasaTenbHOM «py4YHO» MUKpockonuer maska kposw) (Clinical Blood Analysis:

General Blood Analysis, Leucocyte Formula, ESR (with Manual Microscopic

Examination of Blood Smear)) 735
119 A12.05.121.000.01JlenkounTtapHasa dopmyna (amddepeHUnpoBaHHbIA NOACHET NENKOLUTOB,

nemnkouuTorpaMma) C MMKpOCKOMNMEW Maska KpOBY NpU Hanuyinm

naronornyeckux casuros (Leucocyte Formula (Differential White Blood Cell

Count) with Microscopic Examination of Blood Smear if Presence of Pathologic

Changes)* 250
911 A12.05.121.000.04 1enkounTtapHas dopmyna (amddepeHLnpoBaHHbIA NOACHET NENKOLMTOB,

nenkouuTorpaMma) ¢ 06s3aTenbHON «PyYHOM» MUKPOCKOMNMEN Ma3ka KpOBU

(Leucocyte Formula (Differential White Blood Cell Count) with Manual

Microscopic Examination of Blood Smear)* 350
1543 MetremornobuH 710
912 Mwuenorpamma 7 200
5 B03.016.002.000.qO6wwuin aHanun3 kposu (OAK) (6e3 nenkountapHomn popmynsl 1 COJ) (General

Blood Analysis, without White Blood Cell (WBC) Count and ESR) 250
1600 A12.05.002 OcmoTur4eckas pesMcTEHTHOCTb 3PUTPOLIUTOB 2100
150 A12.05.123 Petukynouuntsl (Reticulocytes) 320
150P PetukynouuTsl, pacwmpeHHoe uccnegosanue (Reticulocytes Profile) 850
139 A12.05.001 COJ (ckopocTb oceaaHuns aputpoumToB) (Erythrocyte Sedimentation Rate,

ESR) 175
TRO A12.05.120 TpomGoUMTbI, MUKPOCKONWS (MOACHET B OKpaLLEeHHOM Ma3ke no metody PoHMO)

(Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect Method by

Fonio))* 360
1618 A09.05.014.000.013nekTpodope3 remornobuHa. MemornobmHonaTum 4 265
9026 OHKOIEMATOJIOMMYECKUE UCCIIEJOBAHUS




TT77747T(

B03.019.001.000.4

AHanus Bcex cneumnduryeckmx abeppaumii Ha napadMHOBLIX Cpesax
(rmcToFISH, konwny.) (Analysis of all specific aberrations on paraffin slides

(FISH Histology, quantitative)) 22 095
777751P [A27.30.099.000.13 Ananu3 geneuunn 12p (FISH, konuy.) (Analysis of 12p deletion (FISH,

quantitative)) 13 300
777752Q]1A27.30.099.000.1q Ananum3 geneuunn 20q (FISH, konuy.) (Analysis of 20q deletion (FISH,

quantitative)) 13 300
777791THA27.30.099.000.09 AHanu3 geneumnn TP53 reHa (FISH, konuny.) (Analysis of TP53 gene deletion

(FISH, quantitative)) 13 300
777754THA27.30.099.000.14AHanu3 geneumnn TP53 reHa (FISH, konuny.) (Analysis of TP53 gene deletion

(FISH, quantitative)) 13 300
77790 Ananuns geneuuii B reHe CDKN2A (FISH, konwny.) (Analysis of the CDKN2A

gene deletion (FISH, quantitative)) 20 000
777758DfA27.30.099.000.01AHann3 moHocomum, aeneuun 13 xpomocomel — (del(13), -13) (FISH, konny.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 13 300
777792D{A27.30.099.000.01AHann3 moHocomuu, geneuun 13 xpomocomsbl — (del(13), -13) (FISH, konwny.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 13 300
726251-HA27.05.012 AHnanu3 mytaumm V617F B 14 ak3oHe JAK2 reHa (MLP, kay.) (Analysis of

V617F JAK2 Exon 14 mutations, PCR qualitative) 3590
777738 |[A27.05.061.000.01AHanu3 myTauuii B 12 ak3oHe JAK2 reHa (MUP, ka4.) (Analysis of JAK2 Exon

12 mutations (PCR qualitative)) 6 400
7371 AHanus mytaumn B reH TP53 metonom NGS 57 000
7344 AHann3 mytauui B reHe ASXL1 17 900
7345 AHanu3 mytaumm B reHe CEBPA 16 000
7355 AHanu3 mytaunn B reHe cKIT 9100
7343 AHanu3 mytaumm B reHe CSF3R 10 500
7358 AHanus mytaumin B reHe CXCR4 10 900
7348 AHanus mytaumn B reHe DNMT3A 10 900
7346 AHanu3 mytauui B reHe EZH2 17 900
7330 AHanus mytaumn B rede FLT3 (ITD, TKD), (MUP, ka4.) 11 800
77755 AHanus mytaumi B reHe IDH1 11 800
77756 AHanus mytaumn B reHe IDH2 11 800
777739 |[A27.05.013.000.01fAHanu3 myTauuii B reHe MPL, MLP, kadectBeHHbIN (Analysis of MPL gene

mutations, PCR, qualitative) 6 400
7361 AHanu3 mytauui B reHe MYD88 (L265P) (Mutations in MYD88 (L265P) gene) 10 900
7354 AHanu3 mytaummn B reHe NPM1 9100
77750 AHanu3 mytauui B reHe NRAS 11 800
77752 AHanus mytaummn B reHe RUNX1 17 900
77753 AHann3 myTauui B reHe SETBP1 11 800
77751 AHanu3 mytaumm B reHe SF3B1 11 800
77754 AHanu3 mytauui B reHe SRSF2 11 800
7347 AHanus mytaumm B reHe TP53 38 900
777740 |[A27.05.013.000.03AHanm3 myTauui, geneumn, nicepuuii B reHe CALR (MLUP, ka4.) (Analysis of

CALR gene mutations, deletions, insertions, PCR, qualitative) 6 400
7655 A27.30.070 AHanus oTHocuTenbHom akcnpeccun reHa BCR/ABL p190, konnyecTBeHHast

RQ MUP (B peancHoMm BpemeHn) (PCR analysis of the relative expression of

the BCR/ABL p190 gene — quantitative RQ PCR (real time)) 7 300
7362 AHanu3 oTHocuTenbHow akcnpeccun reHa RUNX1::RUNX1T1-4(8;21),

konunyecteeHHas RQ IMUP (8 peansHom BpemeHn) (PCR analysis of the

relative expression of the RUNX1::RUNX1T1-t(8;21), quantitative RQ PCR

(real time)) 10 900
7352 AHanus oTHocuTenbHoM akcnpeccun reHa WT1 6 900
7777473(A27.30.099.000.03 AHanm3 nepecTpoek 3q (FISH, konny.) (Analysis of 3q rearrangements (FISH,

quantitative)) 13 300
777753Q4A27.30.099.000.11|AHanm3 nepecTpoek 5 xpomocomsl (FISH, konn4.) (Analysis of chromosome 5

rearrangements (FISH, quantitative)) 13 300
777748Q[A27.30.099.000.14 AHanun3 nepecTpoek 7 xpoMmocomsl (FISH, konuy) (Analysis of chromosome 7

rearrangements (FISH, quantitative)) 13 300
777761A1A26.19.011.000.01|AHanm3 nepecTtpoek ATM reHa (FISH, konuy.) (Analysis of ATM gene

rearrangements (FISH, quantitative)) 13 300
777767B(A27.30.099.000.09 AHanm3 nepecTtpoek BCL2 reHa

t(14;18)(q32;921),t(2;18)(p11;921),1(18;22)(921;911) (FISH, konuy.) (Analysis

of BCL2 gene rearrangements

t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(921;q11) (FISH, quantitative)) 13 300
777773B(B03.019.001.000.JAHanu3 nepecTtpoek BCL2 reHa Ha napadmHoBbIx cpesax (rnctoFISH, konuy.)

(Analysis of BCL2 gene rearrangements on paraffin slides (FISH Histology,

quantitative)) 18 890
77775513A27.30.099.000.1JAHanm3 nepectpoek IGH rena (FISH, konuny.) (Analysis of IGH gene

rearrangements (FISH, quantitative)) 13 300




777749M

A27.30.099.000.02

AHanus nepectpoek MLL reHa (FISH, konuy.) (Analysis of MLL gene

rearrangements (FISH, quantitative)) 13 300
777765M AHnanun3 nepectpoek MYC reHa ( t(8;14)(q24;932)-t(2;8)(p11;924), t(8

;22)(924;911)) (FISH, konny.) (Analysis of MYC gene rearrangements

((8;14)(924;932)-t(2;8)(p11;924), (8 ;22)(q24;q11) (FISH, quantitative)) 13 300
777771B(B03.019.001.000.JAHann3 nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napacunHOBbLIX cpe3ax

(MTncToFISH, konny.) (Analysis of BCL- 6 gene rearrangements (der(3)(9q27))

on paraffin slides (FISH Histology, quantitative)) 18 890
7200 AHnanu3 nepectpoek reHa ALK (FISH, konuy.) 21 000
777764B(A27.30.099.000.0§ AHanu3 nepecTpoek reHa BCL- 6 (der(3)(q27)) (FISH, konuy.) (Analysis of

BCL- 6 gene rearrangements (der(3)(9q27) (FISH, quantitative)) 13 300
777735 |A27.30.013.000.01AHanu3 nepectpoek reHa FGFR1 (FISH, konuny.) (Analysis of gene

rearrangements FGFR1 (FISH, quantitative)) 13 300
77789 AHanun3 nepectpoek reHa MALT1 (FISH, konuy.) (Analysis of the MALT1 gene

aberrations (FISH, quantitative)) 20 000
777781 AHanun3 nepectpoek reHa MALT1 Ha napadmHoBbIX cpe3ax (rmcToFISH,

Konwmy.) 33 500
777736 |[A27.30.013.000.04AHanm3 nepectpoek reHa PDGFRB(FISH, konny.) (Analysis of gene

rearrangements PDGFR (FISH, quantitative)) 13 300
77788 AHanua TpaHcnokauum t(1;19) (FISH, konuy.) (Analysis of translocation t(1;19)

(FISH, quantitative)) 20 000
777757T( AHanua TpaHcnokauum t(11;14)(q13;932) (FISH, konuy.) (Analysis of

translocation (11;14)(q13;932) (FISH,quantitative)) 13 300
777790T(B03.019.001.000.AHanmn3 TpaHcnokaumm t(11;14)(q13;932) Ha napadmnHOBbIX cpe3ax

(rmcToFISH, konuny.) (Analysis of translocation t(11;14)(q13;932) on paraffin

slides (FISH Histology, quantitative)) 13 300
777763T( AHanus TpaHcnokauum t(11;18)(g21;921) (FISH, konuy.) (Analysis of

translocation t(11;18)(q21;921) (FISH, quantitative)) 13 300
7777931G AHanus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konwny.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 13 300
7777591G AHanus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konwny.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 13 300
77791 AHanus TpaHcnokauuu t(14;18) (FISH, konuny.) (Analysis of translocation

t(14;18) (FISH, quantitative)) 20 000
777783 AHanua TpaHcnokauum t(14;18) Ha napadmHoBbIx cpesax (fMcToFISH, konuy.) 33 500
7357 AHanus TpaHcnokauum t(14;20) (FISH, konunuy.) 17 900
777772THB03.019.001.000.JAHanm3 TpaHcnokauum t(2;5)(p23;935) Ha napadmHoBbIx cpesax (rmcToFISH,

konwuy.) (Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH

Histology, quantitative)) 18 500
777782 AHanus TpaHcnokauuu t(4;11) (FISH, konuy.) 20 000
T77756TH AHanus TpaHcnokauuu t(4;14)(p16;932) (FISH, konuy.) (Analysis of

translocation t(4;14)(p16;932) (FISH, quantitative)) 13 300
77784 AHanua TpaHcnokauuu t(8;14) (FISH, konuy.) 20 000
777780 AHanus TpaHcnokauuu t(8;14) Ha napadumHoBbIx cpe3ax (rMcToFISH, konny.) 33 500
77785 AHnanua TpaHcnokauum t(8;9) PCM1/JAK2 (FISH, konwny.) 22 900
777762Q[A27.30.099.000.19AHanns Tpucomum 12 xpomocomsl (+12) (FISH, konuny.) (Analysis of

chromosome 12 trisomy (FISH, quantitative)) 13 300
77787 AHanua Tpucommmn 8 xpomocomel (+8) (FISH, konny.) (Analysis of chromosome

8 trisomy (FISH, quantitative)) 20 000
777734 AHanun3 xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of chimeric gene

BCR-ABL, FISH, quantitative) 13 300
77783 AHanus xumepHoro reHa CBFB/MYH11-inv(16), t(16;16) (FISH, konny.) 20 000
777744CH{A27.30.089 AHanus xumepHoro reHa CBFBR/MYH1- inv(16),t(16;16) (MNLUP, kay) (Analysis of

chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative)) 5770
T77746E4A27.05.017 AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, ka4.) (Analysis of chimeric

gene E2A/PBX1 -1(1;19) (PCR, qualitative)) 3280
777737 |A27.30.013.000.03 AHanu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konuy.) (Analysis of chimeric

gene FIP1L1/PDGFRa (FISH, quantitative)) 13 300
777745M|A27.05.017.000.03 AHanm3 xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of chimeric

gene MLL/AF4 -t(4;11) (PCR, qualitative)) 3 550
7363 AHanus xumepHoro reHa NUP214::ABL (MLUP, kay.) (Analysis of chimeric gene

NUP214::ABL (PCR, qualitative)) 10 900
77786 AHanus xumepHoro reHa PML/RARA-t(15;17) (FISH, konny.) 20 000
777742PNA27.30.090 AHanuna xumepHoro reHa PML/RARa -t(15;17) (MNUP, ka4.) (Analysis of

chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) 3550
777743R(A27.30.088 AHanua xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MUP, kau.) (Analysis of

chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative)) 3550
77782 AHanus xumepHoro reHa RUNX1/RUNX1T1-t(8;21) (FISH, konwnu.) 20 000
7360 AHanun3 xumepHoro reHa SIL::TAL1 - geneuus 1p32 (MUP, ka4.) (Analysis of

chimeric gene SIL::TAL1 - deletion 1p32 (PCR, qualitative)) 5500
7359 AHanun3 xumepHoro reHa TEL::AML1-t(12;21) (MUP, kay.) 5500
565 A27.30.008 Oetekuunsa mytauumn V600E B reHe BRAF 4700




50110LL)

MMMyHOI’MCTOXVIMVI‘-IeCKaﬂ ANarHoCcTuka HOBOOGpaSOBaHVIVI LLIMTOBMAHOW

xenesbl 31400
562 A27.30.016 Wccneposanue mytaumn B reHe EGFR (geneumun n nHcepuunm B 19 ak30He,

nHcepummn B 20 9K30He (acCOUUMPOBaHHbIE C PE3UCTEHTHOCTbLIO K TKN) 4 230
777741B(A27.05.017.000.01fNccnepoBanme mytaumoHHoro ctatyca BCR-ABL rena (MeTog npsmoro

cekBeHunpoBaHua no CaHrepy) (BCR-ABL1 Mutation Analysis using direct

Sanger sequencing, qualitative) 12150
T77769K KapuoTun oHkoremaronoruyeckun (Karyotype, Hematologic Disorders,

Peripheral Blood) 9 500
7372 Kapwuotun oHkoremartonormdeckun ¢ ncnonssosaHnem DSP30 n IL2 21400
583 KoHcynbTaTMBHBIN NPOCMOTP M MOSEKYNsipHO-reHeTUYeckoe uccrneaoBaHe

LUMTOBUAHOM Xenesbl. 15215
582 A27.30.006.000.01MoneKkynsipHO-reHeTM4eCKoe UccrneaoBaHve onepaLmMoHHOro matepuana

LMTOBMAHOW Xene3bl Ansa onpeaenexHunsa mytaumn reHoB KRAS, NRAS, HRAS,

BRAF, TERT (Molecular genetic study of thyroid surgical material to determine

mutations of KRAS, NRAS, HRAS, BRAF, TERT genes) 9600
7078 MonekynsipHo-reHeTu4eckoe NCCrneaoBaHe NaTonorMyeckoro MeTUNMpPoBaHns

reHa SEPT9 10 490
7082 A27.05.052.000.09 MonekynsipHo-reHeTM4ecKoe nccregoBaHve npy ceMeiHoM MeaynnspHOM

pake LWMTOBWUAHOM xene3bl u cuHgpomax MOH 1/2 (ak3oHbl 10, 11, 13 - 16

reHa RET v ak30H 10 reHa MEN1) 9 500
7079 MonekynspHo-reHeTu4ecKkoe uccrnegoBaHve TpaHcnokaumm reHa RET 13 640
5508 MonekynsapHo-reHeTn4eckoe nuccnegosaHune TpaHcnokaumn reHos NTRK1/2/3 22 500
7368 MonekynspHo-reHeTu4Yeckoe NponnMpoBaHMe COMaTUYeCKnx MyTaLmnin B

onyxonesown TkaHn metogom NGS 47 900
777725 |A27.30.112.000.01|MyTaummn PIK3CA (Mutations in PIK3CA gene) 9 990
777724 |A27.30.051 MyTtauwmm B reHe IDH1 10 100
777723 |A27.30.052.000.01MyTaumu B reHe IDH2 10 100
777730 MyTaumu B reHe MET 9 200
777722 |A27.30.058.000.01MyTaumu B reHe POLE 6 300
777702 MyTauMOHHBIN cTaTyc reHoB BapuabernbHbIX y4acTKOB UMMYHOrMobynMHoB

IGHV, MNMUP (IGHV mutational status, PCR) 16 200
569 A27.30.006 OGHapyxeHue mytauui B 12, 13, 59, 61, 117, 146 kogoHax reHa KRAS 6 500
571 A27.30.007 O6HapyxeHue mytauuii B 12, 13, 59, 61, 117, 146 kogoHax reHa NRAS 6 500
777728 |A27.30.006.000.04Onpenenenne abepauni C228T n C250T B reHe TERT 6 300
7353 OnpepgeneHve annenbHOW Harpysku MyTaumu B reHe FLT3 (ITD)

(KONMYeCTBEHHO) 14 900
5014 Onpepnenenne amnnudukaumm reHa MDM2 meTtogom chnyopecLeHTHoM in situ

rmbpuagmsaumu (FISH) 21 500
5013 Onpegenenve amnnudukaumm reHa MET meTogom chriyopecueHTHOM in situ

rmbpuamsaumu (FISH) 22 800
563 A27.30.106.000.01OnpeaeneHmne runepakcnpeccun reHa HER2 (konmnHocTb reHa) 10 900
777727 |A27.30.057 OnpepneneHne metunupoBaHnsi reHa MGMT 8 950
574 A27.30.001 OnpeaeneHve MUKpocaTennUTHoOW HectabunbHocTu (MSI) 3900
568 A27.30.013 OnpepeneHune mytaumin reHa PDGFRa 12 900
576 A27.30.012.000.01OnpeneneHne myTtaumi reqa cKIT 10 900
577 A27.30.017 OnpepneneHune nepectpoek reHa ALK 7700
578 A27.30.018 OnpepneneHne nepectpoek reHa ROS1 7700
560 A27.30.010.000.01Onpegenexne pacnpocTpaHeHHbIX MyTaumin reHoB BRCA1,BRCA2 npu pake

MOMOYHOW Xene3sbl U ANYHUKOB B BMONCUMINHOM MaTepuane 7 400
777726 |[A27.30.058 OnpepgeneHne TpaHcnokauum 1p/19q 8 950
584 Onpepenenne TpaHcnokauum reHa ALK metogom doryopecueHTHoM in situ

rmbpuamsaumu (FISH) 14 990
558 Onpepnenenne TpaHcnokauum reHa EWSR1 metogom chnyopecLeHTHo in situ

rmbpuagmsaumu (FISH) 33 500
5012 Onpepgenexve TpaHcnokauum reHa RET meTogom dnyopecueHTHOM in situ

rmbpuamsaumu (FISH) 28 500
585 Onpepnenenne TpaHcnokauum reHa ROS1 metogom cnyopecLeHTHoM in situ

rmbpuamsaumu (FISH). 14 990
555 OnpepeneHne TpaHcnokauum reHa SS18(SYT) meTogom chriyopecLeHTHOM in

situ rnbpuamnsaumm (FISH) (Determination of SS18(SYT) gene translocation

using fluorescent in situ hybridization (FISH)) 32 000
548 A08.30.039 OnpepneneHune akcnpeccun PDL1 7 400
OBC137 Manenb MMnepao3nHOUNbHLIA CUHAPOM 43 900
OBbC142 MaHenb OnddysHas B-kpynHokneTodHas numdoma 34 300
OBC141 Manenb VicTMHHas nonuuntemus 18 120
OBbC136 Manenb Jlumdoma Bepkuta 34 300
OBC135 Manenb Jlnmdoma 13 KNeTok MaHTUAHOW 30HbI 34 300
OBC139 Manens MAJTT-numdoma 45 800
OBbC144 MaHenb OcTpble NMMdobnacTHble NeKo3bl 19 580
OBbC132 Manenb MepBuYHLIA M1enogpnopos 23970
OBC138 Manenb ®onnukynspHasa numdoma 34 300




OBC143

Manenb XpoHnyeckni mmenonenkos (Panel Chronic myelogenous leukemia,

CML) 18 395
OBC140 MaHenb OcceHumnanbHas TpoMGounTeMms 23 995
7351 MUP aHanu3 knoHanbHbIX peapaHXMpoBOK B-kneTovHbIX peuenTopoB 21 000
7356 MLUP aHanu3 knoHanbHbIX peapaHXMpoBOK T-KNEeTOYHbIX peLenTopoB 20 500
777733 |A27.30.069 MUP aHanu3 oTHocuTenbHom akcnpeccun reHa BCR/ABL p210 -

konnyecteeHHas RQ MNLP (8 peansHom BpemeHnn) (PCR analysis of the

relative expression of the BCR/ABL p210 gene - quantitative RQ PCR (real

time) 6 500
7306 MUP aHanu3 xumepHoro reHa BCR-ABL-t(9;22) (p230) (ka4ecTBEHHO) 7 020
777732 |A27.05.017.000.03MNLP aHann3 xumepHoro reHa BCR/ABL - t(9;22), onpenenenue tuna

TpaHckpunta BCR/ABL reHa - kadyectBeHHas MNLUP (PCR analysis of the

chimeric BCR/ABL gene - 1(9;22), determination of the BCR/ABL gene

transcript type - qualitative PCR) 4 230
777731 |[A08.30.029.001 [LiMToreHeTnyeckuii aHanmna KneTok KocTHoro mosra (kapuotun) (Cytogenetic

analysis of bone marrow (karyotype)) 8970

OlPELQENEHUE TUITA BUOJIOTMYECKOIO MATEPUAIJIA YEJTIOBEKA B
9029 BUNOJIOrMYECKOM MATHE
9003 OL|EHKA CBEPTbIBAFOLENA CACTEMbI
164 A09.05.051.001 |D-gumep (D-Dimer) 1205
1 A12.05.039 AKTVBMpOBaHHOE YacTUYHOE (NapunanbHoe) TpoMBoNNacTUHOBOE BpeMs

(AYTB (AMNTB), kedanuH-kaonuHosoe Bpemst) (Activated Partial

Thromboplastin Time, APTT) 230
1412 A09.05.186.000.04 AHTK-Xa aktnBHocTb, ME/Mn (FenapuH, koHueHTpaumusa, ME/mn), Anti-Xa

activity, IU/ml (Heparin concentration, IU/ml) 2 820
4 A09.05.047 AHTUTPOMOWH I, % aktuBHocTM (AT lII, Antithrombin 1lI, % Activity) 600
190 A12.05.043.000.01BonyaHouHbIn aHTuKkoarynaHT (BA) (Lupus Anticoagulant, LA ) 1090
OBC109 lemocTasnorpamma (koarynorpamma) pacumpeHHas (Hemostasiogram

(coagulogram), extended 4 500
OBC103 [B03.005.006 lemocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,

Gemostaziogram, Screening) 945
1214 MccnepoBanue aktnBHocTy npoTtea3sl ADAMTS-13 7 500
1801 A09.05.190.000.04ccneqoBanne akTMBHOCTM chakTopa |l 3900
1802 A09.05.190 MccnepoBaHue akTnBHoOCTM dhakTopa V 3450
1800 WMccnenoBaHue aktnuBHocTh daktopa VI 4 200
1803 A09.05.186 MccnepoBaHue akTnBHoCTM dhakTopa X 3450
1805 A09.05.184 MccnenoBaHue aktnBHocTh daktopa Xl 3450
1804 A09.05.185 MccnepoBaHue aktnBHocTy chaktopa Xl 3450
1822 MccnenoBaHue nHaekca pucToUeTMHOBOM akTUBHOCTU cbakTopa Bunnebpanaa 4100
1823 MccnepoBaHme konnareHCBs3bIBaOLLEN akTUBHOCTU dhakTopa Bunnebparga 5150
1824 KomnnekcHoe nccnegoBaHue yHKUMOHANbHOW akTUBHOCTY dhakTopa

Bunnebpanga 8 100
1153 A09.05.048 Mna3muHoreH (Plasminogen) 890
1263 A09.05.125 MpoteunH C, % aktusHocTu (Protein C, % Activity) 2095
1264 A09.05.126 MpotenH S cBoGoaHkiIn (Protein S, Free) 2 400
2 A12.05.027.000.01MNpoTpombuH (NnpoTpombuHoBoe Bpewmsi, MB), MHO (MexayHapogHoe

HopMarnu3oBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,

International Normalized Ratio, INR) 280
1902 PacLumpeHHbIi NOMCK BONMYaHOYHbIX aHTUKOArynsHTOB B Nia3me B

COOTBETCTBUU C pekomeHaaumsamu MexayHapogHoro ObLiecTsa no

Tpombo3am u remocTasy (Lupus Anticoagulant Diagnostic in Plasmaon

recommendation ISTH) 6 400
194 A12.05.028 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 270
1410 A09.05.187 dakTop IX, akTMBHOCTL, % (dhakTop Kpnctmaca, aHTUreModunbHbIN hakTop

«B») Factor IX, Activity,% (Christmas Factor, anti-hemophilic globulin “B”) 1320
1409 A09.05.188 ®akTop VIl (aHTUremodunbHbIN rmobynuH A) (Antihemophilic Globulin A,

FVIII) 1240
1417 A12.05.035 dakTop Bunnebpanga (puctoueTnH-kodakTopHasa aktTuBHocTb) (Von

Willebrand Factor ristocetin cofactor activity) 7100
1413 A09.05.220 dakTop Bunnebpanaa, aHtureH, % (Willebrand Factor, Antigen, %) 3435
1156 PubpuH MOHOMEP, pacTBOpUMble (PUBPUH-MOHOMEpPHBIE KoMniekcbl (POMK) 5300
3 A09.05.050 dunbpuHoreH (Fibrinogen, FG) 280
9006 OL|EHKA ®YHKLNN SHOKPUHHOU CUCTEMbI
1719 (Chromolab) 17-OH-MperHeHonoH ceo6oaHbIn B kposu, BOXX-MC/MC 3 050
1718 (Chromolab) 17-OH nporectepoH B kposu, BOXX-MC/MC 3550
1717 (Chromolab) AHaporeHbl u nx metabonuTel (8 Nnokasarenen), pacyeT

COOTHOLLEHWI: AernapoanmaHgpocTtepoH (OM3A), aHapOoCTEHANOH,

TECTOCTEPOH, aHAPOCTEPOH, 3NNaHAPOCTEPOH, 3TUOXONAHOMOH,

3MNUTECTOCTEPOH, NperHaHTpmon B moye, MN'X-MC 10 150




1720

(Chromolab) AHgporeHbl 1 UX METAbOMNMTbI, pac4eT COOTHOLLEHWI, 3CTPOreHbI
n nporectareHbl (12 nokasarenen): germgpoanvaHapoctepoH (AM3A),
aHOPOCTEHANOH, TECTOCTEPOH, aHAPOCTEPOH, 3NMaHAPOCTEPOH,
3TMOXONAHOIOH, 3NMMTECTOCTEPOH,NMPErHaHTPMON, 3CTPaAMOS, 3CTPOH,
acTpwon, nperHanauon B moye, MNX-MC

8 350

1730

(Chromolab) AHaporeHbl, rOKOKOPTUKOMABI, MUHEPANOKOPTUKONARI,
nporectareHbl, X NPeALEeCcTBEHHNKN U MeTabonuTel (18 nokasartenei) B
kposu, BOXX-MC/MC

21800

1729

(Chromolab) AHaporeHsbl, rOKOKOPTUKONAbI, MUHEPaNnoKOpTMKouabl,
NpOorecToreHbl, X NPeaLecTBEHHNKN N MeTabonuTbl (12 nokasartenew) B
kpoBu, BOXXX-MC/MC

13 200

1715

(Chromolab) AHaporeHbl, rIOKOKOPTUKOMABI, MUHEPaNOKOPTUKONARI,
NPOrecToreHbl, X NPeALEeCTBEHHNKN U MeTabonuTel (13 nokasartenei) B
kpoBu, BOXX-MC/MC

13 700

1737

(Chromolab) AHgporeHbl, rOKOKOPTUKOMABI, MUHEPaNOKOPTUKONaRI,
3CTpOreHbl, NporecTareHbl, UX NpeawecTBeHHUKN 1 MeTabonuTbl (13
nokasatenewn) B cntoHe (Androgens and their metabolites (13 indicators),
salivary), BOXXX-MC/MC

13 400

1713

(Chromolab) AHaporeHsbl, rOKOKOPTUKONAbI, MUHEPanoKopTMKouabl,
ACTPOreHbl, NporecTareHbl, X NpeaLwecTBeHHUKN 1 MeTabonuThbl (16
nokasarenewm) B kposu, BOXXX-MC/MC

10 700

1736

(Chromolab) AHApoOreHbl, rMOKOKOPTUKOMABI, 3CTPOreHbl, NporectareHbl, Ux
npeaLwecTBeHHNKN 1 MeTabonuTel (8 nokasaTenei) B cntoHe (Androgens and
their metabolites (8 indicators), salivary), BOXXX-MC/MC

13 900

1795

(Chromolab) BruoreHHble amMmyHbI: agpeHanyH, HopagpeHanuH, 4ohamMuH N nx
MeTUNNPOBaHHble MeTabonuThl: cBOGoAHbIE MeTaHedPUH 1 HopMeTaHedpyH
(HekoHbtorMpoBaHHble ¢ SO4), obume meTaHedpuH U HopMmeTaHedppuH
(cBOBOAHbIE U KOHbIOTMpOBaHHble ¢ SO4) 1 KOHEYHbIE MeTabonuThI
KaTexonaMmMHOB U CEPOTOHMHA: rOMOBaHunnNMHoBas kucnota (MBK),
BaHWNUNMuHAansHas kucnota (BMK), 5-okcunHgonykcycHas kucnora
(5-ONYK) - B moye, BOXKX-MC/MC; 'X-MC

15 000

1797

(Chromolab) BroreHHble amyHbI: agpeHanuH, HopaapeHanuH, 4oamMuH, nx
meTabonuTbl: romoBaHunMHoBas kucnorta (MBK) n BaHununmmHgansHas
kucnota (BMK); meTabonuT cepoToHUHA: 5-OKCUMHOOMYKCYCHas Kucnota
(5-OUYK) - B moue, BOXXX-MC/MC; I'X-MC ((Chromolab) Biogenic amines:
adrenaline, noradrenaline, dopamine, their metabolites: homovanillic acid
(HVA) and vanillylmandelic acid (VMA); serotonin metabolite:
5-hydroxyindoleacetic acid (5-HIAA) - in urine, HPLC-MS/MS; GC-MS)

19 500

1864

(Chromolab) BuoreHHble amyHbI: agpeHanuH, HopaapeHarnuH, 4oamuH,
CEepOTOHWH - B KpoBu, BOXKX-MC/MC

4 800

1799

(Chromolab) BroreHHble amyHbI: agpeHanyH, HopagpeHanuH, 4odamuH,
CEPOTOHMH U UX METUITMPOBAHHbIE METABONNTLI: MeTaHePUH,
HopmeTaHedpuH - B kposu, BOXKX-MC/MC ((Chromolab) Biogenic amines:
adrenaline, noradrenaline, dopamine, serotonin and their methylated
metabolites: metanephrine, normetanephrine - in blood, HPLC-MS/MS)

14 100

2040

(Chromolab) BruoreHHble amMmyHbI: agpeHanuH,HopagpeHanvH, 4ohamuH - B
Moye, BOXKX-MC/MC

6 400

1725

(Chromolab) AerngpoanvaHapocTepoH B CrOHe (MccrnedoBaHue Ans nuy,
ctapwe 18 ner), BOXXX-MC/MC

3 900

1732

(Chromolab) AerngpoanuaHgpoctepoH-cynbdar (AM3A-SO4) B kposu,
B3XXX-MC/MC

3750

1735

(Chromolab) Koptuson (6 nopuwuit), gernapoanuangpoctepoH (AM3A),
BbIsiBNieHMe cTpecca u ero ctagum, BOXKX-MC/MC

12 500

1728

(Chromolab) Koptuson B cnitoHe (ogHa nopums), BOXX-MC/MC

1900

1733

(Chromolab) Koptuson B crnitoHe (yTpeHHss nopums 8:00, BevepHsas nopuus
23:00), BOXX-MC/MC

3250

1734

(Chromolab) Koptuson B cnitoHe, 4 nopuuu, BOXX-MC/MC

7 650

1722

(Chromolab) KopTun3on, KOpT13oH, 6-rMapoKCUKOPTU30N U MX COOTHOLLEHMS B
moye, '’X-MC

9700

1868

(Chromolab) Metabonutbl agpeHanuHa n HopagpeHanuHa: cBoboaHble
mMeTaHedpVH 1 HopMmeTaHedpPUH (HeKOHblorMpoBaHHble ¢ SO4); obwme
mMeTaHedpUH 1 HopmeTaHedpUH (CBOOOAHBbIE U KOHblorMpoBaHHble ¢ SO4) - B
Moye, BIXKX-MC/MC

8 900

2042

(Chromolab) MeTabonuTbl 6MOreHHbIX aMUHOB: FOMOBaHWUIMHOBAs KUCnoTa
(MBK), BaHununmungansHas kucnota (BMK), 5-okcu-uHgonykcycHas kucnora
(5-OUYK) - B moue, N'X-MC

6 400

2037

(Chromolab) MeTabonuTtbl 3CTPOreHoB, pacyeT COOTHOLLEHNS (OLIEHKA pucka
pa3BuUTMA OHKonaTtosnorumn) B moye, BOXKX-MC/MC

12 600

1871

(Chromolab) OnpegeneHune pe3sucTeHTHOCTU K NPOrecTepoHy

9 200

1724

(Chromolab) MNporectepoH B kpoBu, BOXX-MC/MC

3 450

1739

(Chromolab) CtepouaHbin npodunb 13 nokasarener ¢ onpegeneHnemM
nperHeHonoHa (Salivary steroids (13 indicators), pregnenolone),
BOXXX-MC/MC

14 650

1726

(Chromolab) CteponaHbin npodunb B cntoHe (4 nokasatens), BOXXX-MC/MC

8 100

1731

(Chromolab) TectocTepoH B kposu, BOXXX-MC/MC

3 600




1738

(Chromolab) TectocTepoH cBOGOAHbIN B CrtOHE (MCCreqoBaHUe Ans nuy,

crapwe 18 ner) (Testosterone Free), BOXXX-MC/MC 4150
1714 (Chromolab) 3ctpagmon B kposu, BOXX-MC/MC 3400
1727 (Chromolab) 3ctpagmnon ceoboaHbIv B crntoHe, BOXXX-MC/MC 3 600
1723 (Chromolab) 3cTporeHbl n nx MeTaboONUTLI: 3CTPaAANON, 3CTPOH, SCTPMON,

16a-OHE1, 2-OHE2, 2-OHE1, 2-OMeE1, 4-OMeE1, 4-OHE1 n pacyet

COOTHOLLEHWIA; NperHaHamon - metabonut nporectepoHa (10 nokasatenein) B

moye, BOXXKX-MC/MC; M'X-MC 12 200
1721 (Chromolab) 3cTporeHbl 1 nporecTareHbl (4 Nnokasatens): acTpagnon, 3CTPOH,

acTpwon, nperHangvon B moye, NX-MC 10 200
1716 (Chromolab) 3cTporeHbl: acTpaanon, 3CTPOH U 3CTPUON B KPOBM,

B3»XXX-MC/MC 4 550
156 B03.016.022 17-ketocteponabl (17-KC) B moye (17-Ketosteroids, Urine) 2590
154 A09.05.139 17-OH- MporecTepoH (17-Hydroxyprogesterone, 17-OHP) 590
1875 17-OH-nporectepoH B kposu, BOXKX-MC/MC (17-OH-progesterone, blood) 5990
PACYETHA09.05.056.000.03HOMA-G pacueT nHaekca (npv BbINOSIHEHUN TTOKO3bl U3 CEPOI NMPOBUPKN) 150
PACYETHA09.05.056.000.03HOMA-IR pacyeT nHaekca 150
PACYETHB03.032.002.000.JPRISCA1 pacuet 225
PACYETHB03.032.002.000.JPRISCA2 pacuet 190
100 A09.05.067 AnpeHokopTUKOTPOMHbIN ropMoH (AKTT, kopTukotponuH) (Adrenocorticotropic

Hormone, ACTH) 790
205 A09.05.069.000.01AnbgocTepoH (Aldosterone) 885
ALD205 |A09.05.069.000.04AnbgocTtepoH (Aldosterone) 1600
1302ARRIA09.05.121.000.01AnbgocTepoH-peHnHoBoe cooTHolleHune (Aldosterone-Renin Ratio, ARR) 1500
AFP92 |A09.30.002.000.01Anbda-detonportenH (API) (a-Fetoprotein, AFP) 650
170 A09.05.147 AHgpocTeHanon rmokypoHna (AHapocTaHgmon rmokypoHna) (Androstanediol

Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G) 1230
195 A09.05.146 AHppocTeHguoH (Androstenedione) 1170
1144 A09.05.225 AHTumionnepos ropmoH (AMIN) (Anti-Mullerian Hormone, AMH, Mullerian

Inhibiting Substance, MIS) 1600
198 A12.06.036.000.01AHTHTENA K MUKPOCOManbHOW cpakuum TupeoumnToB (AT K MUKpOCOMaribHOMY

aHTureHy tupeouuto, AT-MAIT, AMAT, TupeovaHble aHTUMUKPOCOMAsibHbIE

aHTuTena) (Anti-Thyroid Microsomal Antibodies) 600
199 A12.06.046 AHnTuTena k peuentopam TTI (AT k peuentopam TUPEOTPOMHOIO FOPMOHA B

cbiBopoTKe KpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor

Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor

immunoglobulin, TBII) 1900
57 A12.06.017 AHTuTena k Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,

Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 515
58 A12.06.045 AHTUTEna Kk TupeongHon nepokcunaase (AT-TIMO, MukpocomanbHble aHTUTena)

(Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO

Antibodies, TPOAD, Anti-TPO) 470
PAPP161|A09.05.161.000.03 AccouumnpoBaHHbIi ¢ 6epeMEHHOCTBIO MPOTEUH-A NNasmbl

(Pregnancy-Associated Plasma Protein-A, PAPP-A) 2350
PAP161 ACCOLMNPOBaHHbLIN C 6EPEMEHHOCTBLIO MPOTENH-A NNasmbl

(Pregnancy-Associated Plasma Protein-A, PAPP-A) 1200
161 A09.05.161.000.01AccoLmmnpoBaHHbI ¢ 6epeMeHHOCTbIO NPOTENH-A MnasMbl

(Pregnancy-Associated Plasma Protein-A, PAPP-A) 745
ASTRAIA| Broxumunyeckuii CKpUHUHT 1-ro TpuMecTpa 6epemMeHHOCTU Ans Nporpammbl

AcTpans 2990
BX-PRS1 Buoxmmunyeckuin TponHom TecT 2 TpuMmecTpa 6GepeMeHHOCTU st NporpaMmbl

PRISCA (Biochemical triple test of the 2nd trimester of pregnancy for the

PRISCA software) 2000
BEX-PRS2 Brioxumunyeckuii TpoiHOM TecT 2 TpumecTpa 6epeMeHHOCTM Ans Nporpammel

PRISCA (Biochemical triple test of the 2nd trimester of pregnancy for the

PRISCA software) 2000
1270 A09.05.085 MmctamunH B nnasme kposu (Histamine, Plasma) 2910
149 A09.05.160 MobynuH, ceAsbiBatoLwmin nonosble ropmoHbl (MFCIMIM) (Sex Hormone-Binding

Globulin, SHBG) 565
1602 A09.05.148 HerngpoanmaHapocTepOH (HEKOHBIOMMPOBAHHBIN) 1615
101 A09.05.149 LervapoannangpoctepoH-cynbdat (AOA-S04, Dehydroepiandrosterone

sulfate, DHEA-S) 420
1876 [ervapoannangpoctepoH-cynbgat B kposu, BOXKX-MC/MC

(Dehydroepiandrosterone sulfate, blood) 3100
168 A09.05.150 OvrngpotectoctepoH (O T) (Dihydrotestosterone, DHT) 1520
1677 A09.05.099.000.01 AMmeTNapruHnH aCUMMETPUYHBIN B KPOBM 4990
1145 A09.05.203 MHrm6uH B (Inhibin B) 1700
1837 MHgekc nHeynuHopesmcteHTHocT CARO (BknovaeT onpegeneHme rmiokosbl 1

WHCYNUHa) 1500
172 A09.05.056 WHcynuH (Insulin) 575
ASTRAIA Wccneposanne PAPP-A u cB. B-XI'Y B 11-14 Hepenb 6epeMeHHOCTY C

pacyeToOM PUCKOB XPOMOCOMHbIX aHoManui B nporpamme ASTRAIA 3 500




ASTRAIA

Wcecneposanue PAPP-A n cB. B-XI'Y B 11-14 Hepenb 6epemeHHOCTH C
pacyeToOM PUCKOB XPOMOCOMHbIX aHOManui, 3agepxku pocTta nnoaa,

npexaeBpeMeHHbIX pogoB, npeaknamncun B nporpamme ASTRAIA 3500
ASTRAIA Wcecneposanue PAPP-A n cB. B-X'Y n PIGF B 11-14 Hegenb 6GepemMeHHOCTU C

pac4yeToOM PUCKOB XPOMOCOMHbIX aHOManun, 3agepxkv pocTta nnoaa,

npexaeBpeMeHHbIX POAOB, MHAMBUAYANbLHOTO pUcka Npeaknamncum B

nporpamme ASTRAIA 5900
1706 A09.05.119.000.01|KanbuuToHWH B cMbIBe NyHKUMOHHOM urmbl (Calcitonin in puncture needle

flush) 1010
152 A09.28.034.002.04KatexonamuHbl (agpeHanvH, HopagpeHanvH, JodamuH) B Mode

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 2490
151 A09.28.034.002.01KaTtexonamuHbl (agpeHanvH, HopagpeHanvH, JodamuH) B Mode

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 2460
KATENJT |A09.05.133.000.01KatexonaMuHbl (agpeHanuH, HopagpeHanuH, godamnH) B nnasMe Kposu —

KATETIJ (Catecholamines: Epinephrine/Adrenaline,

Norepinephrine/Noradrenaline, Dopamine, Plasma) 2445
65 A09.05.135 Koptunson (MTmgpokopTtusoH) (Cortisol, Hydrocortisone) 415
1711 KopTtu3on (nopumm CrtoHbl - TpU YTPEHHWE, NOonyaeHHas, AHEBHAsS U BeYepHAS

— 6 nopuun), OerngpoannaHgpoctepoH (OM3A), cootHoweHne OMSA un

koptusona (Cortisol (saliva portions - three morning, midday, afternoon and

evening - 6 portions), Dehydroepiandrosterone (DHEA), the ratio of DHEA to

cortisol) 9 550
1573 KopTtuson, Ar3A — cntoHa, 4 nopumun, cooTHoweHune OMr3A-kopTunson 5600
1508 A09.07.007 KopTtu3son, cnitoHa (Cortisol, Saliva) 750
175 A09.05.159 JlentuH (Leptin) 910
60 A09.05.131 JTioTemHusnpytowmn ropmoH (J1IN) (Luteinizing Hormone, LH) 415
5601 Makpo-TTI 600
6161 A09.05.210 MakponponaktuH (Macroprolactin)® 1255
1649 Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF, cootHoweHue sFIt-1/PIGF 6 930
1645 A09.05.136.000.01fMenatoHuH, nna3ma (Melatonin, plasma) 3335
1683 A09.28.034.000.0aMeTabonnThl KAaTeEXONaMMHOB U CEPOTOHUHA, pa3oBas MoYa:

BaHWNUNMuHaansHas kucnota (BMK), romoBaHunuHosas kucnota (MBK),

5-rmgpokcmmnHgonykcycHas kucnota (5-F'MYK), ¢ nepecyetom Ha kpeaTUHWH

(Metabolites of catecholamines and serotonin, random urine: Vanillylmandelic

Acid (VMA), Homovanilic Acid (HVA), 5-Hydroxyindoleacetic acid (5-HIAA),

normalized to creatinine) 2440
950 A09.28.034.000.01fMeTabonnTbl KAaTEXONAaMMHOB U CEPOTOHUHA, CyTOYHasi MoYa:

BaHWNUNMuHgansHas kucnota (BMK), romoBaHunuHoBsas kucnota (MBK),

5-rmgpokcmmnHaonykcycHas kucnota (5-F'MYK)(Catecholamines and Serotonin

Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid,

HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA) 3150
1771 A09.28.023.000.01MeTabonuTbl 3CTPOreHoB 1 nporectepoHa, 24-4 moya (Estrogens and

progesterone metabolites, 24-h urine) 9100
1696 MeTaHedpuH 1 HopmeTaHedpunH cBoboaHble, Nnasma, BAOXKX (Metanephrine

and normetanephrine free, plasma, HPLC) 2 690
1174 MeTtaHedpuHbl cBOGOAHbIE (METAHEDPUH N HOPMETAHEDPUH,

3-meTokcuTuMpamuH), nnasma kposwu (Free metanephrines (metanephrine and

normetanephrine, 3-methoxytyramine), blood plasma) 3100
1188 MeTtaHedpuHbl cBO6OAHbIE (METaHEDPUH 1 HOPMETAHEDPUH,

3-meToKCcUTUpPamuH), cyTodHast moda (Free metanephrines (metanephrine and

normetanephrine, 3-methoxytyramine), daily urine) 4 600
1166 A09.28.034.001.01MeTaHedprHbI hpakLMOHUPOBaHHbIE (CBOBOAHBIE U KOHBIOTVMPOBAHHEIE),

24-yacosas moya (Metanephrines fractionated, free and conjugated , 24-h

urine) 2645
1674 A09.28.034.001 |MeTaHedpyvHbI pakLMOHMPOBaHHbIE, pa3oBas Moya (cBobogHble +

KoHblormpoBaHHble) (Metanephrines fractionated, free + conjugated, random

urine) 2115
OBbC288 O6GcnegoBaHue Npu XPOHUYECKON cepaeqHon HegocTaTtodHocTh (XCH)

(Examination for chronic heart failure (CHF)) 9900
11HOMA |A09.05.056.000.01OLeHka MHCYNMHOPE3UCTEHTHOCTM: INIOKO3a (HaToLak), MHCYNUH (HaToLwak),

pacyet nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,

Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) 785
102 A09.05.058 MapatupeoungHein ropmoH (MapatropmoH, napatupuH, MNTI) (Parathyroid

Hormone, PTH) 725
207 A09.05.249 MnaueHTapHbIN NakToreH (XopuoHuyecknin comatomammoTponuH) (Placental

Lactogen, PL, Human Placental Lactogen, hPL, Chorionic

Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) 790
1634 A09.05.249.000.01MnaueHTapHbIM dhakTop pocTa (PLGF) 4 390
1301 A09.05.035.000.10MNperHeHonoH (Pregnenolone) 3 560
PRS1 MpeHaTanbHbIn cKpuHUHT Tprcomuia: | TpumecTp (PRISCA-1) (Maternal

Screen, First Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk

Calculation)) 2200




PRS1-IN

MpeHaTtanbHbI CKPUHUHT Tpucomuia: | Tpumectp (PRISCA-1) (Maternal
Screen, First Trimester; Prenatal Screening I; PRISCA | (Prenatal Risk

Calculation)) 1790
PRS2-2M MpeHaTtanbHbIn ckpuHUHT Tpucomui: |l Tpumectp (PRISCA-2) (Maternal

Screen, Second Trimester; Prenatal Screening Il; PRISCA Il (Prenatal Risk

Calculation)) 1890
PRS2 MpeHaTtanbHbIA cKpUHUHT Tprcomuia: |l TpumecTtp (PRISCA-2) (Maternal

Screen, Second Trimester; Prenatal Screening IlI; PRISCA Il (Prenatal Risk

Calculation)) 1550
PRS2-IN MpeHaTanbHbIn ckpuHUHT Tpucomui: |l Tpumectp (PRISCA-2) (Maternal

Screen, Second Trimester; Prenatal Screening Il; PRISCA Il (Prenatal Risk

Calculation)) 1190
63 A09.05.153 MporectepoH (Progesterone) 415
1192 [MporecTepoH B crntoHe 2950
1742 MpovHcynuH (Proinsulin) 3100
173 A09.05.056.000.04MpownHcynuH (Proinsulin) 985
61 A09.05.087 MponakTtuH (Prolactin) 415
1648 A09.05.204.000.01PacTtBopumas fms-nogobHasi TuposuHkmnHasa-1 (sFlit-1) 3945
PACYETA PacueT prckoB XpOMOCOMHbIX aHomanuii B nporpamme ASTRAIA 600
PACYHETA PacueT p1ckoB XpOMOCOMHbIX aHOManum, 3agepXXkn pocta ninoaa,

npexaeBpeMEHHbIX POAOB, MHAMBUAYANbHOTO pUcKa Npeaknamncum B

nporpamme ASTRAIA 900
PACYETA PacueT pnckoB XpOMOCOMHbIX aHOManum, 3agepXXkn pocta ninoaa,

npexaeBpeMeHHbIX pogoB, Npeaknamncun B nporpamme ASTRAIA 900
206 A09.05.121.000.04PeHuH (PeHuH nnasmbl kposu, npsimoe onpegeneHue) (Direct Renin, Plasma) 1100
DRE206 |A09.05.121.000.03PeHunH (PeHnH nna3mel kposu, npsmoe onpegeneHune) (Direct Renin, Plasma) 2200
148 A09.05.205 C-nentug (C-Peptide) 500
1159 A09.05.133.001.01CBoboaHble MeTaHEDPUHBI U HOPMETAHEMDPYHBLI B NS1a3mMe KpOBM 2090
FBS189 |A09.30.008 CBob6ogHbIl B-XIM'Y (cBoGOAHas B-cybbeamHuLa XOpUoHNYECKOTo

roHagoTponuHa Yenoseka) (Free Human Chorionic Gonadotropin, Free HCG) 2350
FBC189 CBob6ogHbIn B-XIY (cBobogHas B-cybbeanHnLa XOpUoHNHECKOro

roHagoTponuHa Yyenoseka) (Free Human Chorionic Gonadotropin, Free HCG) 1000
189 A09.05.090 CBobogHbIl B-XIM'Y (cBOoGOAHas B-cy6beamHmLa XOpUoHUYECKOro

roHagoTponuHa Yenoseka) (Free Human Chorionic Gonadotropin, Free HCG) 590
178 A09.28.035.000.01CBoboaHbIN KopTu3on, cyTodHas Moya (Free Cortisol, Free Hydrocortisone,

24-Hour urine) 830
169 A09.05.078.001 |CsobogHbii TecTocTepoH (Free Testosterone) 1020
134 A09.05.157 CBobogHblli actpuon (Estriol Free, E3) 520
E134 CsobogHblIi acTpuon (Estriol Free, E3) 800
993 A09.05.124.000.01CepoToHMH B CbIBOPOTKE kpoBwu (Serotonin, Serum) 2445
174 A09.05.204 ComatomeauH C (MHcynuHononobHeIn daktop 1) (Somatomedin C,

Insulin-like Growth Factor 1, IGF-1) 1155
99 A09.05.066 ComatoTponHbI ropmoH (comartoTtponuH, CTIN) (Growth Hormone, GH) 555
1577 B03.016.023.000.q CteponaHbivi npocdunb B cntoHe (TecTocTepoH, JernapoannaHgpocTepoH,

AHppocTeHguoH, Koptuson, KoptusoH, Sctpagwmon, MNMporectepoH,

17-OH-nporecTepoH) 7 800
64 A09.05.078 TectocTepoH (Testosterone) 430
1877 TectocTepoH 0bwuii B kposu, BOXXX-MC/MC (Total testosterone, blood) 3100
197 A09.05.117 TupeornobynuH (TI) (Thyroglobulin, TG) 930
56 A09.05.065 TupeotponHbivi ropmoH (TTI, TupotponuH) (Thyroid Stimulating Hormone,

TSH) 390
54 A09.05.064 TupokecunH obwmin (T4 obwwmia, TeTpaioaTupoHuH obwmn) (Total Thyroxine,

TT4) 415
55 A09.05.063 TupokcuH cBoboaHbin (T4 ceobogHbIn) (Free Thyroxine, FT4) 415
196 A09.05.097.000.01 TupoKkcuHeBsi3biBatoLas CnocobHOCTb (MOrMoLEHNE TUPEOUAHBIX FTOPMOHOB;

WHOEKC CBS3bIBAHWA TUPOKCUHA; MHAEKC cBoboaHoro TupokcuHa) (Thyroid

Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,

TBI, free T4Index, fT4l) 685
52 A09.05.060 TpunoaTupoHuH obwuii (T3 obwwmin) (Total Triiodthyronine, TT3) 415
1612 A09.05.060.000.01 TpunoaTmpoHuH peeepcuBHbI (T3 peBepcuBHEIN, Reverse Triiodthyronine). 7 090
53 A09.05.061 TpuiioaTupoHuH ceobogHbIn (T3 cBoboaHhkin) (Free Triiodthyronine, FT3) 415
1158 A12.05.110.000.01| Tpodhobnactuyeckuin 6eta-1-rnukonpotenH (TBIN) (Trophoblastic

beta-1-Globulin, TBG) 650
59 A09.05.132 donnukynoctumynupyrowmii ropmon (PCr) (Follicle Stimulating Hormone,

FSH) 420
66 A09.05.090.000.01XopuroHun4eckmin roHagoTponuH Yenoseka (XY, 6era-Xr4, p-Xr4) (Human

Chorionic Gonadotropin, HCG) 420
HCG66 XopuroHU4eckuin roHagoTponuH Yyenoseka (XY, 6eta-Xrd, p-Xr4) (Human

Chorionic Gonadotropin, HCG) 800
222 A09.05.082 OputponoatuH (Erythropoetin) 1190
62 A09.05.154 Octpagwon (32) (Estradiol, E2) 420
9032 lpoyue ycnyau
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AHanus Bonoc Ha onpeneneHne HapkoTUYECKUX CPEACTB, MCUXOTPOMNHOIO UIn
cunbHoaewncTBytoLero BellecTsa (Hair analysis to determine narcotic drugs,

psychotropic or potent substances) 11 400
224 A12.06.028.000.03 AHTuTena aHTMcnepmanbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,

Semen) 2350
1B-63OU B3asatue cockoba BykkanbHoro anutenvs 6e3 aanbHeNLWero nccneqoBaHns

(Buccal epithelium sampling) 350
1161C3K Bopa: oueHka kavectBa no 20 napametpam (Water: Quality Assessment 20

Parameters)* 7 600
1160C3K Bopa: oueHka kavectBa no 30 napametpam (Water: Quality Assessment 30

Parameters)* 11 200
9863KB Bopa: nogo3peHune Ha 3arpssHeHue 6biToBbiMM oTxogamm (Water: Suspicion

Household Waste Contamination)* 11 300
9883KB Bopa: nogo3peHve Ha 3arpsisHeHne NpoaykTamu cropaHust U Bbibpocamm ot

asTomaructpanen (Water: Suspicion Products of Combustion and Emissions

from Motorways Contamination)* 17 100
9873KB Bopa: nogospeHue Ha 3arpsisHeHne npoMbllneHHbIMu oTxogamu (Water:

Suspicion Industrial Waste Contamination)* 17 300
9893KB Bopa: nogo3peHne Ha n3bbITOYHOE NPUMEHEHUE PeareHTOB Arlsi BOAOOYMUCTKM

(Water: Suspicion Excessive Use of Chemicals for Water Treatment)* 5870
9303KB Bopa: nonHas n komnnekcHas oueHka kavectsa (Water: Complete and

Comprehensive Quality Assessment)* 18 290
9853KB Bopa: cokpalleHHas oueHka kavectBa (Water: Abridged Quality Assessment)* 13 000
BP/YHUB [ononHuTenbHbIn yyacTHUK JHK-TecTta YHMBepcanbHbIn. YcTaHOBNEHne

©vonormyeckoro poacTea. 11 500
BP/O0MM [ononHnTEnNbHLIN y4acTHUK uccnegoBaHus (pebeHok unn matb Unu oTew)

(Additional research participant (child or mother or father)) 6 190
1570>KK |A09.28.018.000.01NccnegoBaHmne xenyHbix kamHen (Gallstones diagnosis) 4 265
1164C3K OnpepneneHne koHUeHTpauun ans 4 pagnoHyknnaos (Determination of

Concentration 4 Radionuclides)* 21500
1165C3K OnpepneneHne koHUeHTpauun ans 6 paguoHyknnaos (Determination of

Concentration 6 Radionuclides)* 28 340
9833KIn [MouBa: komnnekcHasi arpoxumunyeckas oueHka (Soil: Agrochemical

Evaluation)* 14 100
9193KnN [MouBa: komnnekcHasi Tokcukonorudeckas oueHka (Soil: Comprehensive

Toxicological Evaluation)* 25900
HBOL Mpo6onoarotoska (HBO) 600
HMNOY Mpo6onoarotoeka (HMNOY) 600
1162C3K Papvonoruyeckue ncenenoeaHus npob NUTLEBOW BOAbl — 6A30BLIN TECT Ha

obuyto a- n B-aktmeHocTb (Radiological Drinking Water Study — Basic Test a-

and B-Activity)* 8 400
BP3/5 B03.045.026.000.q CpoyHoe ycTaHOBMNeHMe 6Monornyeckoro poacTea Anst OgHOro U3 pogutenen

npu 6eccnopHom poacTee apyroro (3 ven.) (Urgent Establishment of Biological

Relationship for One Parent at Indisputable Relationship of Another (3

Persons)) 28 790
BP2/5 B03.045.026.000.q Cpo4Hoe ycTaHOBMeHe BMonornieckoro poacTea Anst OOQHOro U3 poautenen

npu otcytcTBum apyroro (2 ven.) (Urgent Establishment of Biological

Relationship for One Parent in Absence of Another (2 Persons)) 28 790
BP/PIM  |B03.045.038.000.0 YcTaHoBNEeHNe G1MONOrM4eckoro poacTea B OTHOLLEHUW POAUTENBLCKOW Napsbl -

npegnonaraemelin oTew, npegnonaraemas matb (Establishment of biological

relationship in relation to the parent couple - putative father, putative mother) 14 160
BP3/20 |B03.045.026.000.0YcTaHoBneHne Guonornyeckoro poacTea 4 OgHOro U3 poauTenen npu

6eccnopHom poactee apyroro (3 yen.) (Establishment of Biological

Relationship for One Parent at Indisputable Relationship of Another (3

Persons)) 19 090
BP2/20 |B03.045.026.000.0YcTaHoBnEHNE G1ONOrMYECKOro poacTBa AJ1st O4HOIO U3 poauTenen npu

otcytcTBum gpyroro (2 4en.) (Establishment of Biological Relationship for One

Parent in Absence of Another (2 Persons)) 14 990
BP/YHMBB03.045.038 YctaHoBneHue Guonornyeckoro pogctea. IHK-tect YHuBepcanbHbin 31390
9033 UUTONrEHETUYECKWE UCCJIEQOBAHUS
7811 A12.05.013 VMccnepoBaHue kapuoTuna (KonMYeCTBEHHbIE U CTPYKTYPHbIE aHOManum

xpomocoMm) (Karyotype) 12 900
7312 A08.30.029.002 |WccnepnoBaHue kapuoTtuna (KonnmyecTBeHHbIE U CTPYKTYPHbIE aHOManum

XPOMOCOM) C 06513aTeNbHON Bblgayern kapnorpammel 8 495
777750 |[A27.20.001.000.21fWccnenoBaHne xpomocom B abOpTMBHOM MaTepuare, paclumpeHHoe 19 750
777729 |[A27.20.001.000.24WccnenoBanHne xpomMocom B abOpTUBHOM Matepuarne, CKpUHUHE 8 495
7313 Kapuotun nnoga (abopTHeIn matepuan) 26 300
7824 KapuoTun ¢ abeppauunsmm (npy BO3AENCTBUN MyTareHHbIX hakTopoB U

OHKoremaronorunyeckmx sabonesaHusix) (Karyotype with aberrations) 10 195
777795 |[A12.05.013.000.1JXMA abopTHOro matepuana 17 900
777794 |A12.05.013.000.11(XpOMOCOMHbIZ MUKPOMATPUYHLIN aHaNn3 26 300
7025 A27.20.001.000.17XpOMOCOMHbI MUKPOMATPUYHbIA aHanM3 abopTMBHOrO mMatepuana

pacwwupeHHbi (CMA of miscarriage tissue extended) 25900
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LNTOIJIOrMYECKUE NCCIIEJOBAHUA

518 A08.20.017.002.01>KngkocTHas untonorus. Lintonornyeckoe nccnegosaHne buomarepuvana

Lewkn MaTku (okpawmsaHue no ManaHukonay) 1470
518(3058 YKnpkocTHas umtonorus. Liutonornyeckoe nccnegosaHve buomarepmana

Lewkn maTku (okpawmsaHue no ManaHukonay) 1850
506ACI1 (A08.20.004 MccnepoBaHne acnunparta 13 nonoctn matku (masku) (Examination of Uterine

Aspiration ) 600
507M>XE|A08.20.019 VccnepoBaHve BbigeneHnin n3 MonoYvHon xenesbl (Examination of Breast

Discharge) 590
508 A08.09.011 MccnepoBanue mokpoThl (Examination of Sputum) 885
507MOM (A08.28.012 MccneposaHne moum (Examination of Urine) 580
506BMC [A08.20.004.000.01NccnenoBaHne otneyatka ¢ BHyTpumaTtouHon cnmpanu (BMC) (Examination of

Imprint Intrauterine Device, IUD) 600
510 A08.30.016 MccnepgoBaHve NyHKTATOB ApYrMx opraHoB v TkaHen (Examination of

Punctates: Other Organs and Tissues) 885
509KOX [A08.01.002.000.04WccnenoBaHune nyHkTatoB koxu (Examination of Punctates: Skin) 695
509MXE [A08.20.015.000.01ccnenoBaHme nyHKTaToB MOSIOYHON enesbl (Examination of Punctates:

Breast) 695
503 A08.03.001 MccnepoBaHue cockoboB M OTMEYaTKoB OMyxosiern U onyxonenogobHbIX

obpasoBaHun (Examination of Scrapings and Prints Tumor and Tumor Like

Formations) 695
502 A08.01.002.000.01ccneqoBaHmne cockoboB U OTNEYaTKOB C MOBEPXHOCTU KOXM U CITM3NCTbIX

(Examination of Scrapings and Prints of Skin and Mucous Membranes) 580
505 A08.20.017.000.01NccnenoBaHmne cockoboB LLUENKM MaTKM U LepBUKanbHOIO KaHana

(Examination of Scrapings: Cervix and Cervical Canal ) 720
507TOC |A08.30.027 MccnepoBaHme TpaHccyaaToB, akccyaaToB, cekpetoB (Examination of

Transudates, Exudates, Secrets) 580
5043H[ [A08.30.016.000.01ccnenoBaHme aHgockonuveckoro matepuana (Examination of Endoscopic

Material) 695
514 A08.16.007.000.01NccnenoBaHme aHOOCKONMYECKOrO MaTepuana Ha Hanvume Helicobacter pylori

(Examination of Endoscopic Material: Presence of Helicobacter pylori) 835
504CBP |A08.08.006 MccnepoBaHms npoMbIBHBIX Bog 6poHxoB (ViccnegoBaHne CMbIBOB C OPOHXOB)

(Examination of Bronchial Washouts) 695
nyx A08.30.004.000.01MLX-nccneqosanne p16INK4a n Ki-67 9690
5000 A08.30.007 KoHcynbraums rotoBbiX LUTONOMMYeCKMX npenapaTtoB (OAHO CTEKIIO)

(Consultation of Finished Cytological Preparations (1 Glass)) 455
KKL, Mpobonogrotoska (KXL) 550
547N LinTonornyeckoe n MIMMYHOLIMTOXMMUYECKOE NCCefoBaHNe ¢ Mapkepamm

p16INK4a v Ki-67 ans nogteepxaeHus avcnnasvm B Maskax CnmsmcTon

LLUEVKN MaTKu 11 100
519 A08.20.012.000.01LinTonornyeckoe nccnenosaHme buomarepuana cockoboB BYNbBbI U

BMnaranuiia, KpoMe Lenkn matku (okpawmsaHue no NanaHukonay, Pap-tecT) 1170
517 A08.20.012.000.04LinTonornyeckoe nccnegosaHve buomartepmana ek MaTkn (OKpalumMBaHue

no ManaHukonay, Pap-tecT) (Cytological Examination: Cervix, Pap-test) 1170
500 A08.30.035.000.01LjuTonornueckoe nccnegosaHme marepvana, nofly4eHHOro Npu XMpypruyecknx

BMeLLaTenbCTBaxX 1 ApYrmx CPoUHbIX nccnegosaHusx (Cytological Examination

of Material Obtained during Surgical Procedures and Other Urgent Research) 885
5106 A08.22.004 LinTonormnyeckoe nccrnenoBaHue nyHKTaTa LWMTOBMAHOM Xernesbl C OnncaHnem

no TepmuHonormnyeckon knaccudpukauum betecaa (The Bethesda System for

Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA)) 675
512 A08.08.002 LinTonornyeckoe nccnegosaHune cockoba (Maska) cnmanctom ob6onodku

nonoctun Hoca (ogHa nokanusaums) (Cytological Examination: Scrapings

(Smear) of Nasal Mucous Membrane (1 Localization)) 835
5056 A08.20.017.000.04LinTonormyeckoe nccnegoBaHne anuTenus ek MaTkm ¢ onncaHmem no

TepMuHonoruyeckon cucteme betecga (The Bethesda System — TBS)

(Cytological Examination of Cervical Epithelium with Description on The

Bethesda System, TBS) 675
24/3 Kan
22.9.A18|A27.05.061.034 |"HacneacTBeHHble HapyLLeHUs penpoayKTUBHOWM CUCTEMbI" (BEHO3HAs KPOBb) 40 300
22.9.A22 [A27.05.061.024 ["MMepBUYHbIA MIMMYHOOEMUUNT N HAcCneaCTBEHHbIE aHeMUK" (BEHO3Has KPOBb) 40 300
22.9.A8 |[A27.30.016.010 ["Pak nerkux, 6asoBas naHesnb" (onyxonesasi TkaHb; MyTauum B reHax EGFR,

KRAS, NRAS, BRAF) 17 578
23.4.A14 |A09.05.221.002 |1,25-gurngpokcmxonekansumdepon ButammH D3, BOXXX-MC 2735
23.7.D1 |A07.16.006 13C - ypeasHbinn apixateneHbin Tect (H. pylori) 4100
7.4.D9 |[B03.016.022.001.017-keTocTeponabl (AHAPOCTEPOH, aHAPOCTEHANOH, DA, 3TMOXONAHOMOH,

3MMaHAPOCTEPOH, TECTOCTEPOH, SNUTECTOCTEPOH, NPErHaHTPKON,

COOTHOLLEHWE aHOPOCTEPOH/3TMOXOMNAHOMNOH, COOTHOLLEHNE

TECTOCTEPOH/aMMTECTOCTEPOH) B CyTOYHON Moye, MX-MC 4 000
6.1.04 |[B03.016.006.003 [2-x cTakaHHasi Nnpoba Mo4mn 350
23.4.A18A09.05.235.004 [25-OH ButamuH D, BOXX MC, cymmapHbIn (kanbuudepon) 2945
4.9.A8.20]A09.05.235 25-OH ButamuH D, XINA, cymmapHbIi (kanbumndepor) 1 390
23.4.A16 |A09.05.235.003 [25-rngpokcuxonekansumndepon sutammnd D3, BOXKX-MC 2735
23.4.A15|A09.05.235.002 |25-rnapokcuaprokansumndepon sutammd D2, BOXKX-MC 2735




6.1.D5 |[B03.016.006.002 |[3-x ctakaHHasi npoba mMo4mn 370
17.71.A1]A09.05.118.513  |Alternaria alternata, anneprokomnoHeHT IgE (ImmunoCAP), m229 rAlt a1 2390
1.1.A14.2|A27.30.153 AML1-ETO - 1(8;21), kau. 5570
1.1.A11.2|A27.30.070.002 |BCR-ABL p190 —1(9;22), kavecT. 3490
1.1.A12.2)A27.05.017.006 |BCR-ABL p190 — 1(9;22), konwuu. 3690
20.0.A1 [A27.05.017.004 |BCR-ABL p210 t(9;22) kon. (b2a2/b3a2 cymmapHo) 4100
20.0.D1 [A27.05.017.005 |[BCR-ABLp210 t(9;22), kauy. (b2a2/b3a2 cymmapHo) 3900
20.0.A3 [A27.30.070.001 [BCR-ABLp230 t(9;22), kon. 7 460
7.6.A2.20]A09.05.205 C-nentung 505
7.6.D3.20A09.05.205.003 |C-nenTmna nocne Harpysku (1 vyac cnycts) 500
7.6.D4.20A09.05.205.002 |C-nenTua nocne Harpysku (2 Yaca cnycTs) 500
17.17.A1(B03.002.004.117 |FOX (Food Xplorer) IgG, 287 aHTureHoB (nuiLeBast HeNePeHOCMMOCTb) 36 900
17.17.D1|B03.002.004.054 |IgG4 k nuLieBbIM annepreHamM (NMULeBas HenepeHoCcMmMocTb - 88

annepreHoB/MUKCTOB) 27 900
4.10.H2.4A09.05.263.001.0(QL-kapHUTUH 0OLWMIA M cBOBOAHLIN B pa3oBor nopuumn moum, BOXKX-MC 3965
4.10.A2.2|A09.05.261.001.0qL-kapHnUTUH cBOGOAHLIN B kKpoBW, BOXKX-MC 2 840
8.0.A23.2|B03.027.007.009 [MCA (MyumnHonogobHbI pako-acCoLMUPOBAHHbBIN aHTUIEH) 1275
4.3.A22 |A09.05.256 N-KoHueBoW cparmeHT HaTpunypeTudeckoro nponentuga B-tuna (NT-proBNP) 2330
22.9.A27 [A27.05.061.036 [NGS-naHenb Aytuam Genetico, nccnegosanue konvdectsa CGG noBTOpOB B

reHe FMR1, 6e3 BblAauyn CbipbIX AaHHbIX 63 000
22.14.A1(B03.006.004.001 [NGS-naHenb bonesHn obmeHa BelecTB Genetico, 6e3 Bblgaum CbipbiX AaHHbIX 63 000
1.1.A1.20]A27.30.090.002 |PML-RARA tu1n ber 1-2 — t(15;17), kavecT. 3490
1.1.A2.20]A27.30.090.004 |PML-RARA 1un ber 1-2 — t(15;17), konuu. 3690
1.1.A3.20]A27.30.090.003 |PML-RARA 1un ber 3 — t(15;17), kavecT. 3490
16.1.A47|B01.030.001.009 |Second Opinion - KOHCynbTaumsi rotoBoro cry4yas (8o 12 ctékon; Unim) 13 600
10.0.D76]|A12.26.002.004 |T-SPOT (MHcuumposaHune M. tuberculosis), (aetu ctapwe 12 net n

B3pOCHibIe) 6 500
10.0.D75]A12.26.002.003 |T-SPOT getckun (MHuumuposanue M. tuberculosis), (aetn go 12 ner) 6 500
10.2.D3 |A12.26.002.007 |TB-®PepoH TecT (IGRA- TecT, anarHoctuka TyGepkynesa) 5060
17.60.A14A09.05.118.343  |A6pukoc IgE (ImmunoCAP), 237 980
17.40.A10A09.05.118.001 |Abpukoc IgE, F237 800
17.50.A10A09.05.118.227 |A6pukoc IgG, F237 800
50.0.H77|A26.06.071.003 [ABuaHocTb IgG k BMpYCY KpacHyxu (BKMOYaeT onpeaeneHme aHTuTen K BUpycy

KpacHyxu, 1gG) 905
50.0.H75/A26.06.046.002 [AsugHocTb IgG k BMpycy npocToro repneca |, Il Tunos, cymmapHo (Herpes

simplex virus |, Il) (BknoyaeT onpegeneHve aHTUTEN K BUPYCY NPOCTOro

repneca |, Il Tunos, 1gG) 950
50.0.H76]A26.06.029.003 |AsugHocTb IgG k Bupycy OnwTteriHa-bapp (Epstein-Barr virus, EBV)

(BkMOvaeT onpegenexHve aHTMTen K Bupycy OnwTenHa-bapp, IgG) 785
50.0.H78]A26.06.081.003 |[AsuaHocTb IgG k Tokconna3sme (Toxoplasma gondii) (BknovaeT onpeaeneHve

aHTUTen k Tokconnasme, 1gG) 1045
50.0.H74|A26.06.022.003 [AsugHocTb IgG k untomeranosupycy (Cytomegalovirus) (Bknovaet

onpegeneHve aHTuTen kK untomeranosupycy, 1gG) 1205
17.60.A14A09.05.118.347  |ABokapo IgE (ImmunoCAP), f96 980
17.40.A1(A09.05.118.002 |Asokago IgE, F96 575
17.50.A1(A09.05.118.228 |Asokago 1gG, F96 575
6.2.A19 [A26.19.090.001 |[AgeHoBupyc (0bHapyxeHne aHTureHa B kane), XA 1235
7.4.A1.20{A09.05.067 AOpPEeHOKOPTUKOTPONHBIN ropmoH (AKTT) 915
17.13.A8]|A09.05.118.470  |AsntpomumumH IgE, C194 1 000
17.3.A1 |A09.05.118.136 |Akauwus (Acacia species) IgE, T19 700
9.0.A51.2|/A09.05.122.001 |AKTMBHOCTb aHMMOTEH3MH-NpeBpaLlatoero epmenta (ACE) 1905
6.2.A20 [A26.05.016.007 |AKTMBHOCTb XMMOTPUMCKHA B Kane 2370
4.1.A1.20]A09.05.042 AnaHnHamuHoTpaHcdepasa (AJTT) 195
18.1.A8.4/A09.28.059.004.0q Ankoronb B pazoson nopuun mouu, MNX-NMAA 1580
17.35.D14B03.002.004.004 |Anneprokomnnekc neguatpudecknin 4, Ige, N®A: knewy d1/d2, 6epesa,

CM.TpaB, KoLuka, cobaka, A.alternata, Mmornoko, a-naktans6., b-nakrorno6.,

KaseuH, any.6enok/xentok, BCA, cosi, MOPKOBb, kKapTogerb, NeHNY.MyKa,

dyHOYK, apaxuc 8 035
17.35.D1]B03.002.004.005 |Anneprokomnnekc nuweson 3, IgE, NPA: pyHayk, apaxuc, rpew.opex,

MWHZ.OPEX, MOJIOKO, sINY.6ENOK/KENTOK, Ka3enH, kapTodenb, cenbaepen,

MOPKOBb, TOMaTbl, Tpecka, kpab, anenbCuH, A6510Ko, NEeHNY.MyKa, PXK.MyKa,

KYHXYT, COS 8 035
17.35.A14B03.002.004.006 |Anneprokomnnekc nuweson PROTIA (Kopes), IgE 6 400
17.29.H9|B03.002.004.081 |Anneprokomnnekc npu actMme/puHuTe B3pocnble 2 IgE (ImmunoCAP)

(OCHOBHbIEe UHransAUMOHHbIE annepreHbl: Kowwka, cobaka, knewy d1,

TumodpeeBka, bepesa, NoMbiHb; JONOMHUTENbHBIE MHIANSLMOHHBIE: ambpo3us,

nnecHeBsbI rpubd) 7 540
17.29.H1(B03.002.004.082 |Anneprokomnnekc npu actme/puHute getn 2 IgE (ImmunoCAP) (OCHOBHble

WHransiLMoHHbIe annepreHsl: kowwka, cobaka, knewy d1, TuMmodeeBka, bepesa,

MNOoSbIHb; OCHOBHbIE MULLEBbIE: SUYHbIN B6Enok, MOoKo) 7 540
17.35.A14B03.002.004.010 |Anneprokomnnekc npu atonuum y aeten un s3pocnbix PROTIA (Kopes), IgE 5300




17.29.H1

B03.002.004.083

Anneprokomnnekc npu ak3eme 3 IgE (ImmunoCAP) (OCHOBHble
WHransiLMoHHbIe annepreHsbl: kolka, cobaka, knewy, d1; OCHOBHbIE NULLEBbIE:
ANYHBIA 6enok, Mornoko, Tpecka, MNweHnLa, Cos; AONOSNHUTENbHbIE MULLIEBLIE:

apaxuc, KpeBeTka) 7 540
17.35.A2(B03.002.004.011 |Anneprokomnnekc pacwmpeHHbin PROTIA (Kopes), IgE 8 300
17.35.D14B03.002.004.009 |Anneprokomninekc pecnupatopHbii Ne2,IgE, MPA: knew d1/d2, onbxa, 6epesa,

newwHa, ay6, cm.TpaB, poXb, NOMbIHb, MOAOPOXHUK, KOLLKA, Nolwaab, cobaka,

MOp.CBUWHKa, XOMSIK, Kponuk, Penic.notat., Cl.herbar., Asp.fumigat., A.alternata 8035
17.35.A21B03.002.004.012 |Anneprokomnnekc pecnupatopHbin PROTIA (Kopes), IgE 6 400
17.35.D11B03.002.004.003 |Anneprokomnnekc cMmewanHbin Ne1, IgE, NdA: knewy d1/d2, onbxa, 6epesa,

neLmHa, cM.TpaB, POXb, MOMbIHb, MOAOPOXHMK, KOLLKA, nowagb, cobaka,

A.alternata, any.6enok, MOMoKo, apaxumc, fec.opex, MOPKOBb, NLIEHNY.MYKa,

cosl 8 035
17.35.A11B03.002.004.123 |Anneprounn, ALEX2, 300 koMnoHeHTOB (BKNto4aeT onpeaeneHune obuero IgE) 38 200
17.29.A44B03.002.004.075 |Anneprounn, ImmunoCAP ISAC E112i 38 500
4.2.A1.20]A09.05.011 Anb6yMuH 230
5.0.D1.40A09.28.003.001.0 AnbByMUH-KpeaTUHNHOBOE COOTHOLLEHUE B PA30BOW MOPLIMM MOYM

(MrKpoanbGymMunHypus) 435
7.8.A1.20{A09.05.069 AnbgocTepoH 910
7.8.D02 |A09.05.069.001 |AnbaOCTEPOH-PEHNHOBOE COOTHOLLEHWE (BKIHOYAET: anbA0CTEPOH, NPsiMoe

onpegeneHve peHuHa, COOTHOLLEHNE) 1835
6.2.A17 (B03.019.012.001 [Anbdba-1-aHTUTPUNCKH B Kane 1610
4.3.A5.20|A09.05.073 Anbga-1-aHTUTPUINCUH B KPOBU 810
4.3.A15.2JA09.05.241 Anbda-2-makpornobynuH 605
4.1.A9.20{A09.05.045.001 |Anbda-amunnasza 240
5.0.A1.40[{A09.28.027.001 |Anbcha-ammnnasa (guacTtasa) B pa3oBoy NOpLMU MOYN 235
17.36.A4|A09.05.118.482 |Anbda-naktanbbymuH, anneprokomnoHeHT IgE (ImmunoCAP), f76 nBos d4 2390
17.45.A9]|A09.05.118.059 |Anbda-naktoansbymuH IgE, F76 575
17.55.A9|A09.05.118.284 |Anbda-naktoansbymuH IgG, F76 575
8.0.A1.20{A09.30.002.001 |Anbda-deTtonpoTenH (APIT) 470
23.2.A11 [A09.01.012.001  [AntomuHuIA B Borocax, cnektpometpus (Al) 965
23.1.A11 |A09.05.266.001  |AntomuHun B kpoBw, cnekTpomeTpus (Al) 965
23.3.A11 [A09.28.071.001 [AntomunHUI B pa3oBow nopumm modu, cnektpometpus (Al) 965
17.25.A14A09.05.118.453  |AmBpo3us Bbicokas IgE (ImmunoCAP), w1 980
17.67.A14A09.05.118.558 |Ambpo3usa ronometensyatas (Ambrosia psilostachya) IgE (ImmunoCAP), w2 980
17.67.A14A09.05.118.557 |Ambposus noxHas (Franseria acanthicarpa) IgE (ImmunoCAP), w4 980
17.4.A25|A09.05.118.154 |Ambpo3mns obbikHoBeHHas (Ambrosia elatior) IgE, W1 575
17.39.A1]A09.05.118.508 |Am6po3us, anneprokomnoHeHT IgE (ImmunoCAP), w230 nAmb a1 2390
17.78.A1]A09.05.118.526  |Ambpo3us, anneprokomnoHeHT 1IgG4 (ImmunoCAP), w230 nAmb a1 3600
17.4.A27 |A09.05.118.155 |Ambpo3us, cMmech (06bIKHOBEHHAs/BbICOKas!, ronomeTeneYaTas,

TpexpasgenbHas) IgE, W209 800
4.1.A14.2JA09.05.180 AmMwnnasa naHkpeaTnyeckasi 300
5.1.A36 |[B03.016.025.002 [AMMHOKMUCIOTbI, 3KCNEPTHOE KONMMYECTBEHHOE UCCNEAOBAHME B PA30BOW

nopuun moun, BOXX-MC 5400
17.13.A4|A09.05.118.208 |AmokcuumnnuH IgE, C204 650
17.13.A3]A09.05.118.209 |AmnuumnnuH IgE, C203 650
6.1.A1.40|B03.016.015 AHann3 mMoun no 3MMHULKOMY 475
6.1.02.40B03.016.014 AHanus mo4un no HeunnopeHko 265
4.9.D25 |B03.016.017.004 |AHann3 Omera-3 XMpPHbIX KUCINOT B CbIBOPOTKE KPOBW: JIMHONEHOBAS,

aiko3aneHTaeHoBasl, JOoKO3aneHTaeHoBas, Aoko3arekcaeHoBasl, Omera-3

nHgekc, MNX 5900
17.13.A14A09.05.118.217  |AHanbruH IgE, C91 1600
17.60.A14A09.05.118.346  |AHaHac IgE (ImmunoCAP), f210 980
17.40.A1(A09.05.118.003 |AHaHac IgE, F210 700
17.50.A10A09.05.118.229  |AHaHac IgG, F210 700
7.2.A14.2)A09.05.147 AHZpOCTEHANON MIOKYPOHUA 1210
7.2.A7.20]A09.05.146 AHApOCTEHONOH 1135
7.9.A40 [A09.07.009.001 |[AHgpocTeHaMOH cBOBOAHbIN B critoHe, BOXX-MC 1 600
13.48.D2]A26.21.036.004 |AHagpodnop 2580
13.48.D1]A26.21.036.003 |AHgpodoniop CkpuH 2025
17.76.A1]A09.05.118.474 |Anusakunga IgE (ImmunoCAP), p4 980
8.0.A7.20[{A09.05.231 AHnTuren CA 15-3 745
8.0.A3.20[{A09.05.201 Anturexn CA 19-9 735
11.2.A5.2|A26.06.035 AHTUreH HBe Bupyca renatnta B (HbeAg) 490
27.1.A5.4|A26.28.010 AHTureH nernoHennsl (Legionella pneumophila) B pasoson nopuun moun 2200
8.0.A10.2|A09.05.298 AHTUreH NNOCKoKNeTo4HoON KapuuHoMbl (SCCA) 2575
8.0.A4.20[{A09.05.202 AHnturen CA 125 705
8.0.A16.2|/A09.05.232 AHnTuren CA 242 1025
8.0.A9.20(A09.05.200 AHnTurex CA 72-4 1155
22.1.A14JA12.05.010.001 [AHTWreH cuctemsl ructocoemectumoctt HLA B51 3 255




22.3.A4.2|A27.05.041.001 |AHTWreH cuctemsl ructocosmectumoctu HLA B27 1440
3.0.A29.2|A09.05.220 AHTUreH cbaktopa Bunnebpanaa 1100
22.3.H1.24A27.05.041.003 [AHTUreHbl cuctemMbl ructocoBMmectumocTt HLA Il knacc, reHoTunnpoBaHue

(nokycel DRB1, DQA1, DQB1) 8 300
22.3.A2.2|A27.05.041.006 |AHTureHbl cuctemMbl ructocoeMmectumoctu HLA Il knacc: nokyc DQA1 2600
22.3.A3.2|A27.05.041.007 |AHTureHsl cuctemsl ructocoemectumocTtut HLA |l knacc: nokyc DQB1 3200
22.3.A1.2|A27.05.041.005 |AHTureHbl cuctembl ructocoemectumoctn HLA Il knacc: nokyc DRB1 3200
9.0.A19.2|A12.06.063 AHTUKepaTuHoBbIe aHTUTeNna (AKA) 1330
7.2.A13.2JA09.05.225 AHTuMIoNNepos ropmoH (AMIT, AMH, MiS) 1 365
9.0.D3.20A12.06.037.001 |AHTMHeWnTpodMnbHbIE LUMTONNasmaTudeckne aHtutena, IgG (ANCA), Combi 6

(k npoTenHase 3, nakToeppuHy, Myenonepokcuaase, anacrase, karencuxy G,

GakTepuumagHomy 6enky, nosbiLlatoLemMy npoHuuaemocts (BPI)) 3070
9.0.D4.20A12.06.010.009  [AHTuHYyKNeapHble aHTUTena, uMmMyHoo6not (k NRNP/Sm, Sm, SS-A (SS-A

HaTuBHbI), SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2,

ANA-Ro0-52, dsDNA, Hykneocomam, ructoHam, pubocomansHomy 6enky P) 4 585
9.1.A89 [A12.06.010.021 |AHTuHyKNeapHble aHTUTena, uMmyHoobnot (k RNP/Sm, Sm, SSA-60, SS-B,

Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2, SSA-52, dsDNA,

Hykreocomam, rmctoHam, pubocomansHomMy 6enky P, RNP 70, RNP A, RNP

C), 18 nokasarenen 9 540
9.0.A33.2|/A12.06.010.008 [AHTMHYKNEeapHbIn hakTop Ha KNeToyHon nuHmum HEp-2 (AH®) 1555
9.0.A50.2|/A12.06.033.002 |AHTunoBapuanbHble aHTuTena (AOA) 1190
9.0.A25.2|A09.05.054.006 |AHTMpeTuKynnHoBblEe aHTUTeNa IgA, IgG (APA) 1590
9.0.A8.20[{A09.20.012.001 [AHTMCRNEepMarnbHble aHTUTENa 1105
6.3.A3.11|A12.06.028.002 [AHTMCnepmanbHble aHTUTeNa knacca IgA konndecteeHHo (MAR-TecT IgA) 1400
6.3.A4.11|A12.06.028.001 |AHTucnepmManbHble aHTUTeNna knacca IgG konmyecteeHHo (MAR-TecT IgG) 1855
4.3.A10.2JA12.06.015 AHTuctpentonuanH-O (ACI0) 800
9.0.A46.2|A12.06.029.005 [AHTWUTENa K KapauonunuHy (CymMMapHbIe) 1290
9.0.D11.2|/A12.06.021.003 [AHTUTena npwv NapaHeonnacTUYeCcKnx CMHApoMax, MMMyHobnoT (k Yo-1, Hu,

Ri,CV2,Ma2, amcucunsmny) 6 905
50.0.H204A26.06.057.013 |AnTuTena IgG k RBD gomeHy S 1 6enka kopoHasupyca SARS-Cov2 (Abbott,

CLA, pe3ynbraTt Ha aHIMMNCKOM U PYCCKOM A3bIKax), KOnuu. 1110
11.57.A14A26.06.057.012 |AHtuTena IgG k RBD gomeHy S 1 6enka kopoHasupyca SARS-Cov2 (Abbott,

CLWA), konwnu. 885
11.57.A5 |A26.06.057.008 |AHTuTena IgM k S- n N-6enkam kopoHasupyca SARS-CoV-2 (MDA, Poccus),

MONYKOMMY. 690
11.2.A6.2|A26.06.038.001 |AHTuTena k HBe-aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-HBe) 490
9.0.A70.2|/A12.06.010.019 |AHTMTena Kk Jo-1 aHTUreHy 1465
9.0.A68.2/A12.06.010.016  [AHTuTena k La/SS-B 1465
9.0.A66.2/A12.06.010.015 [AHTuTena k Ro/SS-A 1465
9.0.A69.2/A12.06.010.018 |AHTuTena k Scl-70 1465
9.0.A67.2|/A12.06.010.017 |AHTMTENA K SM-aHTUreHy 1465
11.37.A1.JA26.06.077.002 |AHTUTENA K Vi-aHTUreHy Bo3byautens 6ptowHoro Tudga (Salmonella typhi) 755
11.51.A1.]A26.06.005.003 |AHTuTena k AgeHosupycy (Adenoviridae), IgA 775
11.51.A2.]A26.06.005.002 |AHTuTena k AgeHosupycy (Adenoviridae), IgG 775
11.51.A3.]A26.06.005.001 |AHTUTena k AgeHosupycy (Adenoviridae), IgM 775
9.0.A81.2|/A12.06.021.002 |AHTMTENa K aKkBanopwHy -4 2600
11.41.A1.JA26.06.026.001 |AHTUTena kK amebe am3eHTepuinHon (Entamoeba histolytica), IgG 835
11.20.A19A26.06.122.002 |AHTuTeNna k aHm3akmgam (Anisakis), IgG 840
9.0.A52.2|A12.06.065.001 |AHTuTena k aHHeKkcuHy V knacca IgG 1440
9.0.A53.2|A12.06.065.002 [AHTMTEna K aHHeKcuHy V knacca IgM 1440
9.5.D01 [A12.06.024.002 |[AHTWUTENa K aHTUreHam neyYeHn, UMMyHOBMNOT paclUMPEHHbIN (aHTUTena K

SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-52),

IgG 3810
11.38.A1.JA26.06.087.001 |AHTuTeNna k aHTUreHam T-numdoTponHbix Bupycos (HTLV) 1 n 2 Tunos 1045
2.0.A4.20({A12.05.008 AHTUTENa K aHTUreHam apuTpoLmnTOB, CymMapHble (B T.4. kK Rh-cbakTopy), Tntp

(Henpsimasi npoba Kymbca) 675
17.11.A1]|A09.05.118.195 |AHTuTena Kk ackapugam (Ascaris lumbricoides) IgE,P1 575
11.20.A14A26.06.121.001 |AHTuTena k ackapugam (Ascaris lumbricoides), IgG 715
11.47.A2.]A26.06.006.004 |AHTuTena k acneprunnam (Aspergillus fumigatus),lgG 535
9.0.A82.2|A12.06.074 AHTUTENa K aueTunxonuHoBbiM peuentopam (AXP) 4785
9.0.A20.2|/A12.06.024.001 [AHTuTena k 6azanbHon MembpaHe knyboyka (BMK) 1825
9.0.A28.2|/A12.06.030.007 [AHTuTENa k GazanbHol membpaHe koxun (AMB) 1400
11.15.A8 |A26.06.018.003.0 AHTnTeNa Kk 6enky Tennosoro woka Chlamydia trachomatis (Anti-cHSP60), IgG 990
9.0.A18.2(/A12.06.051 AHTUTENA K 6EeTa-2-rMMKoNpoTENHY 1275
9.0.A77.2|A12.06.051.002 |AHTMTENa K BeTa-2-rnukonpoTtenHy, IgG 1440
9.0.A78.2|/A12.06.051.001 |AHTuTENa k BeTa-2-rmukonpoTeunHy, IgM 1440
11.6.A4.2|A26.06.082.002.0 AHTnTENa K bnegHon TpenoHeme (T.pallidum), cym. 425
11.6.A5.2|A26.06.082.009 |AHTUTENA K BniegHon TpenoHeme (Treponema pallidum), IgM 660
11.6.A8.2|A26.06.082.010 |AHTUTENa Kk bnegHon TpenoHeme (aHTureH TmpA), IgG 395
8.0.A81.2|/A12.06.026.004 |AHTuTENA K BOKANOBUAHLIM KneTkam kuwevHunka (BKK) 1385




11.24.A2.]A26.06.011.002 |AHTuTena k 6oppenusam (Borrelia burgdorferi), 1I9G 755
11.24.A1.JA26.06.011.001  |AHTUTeNa k 6oppenusm (Borrelia burgdorferi), IgM 735
11.24.D2|A26.06.011.005 |AHTUTENna k 6oppenusm (Borrelia), IgG (MMmyHOGMnOT) 3 000
11.24.D1.|A26.06.011.004 |AHTUTENa Kk 6oppenusm (Borrelia), IgM (nMmyHoBnOT) 3 000
11.39.A2.]A26.06.012.006 |AHTUTena k 6pyuenne (Brucella ), IgG 515
11.39.A1.JA26.06.012.005 |AHTUTENa Kk 6pyuenne (Brucella), IgA 785
11.49.A2.]A26.06.084.003 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA 955
11.49.A3.]A26.06.084.001 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), 1IgG 775
11.49.A1.JA26.06.084.002 |AHTuTena Kk Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM 820
11.3.A2.2|A26.06.041.003 |AHTuTena k Bupycy renatuta C, IgM (Anti-HCV IgM) 385
11.4.A2.2|A26.06.043.001 |AHTuTena K Bupycy renatuta D, IgM (Anti-HDV IgM) 490
11.4.A1.2|A26.06.043.002.00 AHTuTena k Bupycy renatuta D, cymmapHblie (Anti-HDV) 565
11.5.A2.2|A26.06.044.001 |AHTUTena Kk Bupycy renatuta E (Anti-HEV), IgM 665
11.5.A1.2|A26.06.044.002 |AHTuTena k Bupycy renatuta E, IgG (Anti-HEV IgG) 765
11.1.A2.2|A26.06.034.002 |AHTuTena Kk Bupycy renatuta A, IgG (Anti-HAV IgG) 390
11.1.A1.2|A26.06.034.001 |AHTuTena k Bupycy renatuta A, IgM (Anti-HAV IgM) 420
11.3.A3 |A26.06.041 AHnTuTena k Bupycy renatuta C, cym. (Anti-HCV) 425
11.8.A8.2|A26.06.047.001 |AHTuTena k Bupycy repneca VI Tuna (Human herpes virus VI), IgG 705
11.40.A2.]A26.06.088.002 |AHTMTeNa K BUpYCY KneLeBoro aHuedanuTa, IgG 705
11.40.A1.JA26.06.088.001 |AHTUTENa K BMPYCY KNneweBoro aHuedanuTa, IgM 705
11.46.A2 |A26.06.019.001 |AHTtuTena k Bupycy Kokcakn (Coxsackievirus), IgM, kau. 1765
11.12.A2.]A26.06.056.001 |AHTUTENa k BMpYycy kopw, 1gG 660
11.11.A2.]JA26.06.071.001 |AHTUTENa K BUpYCY KpacHyxu, IgG 565
11.11.D1.]A26.06.071.004 |AHTUTENA K BUPYCY KpacHyxu, IgG (MMMyHOGMOT) 3515
11.11.A1.]JA26.06.071.002 |AHTMTENa K BUpYCY KpacHyxu, IgM 580
11.8.A5.2|A26.06.045.001 |AHTuTena k BMpycy npoctoro repneca | Tuna (Herpes simplex virus 1), IgG 530
11.8.A4.2|A26.06.045.005 |AHTUTENa K BUpYycy npoctoro repneca | Tuna (Herpes simplex virus 1), IgM 520
11.8.A2.2|A26.06.045.004 |AHTMTeNa K BUpYycy npoctoro repneca |, Il Tunos, cymmapHo (Herpes simplex

virus |, 1), 1I9G 515
11.8.D2.2)A26.06.046.002.0 AHTMTENa K BUpYCYy npocToro repneca |, Il Tunos, cymmapHo (Herpes simplex

virus 1, 1), IgG (ummyHOGROT) 6 525
11.8.A1.2|A26.06.045.003 |AHTMTena K BUpYycy npoctoro repneca |, Il Tunos, cymmapHo (Herpes simplex

virus |, Il), IgM 515
11.8.D1.2JA26.06.045.003.0 AHTMTENA K BUpYCY npocToro repneca |, Il Tunos, cymmapHo (Herpes simplex

virus |, Il), IgM (MmmyHOBNOT) 7 375
11.8.A7.2|A26.06.045.002 |AHTuTENa k BMpYCy npocToro repneca Il Tuna (Herpes simplex virus 11), IgG 615
11.8.A6.2|A26.06.045.006 |AHTUTena K Bupycy npoctoro repneca Il Tuna (Herpes simplex virus 1), IgM 495
11.13.A2.]JA26.06.112.001 |AHTUTENa K BMPYCY anugemmnyeckoro naporura, 1gG 980
11.13.A1.JA26.06.112.002 |AHTUTENa K BUpYCY anmaemMmyeckoro napotuta, IgM 980
11.10.D2.|A26.06.028.002 |AHTUTENa K BUpYcy dnwTtenHa-bapp (Epstein-Barr virus), IgG (ummyHo6n0T) 3 595
11.10.D1.|A26.06.028.001 |AHTuTena K Bupycy dnwrenHa-bapp (Epstein-Barr virus), IgM (vmmyHo6noT) 3595
11.28.A1.JA26.06.104.001 |AHTUTENa k Bo3byauTtento amdtepun (Corynebacterium diphtheriae) 900
11.33.A3.]JA26.06.103.004 |AHTuTena Kk Bo3byauTtento koknowa (Bordetella pertussis), IgM 885
11.32.A1 |A26.06.094.002 |AHTMTena Kk Bo3byauTento ncesgoTybepkynesa (Yersinia pseudotuberculosis),

PIrA, Tutp 610
11.28.A2.]A26.06.105.002 |AHTUTENa Kk Bo3byauTento ctonbHsika (Clostridium tetani) 865
11.33.D1.|A26.06.102.001 |AHTMTENa Kk BO3GyauTENsaM KoKmnowa u napakokntowa (Bordetella pertussis,

Bordetella parapertussis), cymmapHble (PINMTA) nonykonm4yectseHHO 1545
9.0.A23.2|A12.06.025.003 |AHTuTena k rmagkum Mbiwuam (AFMA) 1695
9.0.A14.2|/A12.06.055.001 |AHTMTENna K MuaguHy, IgA 855
9.0.A15.2|/A12.06.055.002 |AHTuTENa K rmMuaaunHy, 1IgG 810
9.0.A49.2/A12.06.020.004 |AHTuTERa K rMyTamaTaekapbokcunase (GAD) 1740
9.0.A84.2|A12.06.064 AHTuTena k rmytamatHomy peuentopy NMDA-Tuna 4 225
9.0.A1.20|A12.06.010.007 |AHTuTena k asycnupaneHon AHK (HatueHon, a-dsDNA) 1020
9.0.A83.2|/A12.06.055.004 |AHTWTENa K 4e3aMMHMPOBaHHbLIM NenTugam anbda-rnuaguHa IgG (AAIN) 1155
8.0.A82.2|/A12.06.055.003 |AHTMTENa K Ae3aMMHMPOBaHHbIM nenTugam anbga-rnuaguHa IgA (AAIN) 1155
9.0.A27.2JA12.06.030.006 |AHTMTENa K AecMocoMaM KOXu 1970
9.0.A30.2|/A12.06.026.002 |AHTMTEna Kk Apoxokam Saccharomyces cerevisiae (ASCA), IgA 1555
9.0.A31.2|A12.06.026.003 |AHTuTena k gpoxokam Saccharomyces cerevisiae (ASCA), 1gG 1555
11.32.D1.|A26.06.093.001 |AHTuTena k nepcuHuam (Yersinia enterocolitica), IgA; 1I9G 1545
9.0.A10.2/A12.06.039 AHTuTEna K nHeynuny (1AA) 815
11.21.A1.JA26.06.006.002 |AnTuTena k kaHamae (Candida albicans), IgA 735
11.21.A2.]A26.06.006.003 |AHTuTena k kaHauge (Candida albicans), IgG 780
11.21.A3.]JA26.06.006.007 |AHTuTena k kaHauge (Candida albicans), IgM 855
11.10.A2.]JA26.06.029.002 |AHTMTENA K KancuaHOMY aHTuUreHy Bupyca dnwtenHa-bapp (Epstein-Barr virus

VCA), IgG 710
11.10.A1.JA26.06.029.001 |AHTMTENA K KancuaHOMY aHTUreHy Bupyca dnwtenHa-bapp (Epstein-Barr virus

VCA), IgM 605
9.2.A3 |[A12.06.029.003 |AHTMTENA K KapaMonunuHy, IgA 2000




9.0.A75.2|/A12.06.029.001 |AHTMTENa K kapanonunuxy, IgG 1190
9.0.A76.2|A12.06.029.002 |AHTMTENa K KapanonunuHy, IgM 1190
9.0.A22.2|A12.06.030.008 |AHTuTEna k kneTkam cocyaucToro aHgorenus (HUVEC) 1825
11.20.A13A26.06.120.001 |AHTuTena k knoHopxam (Clonorchis sinensis), IgG 1025
11.33.A2.]A26.06.103.002 |AHTUTENA K KOKIHOLLIHOMY TOKCUHY, IgG 885
11.33.A1.JA26.06.103.001 |AHTUTENA K KOKMIOLLHOMY TOKCUHY, IgA 885
11.25.A1.JA26.06.051.001 |AHTuTena Kk nervoHennam (Legionella pneumophila), cymmapHbie 1400
11.30.A1.JA26.06.053.001 |AHTuTena k neriwmanum (Leishmania infantum), IgM, 1gG cymmapHo 855
11.22.A2.]A26.06.032.002 |AHTUTEna K nambnuam (Lamblia intestinalis), IgM 605
11.22.A1.JA26.06.032.001 |AHTUTENA K Nambnusm (Lamblia intestinalis), cymmapHbie 660
11.34.A1.]A26.06.109 AHTuTEna k meHnHrokokky (Neisseria meningitidis) 1240
8.0.A84.2(A12.06.021 AHTUTENa K MMenuHy 1310
11.23.A1.]A26.06.057.021 |AHTMTENa Kk MMKoGakTepuam Tybepkynesa (Mycobacterium tuberculosis),

CyMMapHble 985
11.16.A3.]JA26.06.057.005 |AHTUTENna Kk Mukonnasme (Mycoplasma hominis), IgG 590
11.16.A1.JA26.06.057.004 |AnTuTena k mukonnasme (Mycoplasma hominis), IgA 590
11.16.A5.]JA26.06.057.003 |AHTUTena Kk mukonnasme (Mycoplasma pneumoniae), IgG 625
11.16.A6.]JA26.06.057.001 |AnTuTena k mukonnasme (Mycoplasma pneumoniae), IgM 630
11.16.A4.]A26.06.057.002 |AHTUTena Kk Mmkonnasme (Mycoplasma pneumoniae), IgA 590
7.1.A7.20|{A12.06.045 AHTUTENa K MMKpocomMarnsHon Tupeonepokcuaase (AHTU-TMO) 485
9.0.A5.20({A12.06.036.001 [AHTWUTENa K MMKPOCOMAarbHOWM dpakLmm neyeHn n noyek (anti-LKM) 1370
9.0.A29.2|/A12.06.023 AHTUTEna k Mmmokapgy (Mio) 1135
9.0.A4.20]A12.06.035 AHTuTEna Kk mutoxoHapusam (AMA-M2), IgG 1370
9.0.A40 [A12.06.035.001 |AHTMTena k mutoxoHapusm (AMA, M1-M9) IgG, HPUD 1860
9.11.A3 |[A12.06.021.006 |AHTWUTENa K MblLLEYHO-Ccreumdmryeckon TnposuHknHase (MUSK), IgG 5340
9.1.A88 [A12.06.010.014 |AHTMTENa K Hykneocomam 1435
9.0.A2.20/A12.06.010.001.04 AHTuTena k ogHocnupansHon JHK (a-ssDNA) 950
11.20.A1.JA26.06.062.001 |AHTuTena k onuctopxam (Opisthorchis felineus), 1IgG 795
11.20.A1JA26.06.062.002 |AHTuTena k onuctopxam (Opisthorchis felineus), IgM 795
9.0.A9.20[{A12.06.020.002 [AHTMTENa K OCTpOBKOBbIM KneTkaMm (ICA) 1400
11.26.A1.JA26.06.063.001 |AHTuTena k napsosupycy (Parvovirus) B19, IgG 855
11.26.A2.]JA26.06.063.002 |AHTuTena k napsosupycy (Parvovirus) B19, IgM 855
9.0.A56.2|A12.06.026.006 |AHTuMTena k napueTanbHbIM kneTkam xenygka (AMNKXK) 1190
11.2.A2.2|A26.06.040.002 |AHTUTENa K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs) 510
11.9.D4 |A26.06.022.006 |AHTuTena k npegpaHHemy 6enky Lintomeranosmpyca (CMV IEA) IgM/IgG 1290
9.0.A54.2|/A12.06.013.001 [AHTWTENA K NPOTPOMOUHY, CyMMapHble 1290
11.10.A8.]A26.06.030 AHTUTEnNa Kk paHHeMy aHTureHy Bupyca dnwrenHa-bapp (Epstein-Barr virus

EA), IgG 790
11.52.A2 |A26.06.067.001 |AHTUTENa K pecnupaTopHoO-CcUHLUMTHansHoMy Bupycy (RSV), IgG 1500
11.52.A3 |A26.06.067.002 |AHTUTENa K pecnupaTopHo-cMHUMTMansHomy Bupycy (RSV), IgM 1500
9.0.A13.2|/A12.06.046 AHTUTENA K peuentopam TUPeOoTPOnHOro ropMmoHa (AT pTTI) 1585
9.4.A1 |[A12.06.030.009 [AHTuTena k peuenTopy docconunasbl A2 - guarHocTrka MeMGpaHO3HoOM

HedponaTtum, 1IgG 2620
9.0.A21.2|A09.05.075.003 |AHTuTena k C1q dakTopy KOMNnemMeHTa 1565
11.36.A1.JA26.06.077.001 |AHTuTena Kk canbMoHennam (Salmonella) A, B, C1,C2, D, E 800
9.0.A80.2|/A12.06.025 AHTUTENa K ckeneTHbiM Mbiwuam (ACM) 1290
9.0.A32.2|/A12.06.033.001 |AHTWTENa Kk CTepona-NpoayLmMpyoWmm KnetTkam HagnodeyHvka (ACIIK) 1555
7.1.A6.20({A12.06.017 AHTUTENA K TUpPEeOornobynuHy (AHTK-TI) 525
9.0.A87.2|/A12.06.020.001 |AHTuTEna k TMpo3uH-cpocdartase (aHTu-1A2) 1705
9.0.A16.2|/A12.06.056.001 |AHTMTEna K TKAHeBOW TpaHcrnyTaMmuHase, IgA 1355
9.0.A17.2|/A12.06.056.002 |AHTWTENa K TKAHEBOW TpaHcrnyTaMmmHase, 1gG 1355
11.20.A3.]JA26.06.080.001 |AHTuTena k Tokcokapam (Toxocara canis), 1IgG 580
11.19.A4.]A26.06.081.004 |AHTuTena Kk Tokconnasme (Toxoplasma gondii), IgA 720
11.19.A2.]A26.06.081.001 |AHTuTena k Tokconnasme (Toxoplasma gondii), IgG 495
11.19.A1.]A26.06.081.002 |AHTuTena Kk Tokconnasme (Toxoplasma gondii), IgM 580
11.20.A8.]A26.06.125.001 |AHTMTena K Tpemartogam (nevyeHoYHbIM cocanbLumk Fasciola hepatica,

kowaybs asyycTtka Opisthorchis felineus), IgG, cymmapHo 810
11.20.A4.]A26.06.079.001 |AHTuTena k TpuxuHennam (Trichinella spiralis), 1IgG 560
11.18.A1.JA26.06.015.004 |AHTuTena Kk TpuxomoHage (Trichomonas vaginalis), 1I9G 630
9.0.A42.2|/A12.06.013.002 [AHTuTENa k TpombouuTtam, knacca IgG 3080
11.20.A6.JA26.06.123.001 |AHTUTeNa K yrpmuam kuwwedHsiM (Strongyloides stercoralis), 1I9G 860
11.17.A3.]JA26.06.015.003.00 AHTuTena k ypeannasme (Ureaplasma urealyticum), IgG 625
11.17.A1.JA26.06.015.001.0 AHTnTena Kk ypeannasme (Ureaplasma urealyticum), IgA 555
9.0.D1.20A12.06.030.001  [AHTuTena k poccponmnmaam (KapamonunuHy, hochaTuanncepuHy,

dochaTnamnuHosnTony, ochaTnannoBon KUCNOoTe), CyMMapHble 1055
11.14.A2.]A26.06.033.001 |AHTuTena k xenukobakTepy (Helicobacter pylori), IgA 795
11.14.A1.JA26.06.033.002 |AHTuTena Kk xenukobaktepy (Helicobacter pylori), IgG 725
11.14.A3.]A26.06.033.003 |AHTuTena K xenukobakTepy (Helicobacter pylori), IgM 905
11.1.38.D|A26.06.033.006 |AHTUTena k xenukobaktepy (Helicobacter pylori), ummyHo6nort, 1I9G 3200




11.15.A1.JA26.06.018.001 |AHTuTena Kk xnamuauu (Chlamydia trachomatis), IgA 505
11.15.A3.]JA26.06.018.003 |AHTuTena k xnammnamm (Chlamydia trachomatis), IgG 535
11.15.A2.]A26.06.018.002 |AHTuTena Kk xnamuaun (Chlamydia trachomatis), IgM 560
11.15.A6.]JA26.06.016.003 |AnTuTena k xnammgodune (Chlamydophila pneumoniae), 1IgG 590
11.15.A5.]A26.06.016.001 |AHTuTena k xnammgodune (Chlamydophila pneumoniae), IgM 590
11.15.A4.]A26.06.016.002 |AHTuTena k xnamugodune (Chlamydophila pneumoniae), IgA 555
9.0.A11.2|A12.06.052 AHTUTENA K UMKNnyeckomy umTtpynnuHosomy nentugy (ACCP, anti-CCP) 1290
11.20.A7.JA26.06.122.001 |AHTuTENa Kk yncTuLepkam cemHoro uenHsa (Taenia solium), IgG 810
11.9.A2.2|A26.06.022.001 |AHTuTena Kk umtomeranosupycy (Cytomegalovirus), 1I9G 505
11.9.D2.2]A26.06.022.005 |AHTUTENaA Kk uuTomMeranosupycy (Cytomegalovirus), IgG (MMMyHOGOT) 3515
11.9.A1.2|A26.06.022.002 |AHTUTena Kk umtomeranosupycy (Cytomegalovirus), IgM 615
9.0.A88.2|/A12.06.037.013 |AHTMTena K uMtonnaame Hentpodunos (AHLA), IgA 1120
9.0.A89.2|/A12.06.037.002 [AHTuTENA K UMUTOMNA3Me HEUTPOUITOB (C YKa3aHWEM TUMa CBEYEHUS -

uuTonnasMaTuyeckui unu nepuHykneapHsi, LAHUA, nAHLA), 1gG 1775
9.0.A26.2|A12.06.062.001 |AHTWTENA K UUTPYNIIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 1330
11.35.D1.|A26.06.097.001 |AnTuTena k wurennam (Shigella flexneri I-V, Shigella sonnei) 1500
11.20.A5.]JA26.06.124.001 |AHTUTena K wmctocomam (Schistosoma mansoni), IgG 860
9.6.A18 [A12.06.020.005 [AHTUTENa K 3K3OKPUHHOMN YacTW NOOXKeNyAO4YHOW Xenesbl, CyMMapHble

(IgG/IgA) 1195
9.0.A34.2(A12.06.061 AHTUTENa K aKCTparMpyemMomy siAepHOMY aHTUreHy, Kau. 810
9.0.A24.2|A12.06.066.001 [AHTuTEna k aHgomMusuio, IgA (ADA) 1555
11.20.A2.]A26.06.024.001 |AHTuTENa k axuHokokkam (Echinococcus granulosus), IgG 695
11.2.A4.2|A26.06.039.001 |AHTMTENA K A4epHOMY (COr) aHTUreHy Bupyca renatuta B, IgM (Anti-HBcor

IgM) 490
11.2.A3.2|A26.06.039.003 |AHTMTENA K AEPHOMY (COr) aHTUreHy Bupyca renatuta B, cymmapHbie

(Anti-HBcor) 515
11.10.A7.]A26.06.031 AHTUTEna K sgepHoMy aHTureHy Bupyca JnwrenHa-bapp (Epstein-Barr virus

EBNA), IgG 590
9.0.A3.20(/A12.06.061.001 |AHTuTena k aaepHbiM aHTureHam (ANA) 605
9.0.A7.20[{A12.06.030.003 [AHTuTena knacca IgG k dpocchonmnmaam (Kapamonunuuy,

docdarnguncepuHy, docdarmannmHosntony, gocharmannoBon kucnoTe) 885
9.0.A6.20[{A12.06.030.002 [AHTuTena knacca IgM k chocchonunuaam (Kapguonunuuy,

docdarnguncepuHy, gocdarnannmHosntony, gocharTmannoBon kKucnoTe) 885
2.0.D1.20A12.05.005 AHnTuTena no cucteme ABO 1045
9.0.D9.20A12.06.025.001  [AHTuUTENA Npy NoNMMUO3nTe, UMMyHO6noT (Mi-2, Ku, Pm-Scl100, Pm-Scl75,

SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 4 555
9.1.D5 [A12.06.025.004 |[AHTWUTena Npu cMCTEeMHOM cknepogepmun (MMMyHobnoT): Scl-70, CENP A,

CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75, Ku,

PDGFR, Ro-52 (SSA-A 52 k[1a) 4155
3.0.A4.20|A09.05.047 AHTUTPOMOWUH I 425
9.2.D04 [A12.06.030.004 [AHTUdOCHONUNUAHBIE AaHTUTENA, UMMYHOGNOT (KapauonunuH,

GeTa-2-rMMKONPOTENH, aHHEKCKH V, NPpOTPOMOUH, hocchaTnanncepuH,

docarnamnrmmuepon, pocatuannxonui, dhocdaTnannataHonammH,

docarnamnuHosmTon, docd. k-ta), IgG/M 5230
17.60.A13A09.05.118.336  |AnenbcuH IgE (ImmunoCAP), £33 980
17.40.A1(A09.05.118.004 |AnenbcuH IgE, F33 575
17.50.A10A09.05.118.230 |AnenbcuH IgG, F33 575
4.5.A6.20]A09.05.250 AnonunonportenH A1 605
4.5.A7.20]A09.05.251 AnonunonpotenH B 490
17.63.A13A09.05.118.373  |Apaxuc IgE (ImmunoCAP), f13 980
17.43.A54A09.05.118.048 |Apaxuc IgE, F13 575
17.53.A54A09.05.118.273  |Apaxuc IgG, F13 575
17.36.A8|A09.05.118.492  |Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f352 rAra h8 2390
17.36.A9 |A09.05.118.489  |Apaxwuc, anneprokoMnoHeHT IgE (ImmunoCAP), f422 rAra h1 2390
17.36.A10A09.05.118.490 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 2390
17.36.A11A09.05.118.491  |Apaxuc, anneprokoMmnoHeHT IgE (ImmunoCAP), f424 rAra h3 2390
17.36.A13A09.05.118.493  |Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f427 rAra h9 2390
17.36.D14A09.05.118.524  |Apaxuc, anneprokoMmnoHeHT IgE (ImmunoCAP), f447 rAra h6 2390
17.60.A14A09.05.118.349  |Ap6ys IgE (ImmunoCAP), f329 980
17.76.A2|A09.05.118.475 |Ackapuga IgE (ImmunoCAP), p1 980
4.1.A2.20]A09.05.041 AcnapratamuHoTtpaHcdepasa (ACT) 195
7.3.A1.20{A09.05.161 AccouunnpoBaHHbI ¢ 6epemeHHOCTbIO NpoTenH A (PAPP-A) 830
17.13.A194A09.05.118.221  |AueTuncanuumnoBas kucnota (acnupuH) IgE, C51 1 600
23.5.D1 [B03.016.019.001.JAumnkapHuTuHbl B kpoBM (15 nokasatenen) ans nuy ctapwe 18 ner,

B3XX-MC 4000
3.0.A3.20[/A12.05.039 AYTB 245
17.61.A14A09.05.118.359 |baknaxaH IgE (ImmunoCAP), 262 980
17.41.A64A09.05.118.024 |baknaxaH IgE, F262 575
17.51.A64A09.05.118.249 |baknaxaH IgG, F262 575
10.0.D8.2A09.05.035.038 |baktepuumaHasa aktnBHocTb kpoBu (BURST) 3230




17.60.A14A09.05.118.342  |BaHaH IgE (ImmunoCAP), f92 980
17.40.A1(A09.05.118.005 |baHaH IgE, F92 700
17.50.A10A09.05.118.231 |BbaHaH IgG, F92 700
17.64.A194A09.05.118.380 |bapanuHa IgE (ImmunoCAP), f88 980
17.44. A31A09.05.118.054 |bapaHuHa IgE, F88 575
17.54.A31A09.05.118.279 |bapanuHa IgG, F88 575
4.2.D01.20A09.05.014.003 |benkoBble dpakuun (BKNYaeT onpegeneHve obero 6enka n anbbymmHa) 505
8.0.A13.2/A09.05.219 Benok S-100 2700
17.48.A3|A09.05.118.099 |benok anyHbIN IgE, F1 575
17.58.A3|A09.05.118.323 |benok anyHbin IgG, F1 575
17.3.A4 |A09.05.118.137 |bepesa (Betula alba) IgE, T3 575
17.24.A33A09.05.118.444  |bepesa 6bopoagaeyatas IgE (ImmunoCAP), t3 980
17.75.A1]A09.05.118.222 |bepesa, anneprokomnoHeHT Bet v1, IgE 1495
17.75.A2|A09.05.118.223 |bepesa, anneprokoMnoHeHT Bet v4, IgE 1495
17.38.A1]A09.05.118.505 |Bbepesa, anneprokomnoHeHT IgE (ImmunoCAP), 215 rBet v1 PR-10 2390
17.38.A2|A09.05.118.506 |Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t221 rBet v2, rBet v4 2390
17.78.A7|A09.05.118.532 |Bbepesa, anneprokomnoHeHT 1IgG4 (ImmunoCAP), 1215 rBet v1 PR-10 3 600
8.0.A8.20|A09.05.245 BeTa-2-mukpornobynuH 1025
5.0.A14.4/A09.28.003.004 |Berta-2-mukpornobynuH B pa3oBOn NOPLUN MOYU 695
23.4.A19|A12.06.060.021 |Beta-kapoTuH (npoBuTamuH A), BOXKX 2185
17.45.A1(A09.05.118.060 |beta-naktornobynuH IgE, F77 575
17.55.A1(A09.05.118.285 |beta-naktornobynuH IgG, F77 575
17.36.A5|A09.05.118.483 |beTa-nakrtornobynuH, anneprokomnoHeHT IgE (ImmunoCAP), 77 nBos d5 2390
4.6.D1.200A09.05.022 BunmpybuH Henpsimol (BknoYaeT onpeaeneHve obLuero 1 NpsMoro

oununpybuHa) 380
4.6.A1.20{A09.05.021 Bunnpy6buH obLumin 210
4.6.A2.20|A09.05.022.001  |Bunupy6buH npsimoi 210
16.0.A3.1]A08.21.001.007 |Buoncus npegcTaTenbHON Xenesbl MynbTudoKanbHas (rmcTonornyeckoe

uccregoBaHue matepuana) 14 070
16.1.A60|A08.21.001.004 |Buoncus npegcTaTenbHON Xenesbl MynbTUdoKanbHas (rmcTonornyeckoe

uccrnegosaHue matepuana), Hadassah 9 300
26.3.D2 (B03.032.002.004 [BroxmmMmnyeckuin CKpUHWHT | TpumecTpa 6epeMeHHOCTM Ans NporpamMMbl

ASTRAIA (6e3 pacyerta puckos nartornorvm nnoga) (8 Hegenb - 13 Heaenb 6

OH.): AccounnpoBaHHbI ¢ 6epemeHHOCTbIO NpoTeuH A (PAPP-A), CeobogHas

cybveamHuua bera-Xry 3020
50.0.H1631B03.016.004.005 |Buoxmmuyeckoe nccnegosanve ansa HOLW-dubpoTecT (Bknoyaet

rpacpuueckun dann) 13 585
50.0.H154B03.016.004.007 |Broxmmuyeckoe nccnegosanve ansa CteatoCKpuH (BKMOYaeT rpadmyeckmin

chaiin) 8 500
50.0.H161B03.016.004.006 |Broxmmuyeckoe nccnegosaHve ansa ®mubpoTecT (BkMoYaeT rpadmyeckuin

chaiin) 12 875
6.2.D07.10B03.016.010.001 [Buoxmummyeckoe nccrieqoBaHne Metadbonn4yeckon akTUBHOCTU KULLEYHOM

Mukpodnopsl, X 1760
6.4.A1.90{A09.07.007.003 |BroxmmMuyeckoe nccrnenoBaHve ChtoHbl (MMKpobroLeHo3 nonocTu pra), MNX 2000
6.3.D16.1/A09.21.008.001  |Broxmmuyeckoe nccnegoBaHue askynaTa (UMTpar, pyKTo3a, LMHK) 1 390
18.1.D9 |B03.045.024.001.0bucdeHon A, TpuknosaH, 4-HOHUNGEHON (TOKCKHBI U3 NacTMmacc,

TMIMEeHNYEeCKNX CPEeACTB, MOKLLMX CPEACTB, AMEMEHTOB YNaKoBKN NPOAYKTOB

nuTaHnsa) B pa3oBow nopumm mouu, MNX-MC 2 455
17.42.A44A09.05.118.041 |Bo6hbl coesble IgE, F14 575
17.52.A44A09.05.118.266  |bobbI coeBble IgG, F14 575
23.2.A10|A09.01.011.001 |Bop B Bonocax, cnekrpomeTpus (B) 965
23.1.A10 [A09.05.265.001 |Bop B kpoBK, cnekTpomeTpus (B) 965
23.3.A10[A09.28.070.001 |Bop B pa3osoi nopuun Mo4u, cnektpomeTpus (B) 965
17.61.A14A09.05.118.364  |bpokkonu IgE (ImmunoCAP), f260 980
17.3.A5 |A09.05.118.138 |byk (Fagus grandifolia) IgE, T5 800
17.4.A2 |A09.05.118.156 |ByxapHuk wepctuctbin (Holcus lanatus) IgE, G13 575
17.37.A2]|A09.05.118.485 |Bblumnin CLIBOPOTOYHBLIN anbOymuH, anneprokoMnoHeHT IgE (ImmunoCAP),

€204 nBos d6 (BSA) 2390
10.0.D73|A12.30.012.017 |B1-knetkn CD5/CD19 (BkntoyaeT aHanu3 KpoBu C nNenkoumuTapHon popmMynom) 1925
18.2.A6.2JA09.05.035.002 |BanbnpoeBas kucrota 2250
17.67.A14A09.05.118.405 |BaHunb IgE (ImmunoCAP), {234 980
17.47.A84A09.05.118.081 |Banunsb IgE, F234 575
17.57.A84A09.05.118.305 |Banunb IgG, F234 575
18.2.A15|A09.05.035.033 |BaHkomuumH, BOXX-MC 2 595
17.60.A14A09.05.118.344  |BuHorpag IgE (ImmunoCAP), 259 980
17.40.A1(A09.05.118.006 |BuHorpag IgE, F259 700
17.50.A10A09.05.118.232  |BuHorpag IgG, F259 700
4.9.A4.20|A12.06.060.003 |ButamuH B6 (nnpupokcanb-5-cocdar), BOXKX-MC 2 260
4.9.A14 |A12.06.060.016 |Butamuu B7 (6uotuH), BOXX-MC 2260
4.9.A9.20|A12.06.060.005 |ButamuH E (anbda-Tokodepon) B kposu, BOXXX-MC 2160




4.9.A1.20|A12.06.060.002 |ButamuH A (petuHon), BOXKX-MC 2260
4.9.A2.20|A12.06.060.009 |ButamuH B1 (TiamuH-nupodocdar), BOXX-MC 2 260
4.9.A6.20|A12.06.060 Butamun B12 (unaHokobanamuH) 670
4.8.A6 |A12.06.060.015 [ButamuH B12, akTuBHbIN (XonoTpaHckobanamuH) 1670
4.9.A13 |A12.06.060.010 |Butamuu B2 (pubodnasuH), BOXX-MC 2260
4.9.A12 |A12.06.060.011 |Butamun B3 (HnauuH), BOXX-MC 2260
4.9.A3.20|A12.06.060.012 |ButamuH B5 (naHTtoTeHoBas kucnorta), BOXKX-MC 2260
4.9.A5.20|A09.05.080 Butamun B9 (ponueas kncnora) 805
4.9.A10.2|A12.06.060.006 |ButamuH K (punnoxuHoH), BOXX-MC 2150
4.9.A7.20|A12.06.060.004 |ButamuH C (ackopbuHoBas kucnota), BOXX-MC 2160
11.7.A1.2|A26.06.049.001 |BWY (aHTUTENa 1 @aHTUreHbl) 340
17.60.A14A09.05.118.351  |BuwHa IgE (ImmunoCAP), f242 980
17.40.A1(A09.05.118.007 |Buwhs IgE, F242 575
17.50.A1(A09.05.118.233  |BuwHsa IgG, F242 575
23.11.A1 [A07.16.006.002 |BogopogHo-MeTaHOBbIV AblXxaTenbHbIA TECT ¢ nakTyno3on (CUBP, cuHopom

n36bITOYHOrO GaKkTepnanbHOro pocTa B TOHKOM KULLKE) 3 000
3.0.A5.20[{A12.06.030.005 |[BonyaHO4YHbIN aHTUKOArynsaHT 1155
13.23.D5]A26.21.008.001.01BIM4Y-tect (ROCHE COBAS4800) BbICOKOro kaHLeporeHHoro pucka (16-68

TmnoB: 16, 18 ¢ onpegeneHuem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,

68 6e3 onpegenexHns Tuna) 1600
13.23.D1(A26.21.008.001.04BMY-tecT (Bektop-becT) BbicOKOro kaHUeporeHHoro pucka (16-68 tunos: 16,

18 c onpegenenvem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68

CYMMapHo) 1150
22.1.D19|A27.30.123 Bbi6epu cnopt. CkopocTb, cuna, BbIHOCIIMBOCTL (BEHO3HAs KPOBb;

reHeTuyecKkasi NPeapacnonoXeHHOCTb K 3aHATUAM pasnuyYHbIMU BUAaMm

cnoprta) 6 695
18.1.D2.1/A09.01.007.002  |BbicokocneLmnuryHoe BbIsIBNIEHUE B BONOCAX HAPKOTUYECKMX U

NCUXOaKTMBHbIX BELLECTB C UX TOYHOW naeHTudukaumen, NX-MC 9175
18.1.D3.4A09.28.055.001.00BbicokocneundnyHoe BbisiBNEHNE HapKkoTMYeckux BelecTs, MNMAB, HUKOTUHA,

KOTMHMHA U ankorons, ¢ X TOMHOW naeHTudukaumen B pasosor NopLmnm Moy,

'X-MC 4 580
13.7.A1 |A26.30.032.005 |BbisiBneHne reHOB pe3NCTEHTHOCTM K IMUKONeNTUAHbIM U 6eTa-nakTamHbIM

aHTUMbnoTmkam y 6aktepuin (bakPesncta GLA) 2400
22.4.D1.24A27.05.022.001 |BbisBneHvne mukpogeneuun B dpaktope asoocnepmun AZF (nokycel A, B, C) 8 555
22.1.1.A3|A27.30.289.001 |BbisiBneHWe Hecny4aniHoW MHAKTUBaLMK (NaioHM3aumMmn) X-xpOMOCOMbI Y

EHLUMH (guarHoctuka 6ecnnogusi) 13 390
17.3.A6 |A09.05.118.139 |Bsas (Ulmus spp) IgE, T8 575
17.64.D1]JA09.05.118.525 |lanakTo3a-anbga-1,3-ranakrosa (a-Gal), anneprokomnoHeHT IgE

(ImmunoCAP), 0215 2900
4.1.A5.20|A09.05.044 Famma-rnytamunTtpaHcdepasa (ITT) 210
4.3.A3.20|A09.05.079 [anTornobuH 605
7.7.A1.20{A09.05.057 lacTpuH 1050
23.10.D1(B03.004.001.001 [FactpolaHens (FacTpuH-17 6a3oBbii, MencuHoreH |, MencuHoreH I, AHTUTENA

K xenukobakrepy, 1gG) 6 695
4.1.9.5.D1B03.004.001.005 |FacTtpollaHenb co ctumynsumen (MactpuH-17 6a3osbin, MacTpuH-17

CTUMYNMpPOBaHHbIA, MencuHoreH |, MNencuHoreH I, AHTUTENa Kk XenukobakTepy,

IgG) 11 015
13.34.D2]|A26.19.010.003 |FenbMoCkpuH (BbisiBneHne OHK renbmuHTOB B kane metogom lMUP: Ascaris

lumbricoides, Enterobius vermicularis, Opisthorchis felineus, Taenia solium,

Diphyllobothrium latum) 2 345
50.0.H114A27.05.010.002 |Femoxpomatos, onpeaeneHne mytaumin HFE: 187C>G (rs1799945) HFE:

845G>A (rs1800562) 2670
22.1.A22|A27.05.025.001 |l'eH aHgporeHoBoro peuentopa (AR), yucno CAG-noBTOpoB 4815
22.1.D23|A27.30.057.002 [l'eH peuentopa ButamumHa D, nonumopduam 283 A>G (Bsml) 1700
22.1.D33|B03.005.017.001 |[leHeTnyeckas gnarHocTuka anbda-tanaccemun (Mytauum B reHe HBA) 6 795
22.1.A33|B03.005.017.002 |[leHeTnyeckas anarHocTuka beta-TanaccemMmmn n remornobuHonaTuii (Mytauum

B reHe HBB) 7 400
22.1.1.A2|A09.05.255.001 [leHeTunyeckast QMarHOCTUKa KIETOYHOrO CTapeHns (M3MepeHne ANvHbl

Tenomep) 8 980
22.4.D3 |A27.30.141 leHeTnyeckasa guarHoCTUKa HacneacTBEHHOW rmnepxonecTepmHeMun (reHbl

LDLR, PCSK9, APOB100) 10 875
22.7.D1 [A27.05.033.001 [leHeTunyeckas gnarHOCTUKa HacCNeaCcTBEHHOW HEMPOCEHCOPHOW TYroyxocTu

(renbl GJB2, GJB3, GJB6, POU3F4, WFS1) 7740
22.1.D35|B03.057.002.001 |[leHeTnyeckas QnarHOCTKa HacnegcTBeHHON opMbl NaHKpeaTuTa (reHbl

PRSS1, SPINK1) 4 380
22.1.D34|A27.30.119 leHeTnyeckas guarHoCTUKa NepBUYHON SUYHUKOBOMW HE4OCTaTOMHOCTM (reH

FMR1) 6 760
22.4.D4 |A27.30.142 leHeTnyeckasa guarHoCTUKa cCeMenHon runepxonectepnHemMmm (6 9K30HOB reHa

PCSKO9) 13 495
22.1.D24 (A27.05.034.001 [leHeTnyeckasa gnarHocTunka cnnuHanbHon mblwedHon atpodum (SMN1, SMN2) 5970
22.1.A34 [A27.05.035 leHeTnyeckasa guarHoctuka peHmnketoHypum (reH PAH) 21425




22.1.D20

A27.05.002.001

leHeTUYeckasi NpeapacnonoXeHHOCTb K 6onesHu Anblrelimepa (BeHo3Has

kpoBb; APOE E2/E3/E4) 6 900
22.1.D15|A27.30.116 leHeTnyeckan NnpeapacnonoXeHHOCTb K rMnepToHun, 9 nokasarenen 4170
22.1.1.A7|A27.30.498 leHeTnyeckas NnpeapacnonoXeHHOCTb K HapyLIEHNO (OyHKLUUN LLIMTOBUOHOWM

Xenesbl 14 700
22.2.D1.2A27.05.045.001 [leHeTnyeckn obycrnoBneHHas YyBCTBUTENbHOCTL K BapdapuHy (VKORC1,

CYP2C9, CYP4F2 - 4 To4km) 3225
22.1.D4.2A27.05.003.001 [leHeTnyeckune gedekTbl epmeHToB donartHoro uukna (MTHFR, MTR, MTRR

- 4 TO4KN) 3545
22.1.D3.2A27.05.002.002 |[leHeTnYeCKuIA pUCK HapyLLEeHWIn cucTembl cBepTbiBaHus (F2, F5, F7, FGB,

F13A1, SERPINE1, ITGA2, ITGB3 - 8 Touek) 3775
22.1.D5.24A27.20.001.006 [leHeTMYeCKMIn pUCK OCIOXHEHWU BepeMeHHOCTM 1 naTonorum nnoga, 12

nokasarenen 5620
22.1.D13{A27.05.040.008 [l'eHeTMYECKMIN PUCK Pa3BUTUSI paKka MOSIOYHOW XKenesbl U paka ANYHUKOB

(BRCA1, BRCAZ2 - 8 noka3atenen) 3500
22.1.A1.2(B03.032.003.001 [leHeTnyecknin TECT Ha NaKTO3Hy HenepeHocMMocTb: MCM6: -13910 T>C 1500
22.1.1.A6|A27.30.499 leHeTnyeckoe nccrnenoBaHne aPEKTUBHOCTU AETOKCMKALIMN METabonMToB

9CTPOreHoB (paclumpeHHasi NaHenb) 14 400
22.19.A1|A27.30.217 leHoguarHocTuka 1, 2A, 2B, 2M, 2N, 3 Tunos 6one3xun doH BunnebpaHaa

(18-21 n 28 ak3oHbI reHa VWF) 10 400
22.17.A2 |A27.30.480 leHoguarHocTuka 60koBoro ammoTpoduyeckoro ckneposa (reH SOD1) 7 000
22.1.D111B03.019.011.002 |leHogmarHocTuka 6onesHun BunbcoHa-KoHoBanosa (aHanv3 myTauuii reHa

ATP7B) 11 440
22.1.D30]|A27.30.113 leHogunarHocTuka 6onesHu MeHTUHITOHa (oueHka yncna CAG-NoBTOPOB B reHe

HTT) 5310
22.17.D1]|A27.30.482 leHoguarHocTuka 6onesnu MapknHcoHa (konuyecTso konuii reHos PARK 1

ATP13A2, mytaumm B reHax SNCA n LRRK2) 6 600
22.17.A4 |A27.30.481 leHoguarHocTuka 6onesnu Wapko-Mapu-Tyta 1A n HacnegcTBEHHON

HenponaTuu ¢ NOABEPXKEHHOCTbIO Napanuyy oT caasneHuns (reH PMP22) 15 800
22.17.A1(B03.019.021.001 [leHogmarHocTvka BpOXOEHHOro aHrmoHeBpoTmdeckoro oteka (reH SERPING1) 24 855
22.1.D25|A27.05.024.004 |leHogmarHoOCTVKa BPOXOEHHOW rMnepnnasnm HaanovYeyHMKoB (MccnegoBaHne

15 myTauun B rene CYP21A2 c yyeTom nameHeHus B ncesgoreHe CYP21P) 12615
22.17.A3|A27.05.032.001 [leHogmarHocTuka MbleyHon anctpodum JioweHHa n bekkepa

(oeneunn/aynnukaumm ak3oHoB 1-79 B reHe DMD) 7 475
22.14.D1|A27.30.484 leHoguarHocTuka octpou nepemexatowiencsa nopcgpupum (reH HMBS) 11 330
22.1.D27|A27.05.009.001 [leHogmarHocTWka NaTonorMm neveHn (oueHka mytaumi B reHax: HFE, ATP7B,

PizZ/S A1AT n PNPLA3) 8510
22.19.A2 |A27.30.216 leHoguarHocTuka TpomboTMYecKo TPOMBOLMTONEHNYECKON Nyprypbl (reH

ADAMTS13) 11 600
22.9.A31|A27.05.061.040 [leHoM depTu - AUArHOCTUKA FrEHETUYECKMNX NMPUYNH BECMNOANSA Y MYXHYUH 1

XeHwwH (FeHomen) 113 700
22.1.A25|A27.05.041.009 [leHoTunupoBaHue HLA-Cw6 npu ncopuase 4 260
13.30.D1JA26.08.038.001.0QMeHoTMnmposaHue Bupyca rpunna (A/B) 905
4.8.A7 |A09.05.007.002 |lencuanH-25 6470
7.2.A6.20{A09.05.139 MmapokcunporectepoH (17-OH-nporectepoH) 610
7.7.A9 |A09.05.085 MmctamnH, BOXX-MC 2775
16.1.A25|A08.30.046.017  |fucTonoruyeckoe nccnegoBaHme 6uoncminHoro (1 doparmMeHT) U NYHKLUMOHHOMO

(mo 2 ctonbukoB B 1 KOHTEWHEPE) MaTepuarna, cockobos (1 koHTenHep) (Unim) 4 200
16.1.D2 |A08.30.046.001.0QmcTonornyeckoe nccnegosaHve 6MONCMMHOMO (onepaunoHHoro) marepuana 1

KaT. CIOXHOCTU (HEOCNOXHEHHblE POPMbl HeCreLMMUYECKOro OCTPOro Unm

XPOHUWY. BOCMNaneHuns, auctpoduyeckue npoueccsl) 1 nok., 1 koHtenHep, LDG 3135
16.1.D3 |A08.30.046.002.0qMmcTonornyeckoe nccnegoBaHme 6MONCMMHOMO (onepaunoHHOro) matepuana 2

KaT. CIOXHOCTUN (OCMOXHEHHblE POPMbI HECTIELIMPUYECKOTO OCTPOro UInn

XPOHWY. BOCManeHnsi, AuCcTpodryeckmne NpoLiecchl, NOpokM passuTus) 1 nok.,

1 koHTenHep, LDG 4740
16.1.D4 |A08.30.046.003.0QmcTonornyeckoe nccnegosaHme 6MONCMMHOMO (onepaunoHHOro) marepuana 3

KaT. CNoXHOCTK (MHAeKL. 3aboneBaHuns, rpaHynemMaTo3Hoe Bocn., 6onesHn

obmeHa BelLecTB, 4OOpoKa4YeCcTBEHHblE HOBOOOpasoBaHus) 1 nok., 1

KoHTelHep, LDG 5690
16.1.D5 |A08.30.046.004.0QM'mcTonornyeckoe nccnegosaHme 6MONCMMHOMO (onepaunoHHOro) marepuana 4

KaT. CNOXHOCTM (Qncnnactuyeckme (HeonnacTu4eckme) NnpoLecchbl,

norpaHnYHbIE Y 3110Kay. OMNyXonu C rUCT. Bepudmkaument) 1 nok., 1 KOHTenHep,

LDG 6 800
16.1.D6 |A08.30.046.005.0qMmcTonornyeckoe nccnegosaHme 6MONCMMHOMO (OnepaunoHHOro) marepuana 5

KaT. CIOXHOCTU (MMMYHOMAaTOmNorusi, KPOBETBOPEHME, HOBOOGPA30BaHWs Npu

OTCYTCTBUM rUCT. BepndmkaLnm, NyHKUMOHHbIe 6uonTtathkl), 1 nok., 1

KoHTelHep, LDG 8 000
16.1.A50 |A08.01.001.003 |lucTonormnyeckoe nccnegoBaHne OMONCUAHOTO U ONepaLMoHHOro MaTepuana

KOXXHbIX M NOAKOXHbIX HOBOOOpasoBaHuii, Unim 6 400
16.1.A61|A08.30.046.088 |lucTonoruyeckoe nccnegoBaHme BMONCMNHOMO Matepuana (3HAOCKONMYECKU

UNW NYHKUMOHHBIN MaTtepuan, 1 KoHTenHep), Hadassah 7 245
16.1.D1 |A08.30.046.004.04MMcTonornyeckoe nccregoaHne buoncuinHoro matepuana 4 Kar.CrnoXxHocTu:

aHAockonuyeckme buoncuu, 1 nok., 1 koHTenHep, LDG 3135




16.1.A52

A08.20.009.003

lcTonornyeckoe nccnenoeaHne GUONCUIAHOTO, NYHKLMOHHOTO Matepuana u
cockoboB + [narHocTurka metogom ummyHornctoxmmun (UMX) npu pake

MOMOYHON xenesbl - 4 peakumn (ER, PR, Ki-67, HER2), Unim 28 400
16.1.A73|A08.01.001.013 |[ucTonormMyeckoe nccrneaoBaHne KoXxu U NOOKOXHbIX 00pasoBaHnii CNOXHOE

(menaHoma, 6asanunoma, nogo3speHue Ha 3HO koxu, gepmatossbl), LDG 4 515
16.1.A72]A08.03.002.008 |lucTonormyeckoe nccnefoBaHMe KOCTHO-XpSLLEBLIX obpa3oBaHuii, LDG 7 840
16.1.A5 |A08.20.003.005 |lucTtonoruyeckoe nccnegosaHve matepvana POB (pasgensHoe

AmarHocTnyeckoe BbickabrnvBaHue: NonocTb MaTku, LepBUKarbHbIN kaHar, 2

KoHTenHepa), LDG 4 365
16.1.A54 |A08.30.046.016 |[ucTonornyeckoe nccrnenoBaHne onepaumoHHoro marepumana knacca UN-1

(Unim) 6 025
16.1.A56 |A08.30.046.019 |[ucTonornyeckoe nccnegoBaHne onepaumoHHoro matepuana knacca UN-2

(Unim) 6 240
16.1.A57 |A08.30.046.020 |lucTonormyeckoe nccnenoBaHne onepaumoHHoro matepuana knacca UN-3

(Unim) 16 600
16.1.A58 |A08.30.046.021 |[ucTonornyeckoe nccnenoBaHne onepaumoHHoro matepuana knacca UN-4

(Unim) 29 000
16.1.A59 |A08.30.046.022 |[ucTonornyeckoe nccnenoBaHne onepaumoHHoro matepuana knacca UN-5

(Unim) 69 200
16.0.A24./A08.30.001 [ncTonornyeckoe nccnegoBaHve nnaueHTsbl, LDG 11 800
16.1.A45]A08.16.002.004 |lucTonornyeckoe nccrnenoBaHue nocne MynsTudokKanbHoM Guoncum xenyaka

C oueHkon no knaccundpukaumm OLGA/OLGIM+H.pylori (Unim) 10 900
16.0.A21|A08.20.009 [ncTonornyeckoe nccnegoBaHe NyHKLWMOHHOMO Matepurarna MOMOYHOW Xenesbl

(1 koHTenHep, 1 nokyc), LDG 5400
16.1.A65 |A08.20.009.007 |lucTonormyeckoe nccnefoBaHme NyHKLUMOHHOMO MaTtepuana MonoYHON

xenesbl, Hadassah 5700
16.0.A23.|A08.14.001 mcTonornyeckoe nccnegoBaHne NyHKLUUMOHHOMO Matepuvana nevexHm 2475
16.0.A22|A08.28.005 lncTonornyeckoe nccnegoBaHme NyHKLUMOHHOMO Matepuarna noyek 2475
16.0.A20./A08.22.003 lncTonornyeckoe nccnegoBaHve NyHKUWMOHHOMO Matepuana WmMToBUaHON

xenesbl 2 475
16.0.A25|A08.30.046.089 |lucTonormyeckoe nccrnefoBaHMe CIIOXKHOMO onepauMoHHOro Matepuana

(Npuaatku, y3nbl MUOMbI, N/y, CanbHWK, KOHYC LUEVKM MaTKu, Pe3eKLms NeYeHu,

Xenygka, MOMMOYHON, LWMTOBMAHOM Xenesbl, yaarneHHas onyxosb), 1

KoHTewnHep, LDG 8 000
16.1.A49|A08.20.002.001 |[ucTonormyeckoe nccriegoBaHne cockoba LiepBrKanbHOro kaHana +

rMCTONOrMYeckoe uccrnegoBaHne cockoba aHAOMEeTpUs/ TMcTonornyeckoe

nccnegosaHue Guoncum wenkn matku (Unim) 8 900
16.0.A8.1]A08.20.003.003 |lucTonoruyeckoe nccnenoBaHme aHAOMeTpus (B T.4. nannens-6uoncus), LDG 3 065
16.1.A40|A08.30.046.032 |lucTonormyeckoe nccnefoBaHe 3HAOCKONMYECKoro Matepuana (nonvn 6onee

2 cm; Unim) 5400
16.1.A4 |A08.16.002.001.0qMmcTonornyeckoe nccnefoBaHme 3HOOCKONMYECKOro MaTepuana xenyaka

(OLGA, 3 koHTerHepa: Teno, yron, aHTpanbHbIn otaen xenyaka, HP), LDG 4 000
16.0.A7.1]A08.16.002.003 |lucTonormyeckoe nccrnefoBaHme 3HOOCKONMYECKOro Matepuana xenyaka ¢

BbisiBrieHvem Helicobacter pylori, LDG 3380
16.1.A6 |A08.17.001.004 |lucTonornyeckoe nccrnenoBaHne 3HAOCKOMMYECKOro MaTepmarna KuwedHmka

npu BocnanuTenbHblX 3aboneBaHusix (MecTHMYHas Guoncusl, HeCKONbKO

KoHTenHepoB), LDG 4 885
16.1.A43|A08.30.046.034 |lucTonoruyeckoe nccnegoBaHme 3HOOCKONMYECKOro matepuana npocToe (4o

3-x kycoukoB) +BbisiBnieHue Helicobacter pylori 3a cnyqan (Unim) 6 800
16.1.A42|A08.30.046.031 |lucTonoruyeckoe nccnegoBaHme aHAOCKONMYECKOro Matepuana npocToe (4o

3-X KyCO4YKOB) NuLLEeBOAa, Xenyaka, Kikn, 6poHxa, roptann, Tpaxem (Unim) 4 200
16.1.A41|A08.30.046.033 |[ucTonormyeckoe nccneqoBaHme 3HAOCKOMMYECKOro Matepuarna CrioxHoe

(6oree 3 KyCOYKOB) MULLEBOAA, XENyAKa, KULIKKU, BpoHXa, ropTaHu, Tpaxen

(Unim) 5400
4.4.D1.200A09.05.083 [MWKMpoBaHHbLIN remornobuH Alc 330
7.2.A11.2|A09.05.160 MoBynuH, ces3biBatoLL M nonosbie ropmoHkl (FCHM, SHBG) 485
23.5.A1 [A09.05.259.001 [InyTatuoH cBobogHbIv (BoccTaHoBneHHbIN, GSH) B kposu, BOXKX 3050
4.9.A11 |A09.05.239.001 |ImyTaTMoH-Nepokcnaasa B aputTpoumuTax 2320
4.4 A1.20|A09.05.023 mioko3a 170
5.0.A7.40{A09.28.011.001  [Inioko3a B pa3oBow NOpLMMN MOYU 170
4.4.02.200A09.05.023.003 |Intokosa nocne Harpy3ku (1 yac cnycTs) 100
4.4.D3.200A09.05.023.004 |Imtoko3a nocre Harpysku (2 Yaca cnycTsl) 100
5.0.D012.4A09.28.011.002 [[MntoKo3a CyTOYHOW MOYM 210
17.69.A13A09.05.118.422 |nioteH (knenkosuHa) IgE (ImmunoCAP), 79 980
17.64.A13A09.05.118.385 |loBagmHa IgE (ImmunoCAP), 27 980
17.44.A3(A09.05.118.055 |loBaguHa IgE, F27 575
17.54.A3(A09.05.118.280 |loBagwHa IgG, F27 575
17.2.A1 |A09.05.118.114 |lony6b (nowmert) IgE, E7 575
4.5.A10.2/A09.05.214 [omouucTenH 1485




4.9.A21

B03.016.023.008

[opmoHbI B crnitoHe, 14 noka3atenen (TectoctepoH, AMSA, AHAPOCTEHANOH,
KopTtuson, KoptunsoH, 11-gesokcmkoptuson, KopTnkoctepoH, AnbgoCTEPOH,
OcTpaaunon, 3cTpoH, Actpuon, MNporectepoH, 17-OH-nporecTepoH,

MperHeHonoH) BOXKX-MC 9 595
17.62.A13JA09.05.118.371  |lopox IgE (ImmunoCAP), f12 980
17.42.A471A09.05.118.042 |lopowek 3eneHbin IgE, F12 700
17.52.A47A09.05.118.267 |lopowek 3eneHbin IgG, F12 700
17.47.A8]A09.05.118.082 |lopuwnua IgE, F89 700
17.57.A8]A09.05.118.306  |lopuumua IgG, F89 700
17.3.A7 |A09.05.118.140 |I'pab obbikHOBeHHbIN (Carpinus betulus) IgE, T209 575
17.46.A29A09.05.118.068 |pebewok IgE, F338 800
17.56.A29A09.05.118.292  |I'pebewok IgG, F338 800
17.60.A14A09.05.118.354  |IpeiindpyT IgE (ImmunoCAP), f209 980
17.40.A10A09.05.118.008 |IpewindpyT IgE, F209 800
17.50.A10A09.05.118.234  |I'peiindpyT IgG, F209 800
17.3.A18|A09.05.118.147  |I'peukmn opex (Juglans regia) IgE, T10 700
17.63.A13A09.05.118.375 |I'peukmin opex IgE (ImmunoCAP), 256 980
17.43.A5§A09.05.118.049  |I'peuknin opex IgE, F256 575
17.53.A5§A09.05.118.274  |'peukwuin opex IgG, F256 575
17.36.A14A09.05.118.519  |peukmnn opex, anneprokoMnoHeHT IgE (ImmunoCAP), f441 rdug r1 2390
17.36.A194A09.05.118.520  |I'peukmn opex, anneprokoMnoHeHT IgE (ImmunoCAP), f442 rJug r3 2390
17.69.A13JA09.05.118.417  |Ipeunxa, rpeumwHas myka IgE (ImmunoCAP), f11 980
17.67.A194A09.05.118.400 |'pmbbI (wamnuHboHbl) IgE (ImmunoCAP), f212 980
17.47.A34A09.05.118.083  |pnbbI (wamnuHboHbl) IgE, F212 575
17.57.A34A09.05.118.307 |'pmbbI (wamnuHboHbl) 1IgG, F212 575
17.71.A4|A09.05.118.479  |I'pnbbl poga kaHauaa (Candida albicans) IgE (ImmunoCAP), m5 980
17.9.A1 |A09.05.118.187 |I'pubbl poga kaHanaa (Candida albicans) IgE, M5 575
2.0.D3.20A12.05.005.001 [Fpynna kpoBwu + Pe3syc-dakTtop 505
17.60.A14A09.05.118.340 |Mpywa IgE (ImmunoCAP), f94 980
17.40.A11A09.05.118.009 |Ipywa IgE, F94 700
17.50.A11A09.05.118.235 |Ipywa IgG, F94 700
17.2.A2 |A09.05.118.115 |l'ycb (nepo) IgE, E70 800
3.0.A6.20{A09.05.051.001 (O-gumep 1050
7.9.A3 |A09.07.010 OerngpoanuangpoctepoH (AM9A) cBoboaHbIv B critoHe, BOXKX-MC 1275
7.2.A8.20|A09.05.149 OerngpoanuangpocTtepoH cynbdart (O 3A-cynbdar) 450
5.0.A15.4|A09.28.064 OesokcunupuamHonud (DPD) B pa3oBow nopumuM Movmn 2400
16.1.A55|A08.03.002.009 |OekanbuuHaums nNpy rMCTONIOMIMYECKOM NCCeNOBaHNM KOCTHON UK XPSILLEBON

TKaHu (Unim) 3100
22.1.D31|A27.05.036.001 [OnarHocTnka CFTR-accoummnpoBaHHbix 3abonesaHuin: 6ecnnoaue,

naHkpeaTtuT, MykoBucunaos (38 abeppauuin reHa CFTR) 16 370
9.11.A1 |[A12.06.021.004 [dnarHocTyKa BocnanuTenbHbIX MOIMHEBPUTOB (aHTUTENa K raHrmmo3ngam

GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1b,

cynbaruay) knaccos IgG/IgM 5570
22.1.A26 (A27.30.121 OwnarHocTuka npu xupoBoi 6onesHn neveHn (reH PNPLA3) 4 485
22.1.A21|B03.014.002.001 [dnarHocTuka CEMEWHO Cpeanu3eMHOMOPCKON NNXopaakn (nepuoguyeckast

6onesHb, reH MEFV). 10 415
22.1.A16.[A27.30.015 OunarHoctuka cuHgpoma XKunnbbepa (MyTaums reHa UGT1) 3230
7.9.A2 |B03.016.023.007 [OwnarHocTuka cTpecca (cooTHoweHune OIMDA u kopTusona), cnioHa (4 nopuum),

B3XX-MC 4900
13.14.D1]A26.19.069.001 |OdnaporeHHble E.coli (QHK aHTeponatoreHHbIx E. coli/ JHK aHTepoTOKCHMreHHbIX

E. coli/ AHK sHTepounHBasusHbix E. coli/ HK aHTeporemopparuyeckmx E. coli/

[OHK aHTepoarrperatunsHbix E. coli) 2200
7.4.A4.20[A09.05.150 OnrngpoTtecTocTepoH 1485
17.13.A14A09.05.118.219  |OuknodpenHak IgE, C79 1600
14.12.A1]A26.05.016.001.0q ucHakTepros c onpegeneHnemM YyBCTBUTENBbHOCTU K aHTUOMOTUKAM U

6akTepuodcparam 1980
14.12.A2|A26.05.016.001.00 ducbakTepros c onpegeneHnemM 4yBCTBUTENbHOCTH K BakTepuodaram 1890
13.29.A1|A26.08.022.002 |OHK ageHoBupyca (tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1165
12.25.A1]A26.08.022.001.0 4HK ageHoBupyca (Tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), kpoBb, Kau. 1240
13.5.A1.9/A26.20.025.002 |OHK 6negHow TpenoHeMbl (Treponema pallidum) 400
12.8.D2 |A26.05.020.005 |OHK BI'B, reHotun (A,B,C,D) kpoBb, kau. 1900
13.22.A1|A26.06.056.003 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 500
12.17.A1]A26.05.042.001 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus), KpoBb, Kau. 505
12.8.A1.2)A26.05.020.001 |OHK Bupyca renatuta B, kpoBb, kau. 800
12.8.A2.2]A26.05.020.002 |OHK Bupyca renatuta B, kpoBb, KOMNMY. 3095
12.31.A1]A26.05.024.001.00 AHK Bupyca repneca 8 Tuna (Human Herpes virus VIII) kpoBb, Kau. 445
13.20.A1.|A26.05.033.001.04HK Bupyca repneca VI tuna (Human Herpes virus VI) 505
13.20.A2|A26.05.033.002.00 AHK Bupyca repneca VI tuna (Human Herpes virus VI), konnyectBeHHO 640
12.15.A1]A26.05.033.001 |OHK Bupyca repneca VI tuna (Human Herpes virus VI), KpoBb, Kau. 520
12.15.A2|A26.05.033.002 |OHK Bupyca repneca VI tuna (Human Herpes virus VI), kpoBb, Konuu. 545




13.46.A1|A26.05.024.002 |OHK Bupyca repneca VII Tuna (Human Herpes virus VII) 615
12.26.A1|A26.05.024.003 |OHK Bupyca repneca VII Tuna (Human Herpes virus VII), kpoBb, Kau. 705
13.19.A3|A26.05.035.003 |OHK Bupyca npoctoro repneca | u Il Tunoe (Herpes simplex virus | n II) 400
13.19.A1.|A26.05.035.001.00 4HK Bupyca npocToro repneca | Tuna (Herpes simplex virus 1) 380
13.19.A4|A26.05.035.002.0 4HK Bupyca npocTtoro repneca | Tuna (Herpes simplex virus 1), KonnyecTBeHHO 600
12.14.A1]A26.05.035.001 |OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, 1), kpoBb,

Kau. 505
13.19.A2|A26.05.035.001.00 4HK Bupyca npocToro repneca Il Tuna (Herpes simplex virus 1) 370
13.19.A5]A26.05.035.002.0 4HK Bmpyca npoctoro repneca Il Tuna (Herpes simplex virus 1),

KONMYeCcTBEHHO 600
13.21.A1|A26.08.059.001.0 4HK Bupyca SnwtenHa-bapp (Epstein-Barr virus) 400
13.21.A2|A26.08.059.002.0 4HK Bupyca SnwTternHa-bapp (Epstein-Barr virus), konnyectBeHHO 505
12.16.A1]A26.05.011.001 |OHK Bupyca OnwTtenHa-bapp (Epstein-Barr virus), KpoBb, Kau. 505
12.16.A2|A26.05.011.002 |OHK Bupyca SnwTternHa-bapp (Epstein-Barr virus), kpoBb, konmu. 500
13.31.D1]A26.08.050.002 |OHK Bo3GyauTenen koknowa/napakokntowwa/6poHxocentukosa (Bordetella

pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 1045
13.14.A5]A26.19.067.002 |OHK Bo3byauTensa ncesgotybepkynesa (Yersinia pseudotuberculosis) 465
13.4.A1.9/A26.20.030.002 |OHK rapaHepennsl (Gardnerella vaginalis) 355
13.4.A2.9/A26.20.030.003 |OHK rapaHepennbl (Gardnerella vaginalis), konmuyecTBeHHO 500
13.6.A1.9/A26.21.024.001 |OHK roHokokka (Neisseria gonorrhoeae) 355
13.6.A2.9|A26.21.024.002 |OHK roHokokka (Neisseria gonorrhoeae), konm4ecTBeHHO 500
13.52.D1]A26.01.030.002 |OHK rpuboe aepmatodmTos (Trichophyton, Epidermophyton, Microsporum) 1600
13.15.D1]A26.21.055.004 |OHK rpuboe poaa kanamabl (Candida albicans/Candida glabrata/Candida

krusei) c onpegeneHnem Tuna 535
13.15.A1|A26.21.055.001 |OHK kananabl (Candida albicans) 335
13.15.A2|A26.21.055.002 |OHK kanaugpl (Candida albicans), konnyecTBeHHO 500
13.13.A1]A26.05.037.003 |OHK nuctepuu (Listeria monocytogenes) 1000
12.4.A1.2)A26.05.037.001 |OHK nuctepun (Listeria monocytogenes), KpoBb, Kau. 380
13.8.A1.9/A26.09.080.002 |OHK mukobakTepumn Tybepkynesa (Mycobacterium tuberculosis) 535
12.6.A1.2JA26.05.047.001.0 4HK mukobakTepumn Tybepkynesa (Mycobacterium tuberculosis), kpoBb, kau. 510
13.2.A2.9|A26.20.027.001.0 AHK mukonnasmel (Mycoplasma genitalium) 360
13.2.A4.9|A26.20.027.003 |AHK mukonnasmbl (Mycoplasma genitalium), konnyecTBeHHO 500
13.2.A1.9/A26.20.028.003 |OHK mukonnasmbl (Mycoplasma hominis) 360
13.2.A5.9/A26.20.028.004 |OHK mukonnasmbl (Mycoplasma hominis), konmyecTBeHHO 500
13.23.A1|A26.21.008.001.0 4HK nanunnomasupyca (BM4Y) 16 tuna 400
13.23.A2|A26.21.008.001.00 AHK nanunnomasupyca (BMN4) 18 tnna 400
13.23.H1|A26.21.008.001.014HK nanvnnomasupycos (BIM4Y) 14 Tunos (KBM, Tunel 6, 11, 16, 18, 31, 33,

35, 39, 45, 51, 52, 56, 58, 59), TunupoBsaHwue, Kon. 1910
50.0.H49/A26.21.008.001.01AHK nanunnomasupycos (BIN4Y) 14 tunos (KBM, tune! 6, 11, 16, 18, 31, 33,

35, 39, 45, 51, 52, 56, 58, 59), TMNMpoBaHwue, KOf., C Nepec4eToM Ha y.e.

Hybrid Capture 1910
13.1.18.A|A26.21.008.001.03 AHK nannnnomasupycos (BIN4) 16/18 Tunos, TunMposaHve 400
13.24.D1]A26.21.008.001.0 4HK nanunnomasupycos (BIN4Y) 16/18 Tunos, TunMpoBaHue, Kor. 500
13.23.H2|A26.21.008.001.014HK nanunnomasupycos (BMN4Y) 21 tun (KBM, Tunel 6, 11, 16, 18, 26, 31, 33,

35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TMNMpoBaHue, KOf. 2 955
50.0.H85{A26.21.008.001.01|4HK nanunnomasupycos (BINY) 21 tun (KBM, Tunel 6, 11, 16, 18, 26, 31, 33,

35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TMnnpoBaHue, Kon., C

nepecyetom Ha y.e. Hybrid Capture 2 955
13.23.D1]A26.21.008.001.0qAHK nanunnomasupycos (BMN4Y) 31/33 Tvnos, TunmposaHve 370
13.23.D4]A26.21.008.001.0 AHK nannnnomasupycos (BIMY) 31/33 Tvnos, TunuposaHue, Kon. 600
50.0.H45{A26.21.008.001.01OHK nanunnomasupycos (BM4Y) 4 tTuna (KBM, tunel 6, 11, 16, 18),

TUNNPOBaHWeE, Korm. 695
13.23.D2]A26.21.008.002 |AHK nanunnomasupycos (BlMN4Y) 6/11 Tunos, TunmposaHue 350
13.23.D3]A26.21.008.001.0 AHK nanunnomaswupycos (BIMY) 6/11 Tunos, TunnpoBaHune, Korm. 500
13.23.A3./A26.21.008.001.0 AHK nanunnomasupycos (BIMY) Beicokoro kaHueporeHHoro pucka (16-68

Tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68) cymmapHo 1155
13.23.D6]A26.21.008.001.0 4HK nanvnnomasupycos (BIMY) BbICOKOro KaHLeporeHHoro pucka 12 Tunos

(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 T1NoB), TMNMPOBaHNE 1135
13.11.D1|A26.21.008.001.03 4HK nanunnomasupycos (BINY) BbiCOKOro kaHUeporeHHoro pucka 14 Tunos

(KBM, Tunsl 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68),

TUNUPOBaHWUE, KOf. 1910
13.34.A1|A26.05.032.003 |OHK napsosupyca B19 (Parvovirus B19) 905
12.22.A2|A26.05.032.002 |OHK napsoBsupyca B19 (Parvovirus B19), kpoBb, Konuu. 980
13.37.A1)A26.08.061.002 |OHK nHeBmoumcTbl (Pneumocystis jirovecii (carinii)) 755
13.14.A1]|A26.19.064.002 |OHK canbmoHenn (Salmonella species) 900
13.38.A1|A26.20.021.002 |OHK cTtpenTokokka (S. agalactiae), kon. 1105
13.11.A2.]A26.20.021.001 |OHK ctpenTokokkoB (Streptococcus species) 800
13.16.A1|A26.05.013.002 |OHK Tokconna3smbl (Toxoplasma gondii) 400
13.16.A2|A26.05.013.003 |OHK Tokconnasmbl (Toxoplasma gondii), KonnyecTBeHHO 600
12.5.A1.2)A26.05.013.001.0 4HK Tokconna3amsl (Toxoplasma gondii), KpoBb, kau. 505




13.17.A1]A26.20.026.003 |OHK TpmxomoHagsl (Trichomonas vaginalis) 350
13.17.A2|A26.20.026.004 |OHK TpmuxomoHaapl (Trichomonas vaginalis), Konn4yecTBeHHO 500
13.3.A2.9|A26.20.029.007 |OHK ypeanna3mbl (Ureaplasma parvum) 395
13.3.A6.9/A26.20.029.006 |OHK ypeanna3msl (Ureaplasma parvum), konmyecTBeHHO 600
13.3.A3.9/A26.20.029.003 |OHK ypeannasmbl (Ureaplasma species) 355
13.3.A4.9/A26.20.029.010 |OHK ypeanna3mbl (Ureaplasma species), KonmyecTBeHHO 400
13.3.A1.9/A26.20.029.008 |OHK ypeanna3mbl (Ureaplasma urealyticum) 395
13.3.A5.9/A26.20.029.009 |OHK ypeanna3mbl (Ureaplasma urealyticum), konuyectBeHHO 500
13.9.A1.1]A26.19.070.001 |OHK xenukobaktepa (Helicobacter pylori) 860
13.1.A1.9/A26.20.020.003 |OHK xnamunanm (Chlamydia trachomatis) 360
13.1.A3.9/A26.20.020.005 |OHK xnamugum (Chlamydia trachomatis), konuyecTseHHO 500
50.0.H65/A26.21.032.003 [OHK xnamugodun n mukonnaam (Chlamydophila pneumoniae, Mycoplasma

pneumoniae) 800
13.18.A1|A26.08.058.001.0 AHK untomeranosupyca (Cytomegalovirus, CMV) 400
13.18.A2|A26.08.058.002.0 4HK uutomeranosupyca (Cytomegalovirus, CMV), KonmyectseHHO 495
12.13.A1|A26.05.017.001 |OHK untomeranosupyca (Cytomegalovirus), KpoBb, Kau. 505
12.13.A2|A26.05.017.002 |OHK uutomeranosupyca (Cytomegalovirus), KpOBb, KOMMUY. 495
17.13.A9|A09.05.118.210  |OdokcuuuknuH IgE, C62 1 000
17.26.A5|A09.05.118.463 |OomawHsas nbinb (Greer) IgE (ImmunoCAP), h1 980
17.26.A6 |A09.05.118.464 |domawHas neinb (Holister) IgE (ImmunoCAP), h2 980
17.7.A7 |A09.05.118.183 |OomawHssa nbinb (Holister) IgE, h2 1075
17.7.A1 |A09.05.118.182 |[omawwHsas nbinb Tvn (Greer) IgE, h1 575
16.1.A7 |A08.30.006.014 |[ononHutensHoe narotoeneHne 1 mukponpenapara, LDG 1285
16.1.A8 |A08.30.006.015 |[ononHutensHoe M3roToBneHue 2 Mukponpenapartos, LDG 1935
16.1.A9 |A08.30.006.016 |[ononHutenbHoe narotoBneHne 3 myukponpenapartos, LDG 2900
16.1.A1 |A08.30.006.017 |[ononHutenbHoe n3rotoBneHne 5 mukponpenapartos, LDG 3 850
16.1.A2 |A08.30.006.018 |OononHuTensHOE U3roToBrieHne Mukponpenapara (6-10), LDG 6620
16.1.A3 |A08.30.006.019 |dononHutensHoe nsrotoBneHne mukponpenaparta (ot 10), LDG 13135
22.7.A7.1|B03.045.038.004 ([dononHuTenbHbIN y4acTHUK Ne 1 (pacuyeT BeposiTHOCTM poacTBa, 25

MapKepoB) 4 960
22.7.A8.1|B03.045.038.002 ([dononHuTenbHbIN y4acTHUK Ne 2 (pacyeT BeposiTHOCTM poacTBa, 25

MapKepoB) 4960
22.7.A9.1|B03.045.038.003 ([dononHuTenbHbIN y4acTHUK Ne 3 (pacuyeT BeposiTHOCTM poacTBa, 25

MapKepoB) 4 960
16.1.A24 |A08.30.006.013 |Oopeska ogHoro cteknonpenapara 13 6rnoka (Unim) 1100
17.22.A3]|A09.05.118.477 |OpoxckeBble rpmbbl poga Malassezia IgE (ImmunoCAP), m227 980
17.67.A13JA09.05.118.407 |Opoxokm nekapckue IgE (ImmunoCAP), f45 980
17.47.A64A09.05.118.084 |Odpoxokn nekapckue IgE, F45 700
17.57.A64A09.05.118.308 |Opoxokm nekapckue IgG, F45 700
17.47.A69A09.05.118.085 |Opoxokn nueHble IgE, F403 800
17.57.A69A09.05.118.309 |Oposxokm nuBHble 1gG, F403 800
17.3.A8 |A09.05.118.141 |Oy6 Genbint (Quercus alba) IgE, T7 575
17.3.A9 |A09.05.118.142 |Oy6 cmewanHbIn (Q. rubra, alba, valentina) IgE, T77 575
22.7.A10(B03.045.030.015 [Oy6nukaT 3aknto4eHus - YCTaHOBIEHNE poacTBa 370
17.60.A17A09.05.118.348  |ObiHa IgE (ImmunoCAP), f87 980
17.40.A11A09.05.118.010 |ObiHa IgE, F87 575
17.50.A11A09.05.118.236  |ObiHa IgG, F87 575
17.4.A1 |A09.05.118.157 |Exa cbopHas (Dactylis glomerata) IgE, G3 575
17.25.A2(A09.05.118.450 |Exa cbopHas IgE (ImmunoCAP), g3 980
17.67.A14A09.05.118.408 |>XKenatuH koposuin (nuwesas gobaska E441) IgE (ImmunoCAP), c74 980
4.8.A1.20|A09.05.007 XKeneso 245
23.2.A4 |A09.01.007.001.0(>Kene3o B Bonocax, cnekrpometpus (Fe) 965
23.1.A4 |A09.05.242.014 |[>Keneso B kpoBw, cnekTpomeTpus (Fe) 965
23.3.A4 |A09.28.060.007 [>Keneso B pa3oBow nopuun Mo4u, cnektpomeTpus (Fe) 965
17.48.A2]|A09.05.118.100 |XenTok snuHbIN IgE, F75 575
17.58.A2|A09.05.118.324  |XKenTok anyHbIn IgG, F75 575
4.5.A12.2JA09.05.129 YKenyHble kucnotbl 3265
6.2.A18 |A26.05.016.002 [XKen4Hble KMCNOTbI B Kane 4 055
22.9.A5 [A08.09.002.005 [>KungkocTHas Guoncusi Npu pake nerkoro, 6azoBasi (BEHO3Has KPOBb; MyTaLMK

B reHax EGFR, KRAS, NRAS, BRAF) 47 200
22.8.A12|A27.30.183 XKugkocTtHas 6uoncus, 57 reHoB (BEHO3Has KPOBb) 90 900
22.8.A2 [A08.18.003.002 [>KngkocTHasa Guoncus: pak TONCTON KULLKM U MenaHoMa (BeHO3Has KpoBb;

myTauun B reHax BRAF, KRAS, NRAS) 63 000
15.0.D21]A08.20.017.002.0d>KnakoctHas untonorus 1415
15.2.D2 |A08.20.015.004 |>KugkocTHas LMTONOIrMSA MNyHKTATOB MOJTOYHOM >Xenesbl 1585
15.2.D3 |A08.22.004.005 |XKugkocTHas LMTONOrNS NyHKTATOB LUMTOBUAHOW Xenesbl 1585
6.2.A15 [A26.05.016.003 |[3oHynuH chekanbHbIn 7 825
17.13.A17A09.05.118.218  |M6ynpodbeH IgE, C78 1600
17.3.A11 |A09.05.118.143  |MBa (Salix nigra) IgE, T12 800




17.24.A34A09.05.118.447 |MBa 6enas IgE (ImmunoCAP), {12 980
16.2.A5 |A08.20.003.010 |MIX gmMarHocTmka XpOHNYECKOro aHaoMeTpuTa (hasa nponudepauunm

(CD20/CD138/CD56/HLA-DR)), LDG 14 100
16.0.A10.JA08.30.013.012 |UI'X nccnegosaxue (1 aHtuteno), LDG 4540
16.2.A25|A08.30.013.032 |UI'X uccnegosanue (1 aHtuteno), Unim 7 900
16.2.A34 |A08.30.013.031 |UIX nccneposanue (10 aHTuTen), Hadassah 55 600
16.2.A14|A08.30.013.021 |UI'X uccnegosanue (10 aHtuten), LDG 50 700
16.2.A42]A08.30.013.036 |UIMX uccnegosanue (11 -15 aHTuTen BrknounTensHo), Unim 76 000
16.2.A26 |A08.30.013.033 |UINX nccnegosanue (2 aHtutena), Hadassah 11 500
16.2.A6 |A08.30.013.013 |UIMX uccneposaHue (2 aHtutena), LDG 10 200
16.2.A27 |A08.30.013.024 |UI'X nccnegosanue (3 aHTuTena), Hadassah 17 000
16.2.A7 |A08.30.013.014 |UIX uccneposaHue (3 aHtuTtena), LDG 15 300
16.2.A28 |A08.30.013.025 |UI'X nccnegosaHue (4 aHtuTtena), Hadassah 22 500
16.2.A8 |A08.30.013.015 |UIMX uccneposaHue (4 aHtutena), LDG 20 300
16.2.A29|A08.30.013.026 |UI'X uccnegosanue (5 aHtuten), Hadassah 28 000
16.2.A9 |A08.30.013.016 |UI'X nccneposanue (5 aHtuten), LDG 25400
16.2.A43|A08.30.013.035 |UI'X uccnegosanue (5-10 aHtuten), Unim 43 800
16.2.A30|A08.30.013.027 |UIMX nccnegosaHue (6 aHTuTen), Hadassah 33 600
16.2.A10]A08.30.013.017 |UI'X nccnegosaHue (6 aHtuten), LDG 30 500
16.2.A31|A08.30.013.028 |UIMX nccnegosanue (7 aHtuten), Hadassah 39 100
16.2.A11 |A08.30.013.018 |UIMX uccnegosanue (7 aHtuten), LDG 35500
16.2.A32|A08.30.013.029 |UIMX nccnegosaxue (8 aHTuTten), Hadassah 44 600
16.2.A12]A08.30.013.019 |UI'X nccnegosanue (8 aHtuten), LDG 40 600
16.2.A33 |A08.30.013.030 |UIMX nccneposanue (9 aHTuTen), Hadassah 50 100
16.2.A13]A08.30.013.020 |UI'X nccnegoeanue (9 aHtuten), LDG 45700
16.2.A44 |A08.30.013.034 |LIX nccneposanue (o 4 aHtuten), Unim 21 200
16.2.A36 |A08.20.009.006 |UIMX onyxonu monoyHow xenesbl (PR/ER/Ki67/Her2 neu), Hadassah 28 300
16.2.A2 |A08.20.009.004 |UIX onyxonu morno4Hou xene3bl (PR/ER/Ki67/Her2 neu), LDG 19 900
16.2.A35|A08.21.001.006 |MI'X onyxonu npeactatensHon xenesbl (Ck5/P63/AMACR), Hadassah 19 600
16.2.A1 |A08.21.001.005 |UIX onyxonu npeactatensHown xenesbl (Ck5/P63/AMACR), LDG 16 900
16.2.A15]A08.30.013.009 |UI'X nporHocTnyeckuii mapkep (1 aHtuteno), LDG 13 400
16.2.A16 |A08.30.013.010 |UI'X nporHocTmyecknn mapkep (2 aHTutena), LDG 26 600
16.2.A17 |A08.30.013.011  |UI'X nporHocTnyeckuii mapkep (3 aHtutena), LDG 39900
16.2.A3 |A08.20.003.009 |UIX peuenTopHOro craryca 3HAOMETpUs, paclumpeHHoe (dpasa cekpeunm

(ER/PR/CD138/CD56/LIF)), LDG 21200
16.2.A4 |A08.20.003.008 |UIX peuenTopHOro ctatyca aHAOMEeTpUs, cTaHaapTHoe (dasa cekpeLuunn

(ER/PR/CD138/CD56)), LDG 17 000
22.1.D18]|A27.30.122 MpeanbHbi Bec. [lneTta n puTHec, 5 nokasarenen (BeHO3Has KpPOBb;

reHeTnyeckune pakTopbl MHAMBMAYaNbHbLIX 0CODEHHOCTENn 0OMeHa BeLLecTB) 2420
16.1.A64 |A08.30.006.020 |A3rotoBneHne 1 mukponpenapara, Hadassah 3 940
17.47.A84A09.05.118.086 |Mmbupsb IgE, F270 575
17.57.A84A09.05.118.310  |mbwmpsb IgG, F270 575
16.2.A21|A08.30.013.005 |MmmyHOrMcToxummnyeckoe uccrnegosanue, ALK, LDG 20 400
16.2.A39|A08.30.013.002 |MmmyHOrMcTOXMMU4eckoe ncecnegosanne, HER2 neu, Hadassah 8 000
16.2.A20|A08.30.013.001 |MmmyHorncToxmmmuyeckoe nccnegosanne, HER2 neu, LDG 7 400
16.2.A23 |A08.30.039.004 |MmmyHOrMCTOXMMUYECKOE nccnegosanue, PD-L1, LDG 19 000
16.2.A22|A08.30.013.022 |MmmyHorMcToxummnyeckoe uccnegosanHue, ROS1, LDG 15 000
16.2.A41]A08.30.039.003 |MMMyHOrMCTOXMMUYECKOE UCCreaoBaHWe, onpegeneHne akcnpeccun PDLA1

(knoH SP142), Hadassah 20 010
16.2.A37 |A08.30.039.002 |MMMyHOrMCTOXMMUYECKOE UCCredoBaHWe, onpegeneHne akcnpeccun PDLA1

(knoH SP263), Hadassah 20 010
10.0.A5.2|A09.05.054.004 |MmmyHornobynuH G (IgG) 335
10.0.A3.2JA09.05.054.002 |MmmyHornobynuH A (IgA) 335
10.0.A6.2JA09.05.054.001 |MimmyHornobynuH E (IgE) 480
10.0.A4.2]A09.05.054.003  |MmmyHornobynuH M (IgM) 335
9.0.A62.2(/A09.05.054.005 [MMMyHOrno6ynuH nogknacca IlgG4 1240
10.0.D4.2A12.30.012.013  |MmmyHorpamma 6a3osas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56,

CD3/HLA-DR, nenkountapHo-T-J1® nHgekc, "MMyHOPErynsTopHbI MHOEKC.

Bknitoyaet aHanu3 KpoBu € nenkoumuTapHon popmMynom) 4 470
10.0.D68]A12.30.012.014  |MmmyHorpamma pacwmperHas (CD3, CD3/4, CD3/8, CD19, CD16/56,

CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,

nenkountapHo-T-N® nHaekc, MMyHoperynaTopHbin nHaekc.Bknioyaetr OAK ¢

nenkounTapHon popmMyrnow) 6 020
10.0.D9.2A12.30.012.015  |MmmyHorpamma ckpuHuHr (CD3, CD19, CD16/56. BkntovaeT aHanm3 kpoBsu ¢

nenkounTapHon popmMyrnow) 3200
1.0.A13.2)/A12.30.012.002.0d UmMyHOpEHOTUNMPOBAHNE KIIETOK KOCTHOTO MO3ra Unu nepmdepruyeckomn

KPOBW ANs AMarHOCTMKM MUHMMAarbHOWM ocTaTodHoun 6onesHn (MOB) meTogom

npoTtoyHow uutomeTpum (J1M3, ocTpbI NENKO3, MHOXECTBEHHAs Myernoma),

nocre nevyexHus 16 600




1.0.A6.20,

A12.30.012.001.0d

MMmMyHOdEeHOTMNMpOBaHMe KNEeToK KOCTHOrO Mo3ra unv nepudepuyeckoi
KpoBM Npv numMdonponndepaTBHbIX 3aboneBaHNsX METOAOM NPOTOYHOMN
untometpum (JIN3, ocTpbIn Nerkos, MHOXeCTBEHHast MMerioma).

ViccnepoBaHue anst nepBMYHON ANarHOCTUKK 16 600
9.0.A60.4{A09.28.030.001.0d UmmyHomKcaums Benka BeHc-[KoHca ¢ NaHenblo aHTUCLIBOPOTOK B Pa30BOM

nopuumn moun 2710
7.2.A12.2|A09.05.203 WHrmbuH B 1530
10.1.D3 |A09.05.075.006 |MHrMbuTop C1-actepasbl (dpaktop C1-INH koMnnemeHTa), KOHLEHTpaUns 3 060
17.44 A33A09.05.118.056  |MHgenka IgE, F284 700
17.54.A33A09.05.118.281 |Mngenka IgG, F 284 700
17.64.A14A09.05.118.384  |MHgelika, msco IgE (ImmunoCAP), 284 980
4.1.4.D1 |A09.05.027.002 |MHgekc gucnunugemunm AnoB/AnoA1 (BknovaeT onpegeneHve

Anonunonpoteuxa B n AnonunonpotenHa A1) 1150
8.0.D2.20/A09.05.130.005 [UHaekc 3poposbsa npocTatkl (PHI) 6 700
17.40.A11A09.05.118.011  |Umxup IgE, F402 575
17.50.A11A09.05.118.237  |Vmxup IgG, F402 575
7.6.A1.20{A09.05.056 WHcynmH 580
7.6.D1.20/A09.05.056.004 [WHcynuH nocne Harpy3ku (1 4ac cnycTs) 400
7.6.D2.20A09.05.056.002 [HcynuH nocne Harpy3ku (2 yaca cnycrs) 400
17.13.A7|A09.05.118.207  |WHcynuH Yenoseyeckui IgE, C73 650
7.7.A4.20]A09.05.204 WHcynnHonogo6bHbin dpaktop pocta, UPP | (ComatomeauH C) 1440
50.0.H12(B03.058.007 MHCYNMHOPE3NCTEHTHOCTb 715
10.1.A4.2JA12.05.109 WHTepnenkunH-10 1690
10.1.A2.2JA12.05.108.002 |VHTepneikuH-1b 1690
10.0.A76 |A12.05.108.001 |UHTepnenkuH-6 (IL-6) 1690
10.1.A3.2JA12.05.108 WHTepnenkmH-8 1690
10.0.D1.2A12.06.047.002 |MHTepdepoHOBLIN cTaTyC (3 NoKa3aTens: CbIBOPOTOUHbIN MHTEPMEPOH,

UHTepdepoH-anbga, nHTepdepoH-ramma; 3aknodeHne spada K1 no

nccnegoBaTenbCKoMy OTHETY) 3095
6.2.A14 |A26.19.093.001 [UccnenoBaHue aHTUreHa kuwiedHon nanodku E.coli O157:H7, UXTA 2 300
27.1.A1.1|A26.19.096.001 [AccnepoBaHue aHTureHa nambnun (Giardia intestinalis) B kane 1235
27.1.A2.1|A26.19.020 MccnepoBaHne aHTureHa xenukobaktepa (Helicobacter pylori) B kane 1235
6.2.A24 [A09.19.001.003 |WccnepoBaHue Kana Ha reMmornobuH 1 reMorno6uH/ranTornobnHOBbIN

komnnekc, ColonView (MMMYyHOXMMWUYECKUIA TECT Ha CKPbITYHO KPOBb) 1080
6.2.A12.1|A26.19.010.001.0qVUccnenoBaHre kana Ha NpocTeNLNE U siiLa refibBMUHTOB METOAO0M

oboraweHus (PARASEP) 520
6.2.D03.10A26.19.011.002 [WccnenoBaHue kana Ha NPOCTENLLMX, ANLIA reNbMUHTOB 495
6.2.A5.10[{A09.19.001 MccnepoBaHue kana Ha CKpbITYHO KPOBb 320
27.1.A3.1|A26.19.081.001 [AccnepoBaHune kana Ha TokcuHbl knoctpuamn (Clostridium Difficile) An B 2165
8.0.D3.10A09.19.001.001.04UccnenoBaHme kana Ha TpaHcEPPUH 1 reMornobunH 905
14.1.A5.9/A26.20.008.001 |MccnepoBaHue Ha GroueHo3 Bnaranumila (quarHoctuka 6akrepmarnsHOro

BarnmHo3sa) 1555
22.1.1.A5(A27.30.494 VMccnepoBaHue nonMMopgu3MoB B reHax, BIUSIOLWMX Ha 3(pEeKTUBHOCTb

[ETOKCUKaLIMN KCEHOBNOTMKOB (pacLuMpeHHast NnaHernb) 31700
22.1.1.A8(A27.30.497 VMccnenoBaHue nonMMmopgur3MoB B reHax, KoaMpyoLwmx peLenTopbl 1

hepMeHTEl MeTabonmama BuTammHa D 5900
22.1.1.A9|A27.30.496 VMccnepoBaHue nonMMmopgur3MoB B reHax, KoampyoLwmx peuenTopbl 1

depMeHTbl MeTabonuama HelipomMeamaTopoB 18 600
22.1.1.A4|A27.30.495 VMccnepoBaHue nonMMmopgur3MoB B reHax, KoampyoLwmx peuenTopbl 1

depMeHTbl MeTabonmama NnosioBbIX FTOPMOHOB 16 900
22.1.1.A1|A27.05.025.002 [WAccnenosaHve NONMMMOPEU3MOB B reHax, KOAMPYHOLMX peLenTopbl 1

hepmMeHTbl MeTabonmama cTepomaHbIX FOPMOHOB 15 800
6.2.A4.30{A26.01.017.001 [WccnenoBaHue cockoba Ha aHTepobnoa 315
23.1.A25|A09.05.117.001 [Von B kposw, cnektpometpus (1) 965
23.3.A25|A09.28.065 Von B pa3oBoii nopLum Mouu, cnektpometpus (1) 2110
23.2.A21|A09.01.024.001 [Kagmwuin B BOnocax, cnektpometpus (Cd) 965
23.1.A21|A09.05.278.001 |Kagmwuii B kpoBu, cnektpomeTpus (Cd) 965
23.3.A21|A09.28.083.001 [Kagmwuin B pasoBow nopumm Mo4u, cnektpometpus (Cd) 965
17.45.A11A09.05.118.061 |KasewH IgE, F78 575
17.55.A11A09.05.118.286  |KaseuH IgG, F78 1125
17.36.A2|A09.05.118.484 |KasewnH, kopoBbe MOMOKO, anneprokoMnoHeHT IgE (ImmunoCAP), f78 nBos d8 2 390
17.67.A14A09.05.118.402 |Kakao IgE (ImmunoCAP), f93 980
17.47.A54A09.05.118.087 |Kakao IgE, F93 575
17.57.A54A09.05.118.311  |Kakao IgG, F93 575
23.2.A2 |A09.01.007.001.0qKanui B Bonocax, cnekrpometpus (K) 965
23.1.A2 [A09.05.242.012 |[Kanwui B kpoBM, cnektpomeTpus (K) 965
23.3.A2 |A09.28.060.005 [Kanui B pa3zoBoi nopumm mouu, cnektpometpus (K) 965
17.66.A194A09.05.118.396  |Kanbmap IgE (ImmunoCAP), f258 980
4.1.6.A1 |A09.19.013.001 [KanbnpotektunH (S100 A8/A9) B kpoBM 4100
6.2.A13.1|A09.19.013 KanenpotekTuH (B kane) 2580




23.2.A3 |[A09.01.007.001.04Kanbuun B BONocax, cnekrpomeTpus (Ca) 965
23.1.A3 |[A09.05.242.013 [Kanbuun B kpoBwu, cnektpomeTtpus (Ca) 965
23.3.A3 |[A09.28.060.006 [Kanbuui B pa3oBow nopumum moyu, cnektpometpus (Ca) 965
4.7.A4.20/A09.05.206 KanbLmin noHM3npoBaHHbIN 440
4.7.A3.20/A09.05.032 Kanbuuit ooLwmin 210
5.0.D17.4A09.28.012.001  [Kanbuuit 06LLMIA CYTOHHON MO4M 285
5.1.03 |[B03.025.001.002 [Kanbuuin-kpeaTMHUHOBOE COOTHOLLEHME B PA30BOM NMOPLUN MOYN 440
50.0.H351A09.05.032.003  [KanbLuii, CKOPPEKTUPOBAHHbIV MO arnbbyMuHy 395
7.5.A2.20]A09.05.119 KanbUunToHWUH 1020
17.46.A14A09.05.118.069 |Kambana IgE, F254 575
17.56.A14A09.05.118.293  |Kambana IgG, F254 575
17.2.A4 |A09.05.118.113 |KaHnapenka (nepo) IgE, E201 575
17.61.A14A09.05.118.365 |Kanycta 6enokoyaHHas IgE (ImmunoCAP), f216 980
17.41.A69A09.05.118.025 |KanycTa 6pokkonu IgE, F260 800
17.51.A69A09.05.118.250 |KanycTa 6pokkonu IgG, F260 800
17.41.A7(A09.05.118.026  |KanycTa 6ptoccenbckas IgE, F217 575
17.51.A7(A09.05.118.251 |KanycTa 6ptoccenbckas IgG, F217 575
17.41.A71A09.05.118.027 |Kanycta koyaHHas IgE, F216 800
17.51.A71A09.05.118.252 |KanycTa ko4aHHas IgG, F216 800
17.41.A73A09.05.118.028 |KanycTta uBeTHas IgE, F291 575
17.51.A73A09.05.118.253 |Kanycta ugeTtHas IgG, F291 575
22.11.A1 [A27.05.061.037 |Kapawno-naHenb Genetico, 6e3 Bblga4m ChipbiX AaHHbIX 63 000
22.6.A3.2|/A08.30.029.003 |KapwuoTtun ¢ abeppaunsimu (Npu BO3QENCTBUN MyTareHHbIX (hakTopoB U

OHKOremaTonorm4ecknx 3aboneBaHusix) 8175
22.6.D1 [A08.30.029.004 |[KapuotunupoBaHune (KOMM4EeCTBEHHbIE U CTPYKTYPHbIE aHOManumM XpoMoCcoMm) 7 290
22.6.A1.2|/A12.05.013.066 |KapuotunupoBaHue (KONM4eCTBEHHbIE U CTPYKTYPHbIE aHOManum XpoMOCOM) C

doTorpadmert xpoMOCoM 7670
17.36.A13JA09.05.118.494  |Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp c1 2390
17.47.A90A09.05.118.088 |Kappw (npunpasa) IgE, F281 800
17.57.A9(A09.05.118.312  |Kappwu (npunpaga) IgG, F281 800
17.61.A14A09.05.118.357 |Kaptodrenb IgE (ImmunoCAP), £35 980
17.41.A7JA09.05.118.029 |Kaptodbensb IgE, F35 575
17.51.A73JA09.05.118.254  |Kaptocpens IgG, F35 575
7.4.D01.40A09.28.034.004 |[KaTtexonamuHbl (agpeHanvH, HopagpeHanuH, JodhaMuH) B CyTOHHOM MOYe,

B3XX-MC 2580
7.4.D2.40A09.28.034.007 |[KaTexonamuHbl (agpeHanvH, HopagpeHanuH, ohaMmuH) 1 ux meTabonuThbl

(BaHMNUIMMHAANbHas KUCOTa, TOMOBaHUIMHOBAs KUCMOTa,

5-rMapoKCMMHOOMNYKCYCHas KMCNoTa) B CyTO4HOM Mode, MX/BOXKX-MC 4 950
7.4.D5.20A09.05.133.003 [KaTexonamMuHbl KpoBY (agpeHanuH, HopaapeHarnvH, AoamMmnH) U CEPOTOHUH,

B3OXX-MC 2585
7.4.D6.40/A09.28.034.001.0¢ KaTexonamuHbl kpoBu (agpeHanuH, HopagpeHanvH, AodammnH), CEPOTOHUH U

nx MeTabonuTbl (BaHUNMNMUHAANBHAS KUCIOTa, FOMOBaHUIMHOBAs KUCIOTa,

5-rmapoKCMMHAONYKCYCHas KMcnoTa) B cyTouHom mode, MX/BOXKX-MC 3455
10.2.D5 |A12.26.002.002 |KeaHTudpepoHoBkin TecT TB Gold Plus 8 400
17.63.A13A09.05.118.379  |Kegposbin opex IgE (ImmunoCAP), 253 980
17.13.A1§A09.05.118.220 |KeTonpodpeH IgE, C172 1600
17.43.A6(A09.05.118.050 |Kewsto IgE, F202 575
17.53.A60A09.05.118.275 |Kewsto IgG, F202 575
17.36.A2(A09.05.118.521  |Kewbto, anneprokomnoHeHT IgE (ImmunoCAP), f443 rAna 03 2390
17.60.A17A09.05.118.345  |Kusu IgE (ImmunoCAP), f84 980
17.40.A11A09.05.118.012 |Kusu IgE, F84 800
17.50.A11A09.05.118.238 |Kusu IgG, F84 800
17.1.4.A1|A09.05.118.564 |Kunapuc BeuHo3eneHbln, ntanbsHckuin (Cupressus sempervirens) IgE, T23 575
4.1.A4.20|A09.05.175 Kucnas gocdarasa 230
4.3.A6.20|A09.05.109 Kucnbin anbda-1-rnukonporenH (0po3oMyKkoma) 855
17.49.A394A09.05.118.103  |KnenkoswuHa (rnioteH) IgE, F79 575
17.59.A39A09.05.118.327  |KneikosuHa (rnioten) IgG, F79 575
17.3.A13]A09.05.118.144  |KneH aceHenucTtHbI (Acer negundo) IgE, T1 575
10.0.D72|A12.30.012.018 |KneTkn namaTtu n HaneHble CD4 numdounTbl U NX COOTHOLLEHUE

(CD3/CD4/45R0O+, CD3/CD4/45RA+, uHpekc 45RO+/45RA+. Bknovaet

aHanus KpoBu C NenkounTapHon hopmynow) 3845
17.70.A2|A09.05.118.461 |Knew gomawHen nbinm D. pteronyssinus IgE (ImmunoCAP), d1 980
17.70.A5]A09.05.118.462 |Knew gomawHen nbinv D.farinae IgE (ImmunoCAP), d2 980
17.78.A3|A09.05.118.528  |Knew gomaluHen nbinu, anneprokoMnoHeHT IgG4 (ImmunoCAP), d202 rDer p1 3 600
17.78.A4|A09.05.118.529  |Knew, gomaiuHen nbinu, anneprokomnoHeHT 1IgG4 (ImmunoCAP), d203 rDer p2 3600
17.8.A1 |A09.05.118.185 |Knew-gepmatodar my4dHow (D. farinae) IgE, D2 1105
17.8.A2 |A09.05.118.186 |Knew-gepmatodar nepuHHbiv (D.pteronyssinus) IgE, D1 575
1.0.D6 |B03.016.002.005 |KnuHuyeckmn aHanus kposu (5 DIFF) ¢ nogcyeTom nemnkouutapHom opmynbl

Bpayom KJ1[ (BeHO3Has KpOBb) 635




1.2.D4

B03.016.002.008

Knunnyeckuin aHanua kposm (5 DIFF) ¢ nogcuetom nenkoumTapHon oopMynbl

Bpayom KI1[ (kanvnnapHas kpoBb) 685
1.0.D01.201B03.016.002.003 |KnuHu4yeckmin aHanus kposu 6e3 nenkoumntapHom opmMyrbl (BEHO3HAs KPOBb) 260
1.2.D1 |B03.016.002.006 |KnuHu4yeckun aHanus kpoBu 6e3 nenkounTapHon popmMynbl (kanunnspHas

KpOBb) 310
1.0.D02.20B03.016.002.004 |KnnHn4eckmin aHanms KpoBu ¢ nevikoumtapHon dopmynon (5DIFF) (BeHo3Has

KpOBb) 390
1.2.D2 |B03.016.002.007 |KnuHu4ecknin aHanus KpoBm C nerikouutapHow copmynon (5DIFF)

(kanunnspHas KpoBb) 450
22.9.A2 |A27.05.061.003 [KnuHnyeckoe cekBeHMpoBaHME 3K30Ma (BEHO3Has KPOBb) 42 104
17.60.A14A09.05.118.350 |Kny6Huka IgE (ImmunoCAP), f44 980
17.40.A11A09.05.118.013  |Kny6Huka IgE, F44 575
17.50.A11A09.05.118.239  |Kny6Huka IgG, F44 575
23.2.A16 [A09.01.017.001 [KoBanbT B Bonocax, cnektpometpus (Co) 965
23.1.A16 [A09.05.271.001 [Kob6anbt B kpoBu, cnektpometpus (Co) 965
23.3.A16 [A09.28.076.001 [KoGanbT B pa3oBov nopumm mouu, crektpometpusi (Co) 965
17.2.A5 |A09.05.118.116 |Kosa (anutenuwn) IgE, E8O 575
17.65.A13A09.05.118.387  |Ko3be monoko IgE (ImmunoCAP), f300 980
17.45.A14A09.05.118.064 |Kosbe mornoko IgE, F219 1430
17.40.A11A09.05.118.014  |Kokoc IgE, F36 800
17.50.A11A09.05.118.240 |Kokoc IgG, F36 575
10.2.D4 |A08.05.019.003 |KonuuyecTtBeHHoe onpeaenerHve OHK TREC n KREC (gnarHocTuka

HacneacTBeHHbIX T- 1 B-kNeTouHbIX MMyHoAebnLnNTOB) 5650
13.32.D4|A26.05.016.016  |KonoHo®nop (konuyecTBeHHOE onpederneHne coctaBa MUKPOOBUOTLI TONCTOrO

KuLweyHuka metogom MLP) 4 580
17.4.A6 |A09.05.118.158 |Konocok aywmctein (Anthoxantum odoratum) IgE, G1 800
17.12.A1]A09.05.118.197 |Komap (cem. Culicidae) IgE, 171 925
17.28.A1]A09.05.118.435 |Komap IgE (ImmunoCAP), i71 980
22.3.D3.2A27.05.041.004 [Komnnekc «eHOTUNMpPOBaHME CyNpYy>XECKOM napbl N0 aHTUreHam

ructocoBmecTumocTu HLA Il knacca» 15 875
22.1.D29|A27.30.118 KomnnekcHasi reHeTuyeckas agMarHocTMka CUHAPOMA MOSIMKUCTO3a AVYHUKOB

(CIMKA), 6 nokasatenen 8 685
22.11.A2 |A27.30.215 KomnnekcHasi reHoamMarHocTuMka HegocTaTtodHoCcTH npotenHa C, npotenHa S u

aHTUTpom6buHa Il npyn TpomBocmnum (YacTele nonumopduamel B reHax PROC,

PROS1, SERPINC1) 11 085
16.0.H1 |A08.20.003.006 |KommnnekcHoe ructonormyeckoe n ummyHornctoxummyeckoe (UMX)

uccnegosaHue GuoncuiHoro Matepuana saHgometpus (CD138), LDG 5150
16.1.A63 |A08.20.009.005 |KomnnekcHoe ructonormyeckoe u MMMyHornctoxmmmdeckoe (MIMX)

nccnegoBaHve nNpu onyxony MonoyHom xenesbl (4 peakunn (ER, PR, Ki-67,

HER?2)), Hadassah 21 300
16.1.A51|A08.20.003.007 |KommnnekcHoe rmMcTonornyeckoe n ummyHornctoxnmmdeckoe (UMX)

nccnegoBaHve nNpu nogo3peHnn Ha xpoHundeckun angomeTtput (CD138), Unim 10 200
16.1.A44 |A08.30.046.023 |KomnnekcHoe ructonormyeckoe nccrenoBaHne marepuana nocne

aHgockonmu/ konoHockonuu (4 n 6onee KoHTelHepa, 3a 04HO

BMeLLaTenscTBo), Unim 14 300
16.1.A71]|A08.20.011.004 |KomMnnekcHoe rmcToriormyeckoe UccneqoBaHne cockoba LepeukarnbHOro

KaHana n éuoncun Wwenkn maTku (2 koHTenHepa), LDG 4230
16.1.A53 |A08.20.003.004 |KommnnekcHoe rMcTonornyeckoe nccnegoBaHne SHAOMETPUS C NOAMnom (2

KoHTenHepa), LDG 4 365
16.2.A24 |A08.30.013.023 |KomnnekcHoe UIMX nccneposanue, LDG 45 200
13.32.D2]A26.05.045.001.00KomnnekcHoe nccnenosaHne [JHK MeHMHrokokka, reMounibHOM Nanoyky,

ctpentokokka (Neisseria meningitidis, Haemophilus influenzae, Streptococcus

pneumoniae) , Kau 2000
14.14.D1]|A26.09.010.001 |KomnnekcHoe nccnenosaHue mokpoTel (BAJIT): nocesB Ha mukpodbnopy ¢

onpeneneHnemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUONOTUKOB 1

MUKPOCKOMMS Maska 1520
14.14.D2]|A26.09.010.002 |KomnnekcHoe nccnegosaHune mokpotbl (BAJN): noces Ha Mmukpodnopy ¢

onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTUKOB,

OakTepuodaram 1 MUKPOCKONUsSt Maska 1720
14.14.D3]|A26.09.010.003 |KomnnekcHoe nccnenosaHue mokpoTel (BAJIT): noces Ha mukpodbnopy ¢

onpeneneHnemM YyBCTBUTENBHOCTU K PacLUMPEHHOMY CMEKTPY aHTUBUOTUKOB U

MUKPOCKOMMS Maska 1785
14.14.D4|A26.09.010.004 |KomnnekcHoe nccnegosaHune mokpotbl (BAIN): noces Ha Mukpodnopy ¢

onpefeneHmemM YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMEeKTpy aHTMONOTUKOB,

OakTepuodaram n MUKPOCKONUsSt Maska 1875
15.2.A16 |A08.30.038.001 |KomnnekcHoe nccnegosaHue: koakcnpeccus p16 n Kie7 (CINtec PLUS) n

xupgkocTtHas uutonorus (MAIM — tecT) 7 600
50.0.H15§A09.01.007.001.00 KomnneKkcHbIN aHanu3 BOSIOC Ha Hanmyme TSXENbIX MeTannos n

MUuKpoanemeHToB 23 nokasarens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb), cnektpomeTpus 4045




4.10.D1.2

B03.016.025.001.4

KomnnekcHbIN aHanu3 KpoBM Ha aMUHOKUCIOThI (12 nokasatenen: AnaHuvH,
ApruHuH, AcnaparvHoBasi kucnora, Lintpynnux, MyTtammHoBas kucnoTa,
mMuunH, MeTnoHnH, OpHUTUH, DeHnnanaHnH, Tupo3auH, BanuH,

Jlenuunn/N3onenunH), BOXXX-MC 2 680
23.6.D2 [B03.016.019.004 [KomnnekcHbI aHanu3 KpoBU Ha aMUHOKMCHOTLI (48 nokasatenen), BOXKX-MC 17 415
23.4.D3 [A09.05.235.005 [KomnnekcHbIi aHann3 KpoBu Ha BuTamuHbl rpynnel D (25-OH D2/ 25-OH D3/

1,25-OH D3/ 24,25-OH D3), BO>KX-MC 5835
50.0.H15JA09.05.242.009 [KomnnekcHbIN aHann3 KpoBM Ha Hanuune TsHKENbIX MeTansnos u

MUuKpoanemeHToB 23 nokasarens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb), cnektpomeTpus 4045
50.0.H154A09.28.060.001.0q KomnneKkcHbIN aHanu3 Ha Hanuune TSKENbIX METANNOB U MUKPO3NEMEHTOB 23

nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se,

Mo, Cd, Sb, Hg, Pb) B pa3zoBoi nopuum Moyu, CNekTpoMeTpusi 4 045
17.68.A1]A09.05.118.498 |KoHanbbyMuH saniLa, anneprokoMnoHeHT IgE (ImmunoCAP), £323 nGal d3 2390
16.1.A62|B01.030.001.001 |KoHcynbraums rotoBbix npenaparos (1 nokyc, go 10 crekon), Hadassah 12 650
16.1.A66 |B01.030.001.011 |KoHcynbTauus rotoBbix npenapatos (1 nokyc, ao 5 ctekon), LDG 6 090
16.0.A18./B01.030.001.010 |KoHcynbraums rotoBbix npenaparos (1 nokyc) 4400
16.1.A68 |B01.030.001.025 |KoHcynbTauus rotoBbix npenapatos (6-10 ctekon), LDG 13 110
16.1.A69|B01.030.001.026 |KoHcynbraums rotoBbix npenaparos (6onee 11 crekon), LDG 20 180
16.2.A40|A08.30.006.001 |KoHcynbsrauus nepeg UIMX (go 10 ctekon), Hadassah 2155
16.0.A15|B01.030.001.008 |KoHcynbsraums nepeg UMX, LDG 2 350
17.2.A6 |A09.05.118.117 |Koposa (nepxotb) IgE, E4 575
7.4.A2.20[A09.05.135 KopTtunaon 395
7.9.A1 A09.07.007.002 |[KopTtuson ceoboaHbIl B critoHe, BOXX-MC 885
7.4.A3.40[{A09.28.035 KopTun3on cyTouHom moum 875
17.4.A7 |A09.05.118.159 |KocTtpeu 6e3ocTbii (Bromus inermis) IgE, G11 575
17.47.A53A09.05.118.089 |Kodpe IgE, F221 2885
17.57.A53A09.05.118.313  |Kodbe IgG, F221 700
17.67.A14A09.05.118.403 |Kodpe, 3epHa IgE (ImmunoCAP), f221 980
17.2.A7 |A09.05.118.118 |Kowka (anuTenun) IgE, E1 975
17.75.A2(A09.05.118.563  |Kowka, anneprokomnoHeHT Fer d1, IgE 1495
17.23.A33A09.05.118.503  |Kowwka, anneprokomnoHeHT IgE (ImmunoCAP), €220 (rFel d2) 2390
17.37.A1]A09.05.118.502 |Kowka, anneprokoMmnoHeHT IgE (ImmunoCAP), €94 rFel d1 2390
17.23.A3(A09.05.118.426  |Kowwka, nepxoTb IgE (ImmunoCAP), e1 980
23.5.A2 |A09.05.258 Koananum Q10 obwmin (ybuxmHoH) B kposu, BOXKX 3100
4.5.D3 |[B03.016.005.003 |KoadhdpunumeHT aTeporeHHOCTU (BKHOYaET onpegerneHne obLlero xonectepmHa

v NMBIM) 385
4.8.03.20A12.05.019.001 [KoadbdpuumeHT HacbIweHns TpaHcdepprHa Xenesom (BKNovaeT onpeaeneHe

xenesa n JDKCC) 350
17.66.A14A09.05.118.394  |Kpab IgE (ImmunoCAP), f23 980
17.46.A21A09.05.118.070 |Kpab IgE, F23 700
17.56.A21A09.05.118.294  |Kpab IgG, F23 700
17.4.A26 |A09.05.118.160 |KpanuBa gsygomHas (Urtica dioica) IgE, W20 700
4.2.A3.20|A09.05.020 KpeaTnHuH 210
5.0.D1.40A09.28.006 KpeaTWHWH CyTOYHON MOYM 210
4.1.A11.2|A09.05.043 KpeatunHknHasa (KOK) 275
4.1.A12.2JA09.05.177 KpeaTtunHknHasa-MB 380
17.66.A1]A09.05.118.395 |Kpeetka IgE (ImmunoCAP), f24 980
17.46.A23A09.05.118.071 |KpeBeTku IgE, F24 575
17.56.A23A09.05.118.295 |KpeBetku IgG, F24 575
23.2.A12|A09.01.013.001 |KpemHun B Bonocax, cnekrpomeTpus (Si) 965
23.1.A12|A09.05.267.001 [KpemHun B kpoBu, cnektpomeTpus (Si) 965
23.3.A12|A09.28.072.001 [KpemHun B pa3oBoi nopuun Moyu, cnekrpomeTpus (Si) 965
10.0.A8.2JA12.06.002.001 |KpuornobynuHbl 1105
17.2.A8 |A09.05.118.119 |Kponuk (anutenui) IgE, E82 575
17.23.A1]A09.05.118.430 |Kponuk, anutenui IgE (ImmunoCAP), e82 980
17.2.A10|A09.05.118.121  |Kpbica (moua) IgE, E74 800
17.2.A12]|A09.05.118.122  |Kpbica (anutenun) IgE, E73 700
17.2.A9 |A09.05.118.120 |Kpbica IgE, E87 700
17.69.A19A09.05.118.419  |Kykypy3a, Kykypy3Has myka IgE (ImmunoCAP), f8 980
17.67.A14A09.05.118.409  |KyrxyT IgE (ImmunoCAP), 10 980
17.47.A44A09.05.118.090  |KyrxyT IgE, F10 575
17.57.A49A09.05.118.314  |KyrxyT IgG, F10 575
17.44.A33A09.05.118.057  |KypuHoe msco IgE, F83 575
17.54.A33A09.05.118.282  |KypuHoe msco IgG, F83 575
17.2.A13|A09.05.118.123  |Kypuua (nepo) IgE, E85 1465
17.2.A14|A09.05.118.124  |Kypuua (npoTeunHbl cbiBopoTku) IgE, E219 800
17.64.A14A09.05.118.383  |Kypuua, msico IgE (ImmunoCAP), 83 980
17.23.A31A09.05.118.440 |Kypuua, nepbs IgE (ImmunoCAP), e85 980
17.47.A91A09.05.118.091 |llaBpoBbin nucT IgE, F278 575




17.57.A91A09.05.118.315 |NaBposbiv nucT IgG, F278 575
4.1.A6.20/A09.05.039 JlakTatgermgporexasa (J14r) 205
4.1.A7.20|A09.05.039.001 |NaktatgernaporeHasa (JIAI) 1, 2 dpakumm 205
18.2.A4.2)A09.05.035.007 |NlamoTpumxunHbl (namuktan), BOXXKX-MC 3375
17.73.A2]|A09.05.118.465 |Narekc IgE (ImmunoCAP), k82 980
17.14.A4|A09.05.118.514 |Nartekc IgE, K82 575
17.72.A1(A09.05.118.562 |Natekc, anneprokoMnoHeHT IgE (ImmunoCAP), k220 rHev b6.02 2700
4.8.A2.20|A12.05.011.001 |NaTeHTHas xene3ocsi3biBatoLas cnocobHocTb cbiBopoTku (JIXKCC) 230
17.4.A28 |A09.05.118.161 |llebena cepetowwas (Atriplex canescens) IgE, W75 575
17.4.A37 |A09.05.118.162 |Nebena yeyeBnueobpasHas (A. lentiformis) IgE, W15 800
18.2.A13|A09.05.035.008 |eBetupavueram, BOXXX-MC 3375
6.1.4.A1 [A08.21.009.001 |JlerikoCKpWH, KONNYECTBO NENKOLMUTOB B IAKYNATE 565
7.7.A5.20{A09.05.159 JlentnH 965
17.3.A14|A09.05.118.145 |NewwmHa obbikHoBeHHas (Corylus avellana) IgE, T4 575
17.24. A31A09.05.118.446  |NewwmHa o6bikHoBeHHas IgE (ImmunoCAP), t4 980
17.36.A3 |A09.05.118.488  |Iln3oumm anua, anneprokomnoHeHT IgE (ImmunoCAP), k208 nGal d4 2390
17.60.A14A09.05.118.338  |IlumoH IgE (ImmunoCAP), f208 980
17.40.A11A09.05.118.015 |InumoH IgE, F208 3480
17.50.A11A09.05.118.241  |NumoH IgG, F208 575
17.24.A39A09.05.118.448 |Iuna IgE (ImmunoCAP), t208 980
17.3.A31|A09.05.118.153 |Nuna IgE, T27 3840
4.1.A10.2|A09.05.173 Jlvnasa 370
4.5.A8.20|A09.05.027.001 |lunonpotewnH (a) 1125
17.4.A9 |A09.05.118.163 |IlucoxsocT nyrosow (Alopecurus pratensis) IgE, G16 5895
17.25.A23A09.05.118.457  |NncoxeocT nyrosou IgE (ImmunoCAP), g16 980
23.2.A9 [A09.01.007.001.04JInTnin B Bonocax, cnektpomeTpusi (Li) 965
23.1.D1 [A09.05.086.001 |[JluTui B kpoBM (Li), cnekTpoMeTpums (BKINOHAA NIUTUIN TepaneBTUYECKNIA) 965
23.3.A9 |[A09.28.060.008 [JlnTni B pa3oBor nopuumn moun, cnektpometpus (Li) 965
5.2.A1 |[B03.053.001.004 [(JlnToreHHble cybcTaHUUM MO4M, 8 aHANMTOB - OLEeHKa pucka

KaMHeobpa3oBaHus (CyToYHas mMoya) 2590
5.0.D11.4{B03.053.001.002 |[JIuTOoC KOMNNEKCHBIN (BKNOYAsA OLLEHKY CTENEHN kamHeobpa3oBaHust) 3515
5.0.D5.40B03.053.001.003 [JinuToc-TecT (OueHka cTeneHn kamHeobpa3oBaHus, MMioko3a, benok, pH) 2990
17.11.A2 |A09.05.118.196  |IlnunHkm Anisakis (Anisakis Larvae) IgE, P4 575
17.46.A23A09.05.118.072 |No6eTep (omap) IgE, F80 575
17.56.A23A09.05.118.296 |NobcTep (omap) IgG, F80 575
17.66.A14A09.05.118.393  |MNocock IgE (ImmunoCAP), f41 980
17.46.A19A09.05.118.073 |MNococs IgE, F41 700
17.56.A14A09.05.118.297  |Nocock IgG, F41 700
17.2.A15]|A09.05.118.125 |Nowapp (nepxoTb) IgE, E3 575
17.23.A2|A09.05.118.428 |lNowagp, nepxotb IgE (ImmunoCAP), e3 980
17.61.A14A09.05.118.366  |Nyk IgE (ImmunoCAP), f48 980
17.41.A84A09.05.118.030 |Iyk IgE, F48 575
17.51.A84A09.05.118.255 |Nyk IgG, F48 575
7.2.A2.20{A09.05.131 JTioTemHuanpytowmin ropmoH (J117) 435
4.7.A5.20|A09.05.127 MarHui 260
23.2.A5 [A09.01.007.001.0qMarHui B Bonocax, cnekrpometpus (Mg) 965
23.1.A5 |[A09.05.242.011 |MarHun B kpoBu, cnektpomeTpusa (Mg) 965
23.3.A5 [A09.28.060.004 [MarHui B pasoBoi nopunm Mo4m, cnektpomeTpus (Mg) 965
5.0.D19.4A09.28.060.002 [MarHui cyToO4HON MO4M 435
7.2.D1.20A09.05.210.001  [MakponponakTuH (BKIo4aeT onpeaeneHne nponakTnHa n Guonormyeckm

aKTUMBHOIO NPOaKTMHa) 1155
17.60.A17A09.05.118.353 |ManuHa IgE (ImmunoCAP), f343 980
23.4.A17 |A09.05.192 ManoHoBbI gnanbaerng, BOXX 3370
17.60.A17A09.05.118.355 |ManHro IgE (ImmunoCAP), f91 980
17.40.A11A09.05.118.016  |MaHro IgE, F91 575
17.50.A11A09.05.118.242  |ManHro IgG, F91 575
17.60.A17A09.05.118.337  |MangapwuH IgE (ImmunoCAP), 302 980
17.40.A13A09.05.118.022 |ManpgapwH IgE, F34 1935
23.2.A15|A09.01.016.001 |[MapraHeL B Bonocax, cnekrpomerpus (Mn) 965
23.1.A15|A09.05.270.001 [MapraHey B kpoBwu, cnektpomeTpusa (Mn) 965
23.3.A15|A09.28.075.001 |[MapraHeL B pa3oBow Nopumm mo4u, cnekrpomerpus (Mn) 965
7.5.A5.20[{A09.05.296 Mapkep copmmpoBaHus koctHoro matpukca PINP (N-TepMmuHanbHbIn

nponenTua npokonnareHa 1 Tuna) 1650
4.1.10.D2B03.001.002.002 |Mapkepbl pucka npeaknamncum: sFit-1, PIGF, cooTHoweHune sFIt-1/PIGF

(MHoronnogHas 6epeMeHHOCTb) 5770
4.1.10.D1|B03.001.002.003 |Mapkepbl pucka npeaknamncum: sFit-1, PIGF, cooTHoweHune sFIt-1/PIGF

(ogHonnogHas 6epeMeHHOCTb) 5770
17.4.A29]|A09.05.118.164 |Mapb 6enas (Chenopodium album) IgE, W10 700
17.25.A24A09.05.118.556  |Mapb 6enas IgE (ImmunoCAP), w10 980




17.47.A13A09.05.118.092 |Macno nogconHeuHoe IgE, K84 800
17.57.A13A09.05.118.316  |Macno nogconHe4vHoe IgG, K84 800
4.7.A8.20|A09.05.273 Megnb 360
23.2.A8 |[A09.01.019.001 [Megb B BOnocax, cnekrpometpus (Cu) 965
23.1.A8 |[A09.05.273.001 [Megb B kpoBwu, cnekTpomeTpus (Cu) 965
23.3.A8 |A09.28.078.001 [Mepnb, cyTodHasa akckpeums, cnektpometpus (Cu) 965
7.9.A6 |[A09.05.124.001 [MenaTtoHuH B kpoBu, BOXXX-MC 3480
7.9.A7 |A09.07.007.004 |MenaToHuH cBOGOAHBINV B critoHe, BOXKX-MC 2 600
17.35.D09|B03.002.004.007 |MecTHble aHecTeTukun Ne 1 AptukamH/CkaHgoHecT, IgE 1 500
17.35.D1(B03.002.004.008 |MecTHble aHecTeTukm Ne 2 HosokanH/IlngokauH, IgE 1500
7.4.D3.40A09.28.034.005 [MeTtabonuTbl KaTexonamvHOB (BaHUIUNMUHAAMNBHAS KMCMOTa,

roMOBaHUIMHOBAs KMCNOTA, 5-rMaPOKCUMHAONYKCYCHAs KUCMOoTa) B CyTOUHON

Moye, M'X-MC 2 200
50.0.H12§A09.28.023.002 [MeTabonuTbl 3CTPOreHOB U NX COOTHOLLEHWE B Pa30BOW MOPLIUMA MOYM,

B3XX-MC 7 085
17.46.A24A09.05.118.074 |Mugus IgE, F37 575
17.56.A24A09.05.118.298 |Mugus IgG, F37 575
13.52.A1|A26.21.055.006 |Muko3oCkpuH (Tunuposanue [HK Candida, Malassezia, Saccharomyces u

Debaryomyces) 2900
5.0.D14.4A09.28.003.001.0d Mukpoans0bymmnH CyTO4YHON MO4M 380
11.6.A1.2|A26.06.082.012 |Mukpopeakuusi Ha cucpunuc kavectseHHo (RPR) 305
11.6.A6.2|A26.06.082.001.00 Mukpopeakums Ha cudunuc, nonykonnyecteeHHo (RPR) 300
6.3.D7.10A26.01.011.001  [MuKpockonu4eckoe nccrnenoBaHve BONoc Ha HanuymMe natoreHHbIX rpubos,

CKPUHWHT 500
6.3.D015.9A12.21.004.001 [Mukpockonuyeckoe nccrnegoBaHme Maska-oTrneyarka roflioBkv NoroBoro YneHa 400
6.3.A6.10{A26.01.018.005 [Mwukpockonuyeckoe nccnegosaHme Ha Jemoaekc (Demodex) 340
6.5.D01 |A08.08.002.002 [Mukpockonuyeckoe uccrnegoBaHne Ha3arnbHOro cekpeTa Ha 303NHOUIbI 390
6.3.D05.10A26.01.033.001 [Mukpockonuyeckoe nccrnegoBaHe HOrTeBbIX NIACTUHOK Ha Hanuume

naToreHHbIX rPUBOB, CKPUHUHT 500
6.3.D03.500A12.20.001 Mukpockonuyeckoe nccnegoBaHve oT4ensemMoro Bnaranvia 400
6.3.D31 [A12.28.015.004 [Mwukpockonuyeckoe nccrnegoBaHue OTAeNnseMoro BysbBbI 400
6.5.D022 [A26.26.001.001 [Mukpockonuyeckoe uccnegoBaHme OTAENSEMOrO KOHbIOHKTUBLI HA

303MHOUIbI 390
6.3.D012.5A12.19.006 Mukpockonunyeckoe nccnegoBaHve oTAeNSeMOro NPSMON KULLKK 400
6.3.D1.50A12.28.015 Mukpockonuyeckoe uccrnegoBaHe oTAENSEMOro ypeTpbl 400
6.3.D032 [A26.20.006.002 [Mwukpockonuyeckoe uccrnegoBaHme OTAENSAEMOro yporeHUTanbHoro TpakTa

(Bnaranuwe + ypetpa) 575
50.0.H51{A26.20.006.006 |[Mukpockonuyeckoe nccrnegoBaHme OTAENSEMOro yporeHUTanbHoro TpakTa

(uepBuKanbHbIA KaHan+enaranuwe+ypetpa) 740
50.0.H59(A12.28.015.003 [Mukpockonuyeckoe nccrnegoBaHme OTAeNseMoro yporeHUTanbHoro

TpakTa(uepBuKanbHbI kaHan + Bnaranviie) 575
6.3.D02.50A12.20.001.001  [Mukpockonuyeckoe uccnegoBaHve OTAENseMOoro LepBmKanbHOro KaHana 400
6.3.D016.9A12.21.005.001 [Mukpockonuyeckoe nccrnegoBaHme cekpeTa NpeacTaTesibHoM xenesbl 440
6.3.D14.4A12.21.005.002 [Mukpockonuyeckoe nccrnegoBaHme cekpeTa NpeacTaTefibHoM Xxenesbl B Moye 395
6.3.D6.311A26.01.015.003  [Mukpockonuyeckoe nccnenoBaHme CockoboB KOXM Ha HanMymne naToreHHbIX

rpvboB, CKPUHUHT 500
17.63.A13A09.05.118.376  |Mungans IgE (ImmunoCAP), f20 980
17.43.A54A09.05.118.051 |Mungans IgE, F20 575
17.53.A54A09.05.118.276  |Mungans IgG, F20 575
4.3.A1.20|A09.05.006 Mwuorno6uH 800
22.1.A37 [A27.05.061.041 |[MonekynsipHoO-reHeTM4ecKoe nccrnegoBaHve npu ceMmenHomn

runepxonectepuHemun (reHsl LDLR, APOB, PCSK9, LDLRAP1) meTtogom

NGS 31500
22.6.A5 [A08.30.029.005 [MonekynsipHOe KapMoOTMNMPOBaHWe maTepunana abopTyca (XpOMOCOMHbIN

MUWKpPOMaTpUYHbIA aHanua, Ontuma) 13157
23.2.A20[A09.01.023.001 |[MonunbaeH B Bonocax, cnekrpometpusi (Mo) 965
23.1.A20 [A09.05.277.001 [MonnbaeH B kpoBwu, cnekTpomeTpus (Mo) 965
23.3.A20[A09.28.082.001 [MonnbaeH B pa3oBoi nopumnm moyu, cnektpometpusi (Mo) 965
17.66.A14A09.05.118.399  |Monntock IgE (ImmunoCAP), f207 980
17.65.A13A09.05.118.386  |Monoko IgE (ImmunoCAP), f2 980
17.65.A14A09.05.118.390 |Monoko kunsyeHoe IgE (ImmunoCAP), f231 980
17.45.A7 |A09.05.118.062 |Monoko kunsyeHoe IgE, F231 800
17.55.A7 |A09.05.118.287 |Monoko kunsyeHoe 1gG, F231 800
17.45.A6 |A09.05.118.063 |Monoko kopoBbe IgE, F2 575
17.55.A6 |A09.05.118.288 |Monoko kopoebe 1gG, F2 575
4.4 A3.20|A09.05.207 MonouyHas kncnora (nakrar) 630
17.12.A2]|A09.05.118.198 |Monb (cem. Tineidae) IgE, 18 575
17.28.A2|A09.05.118.438 |Monb IgE (ImmunoCAP), i8 980
17.61.A14A09.05.118.356  |MopkoBb IgE (ImmunoCAP), 31 1200
17.41.A74A09.05.118.031  |Mopkosb IgE, F31 575




17.51.A74A09.05.118.256  |MopkoBb IgG, F31 575
17.2.A16|A09.05.118.126  |Mopckas cBuHka (anutenun) IgE, E6 575
17.23.A4|A09.05.118.429 |Mopckas cBuHka, anutenui IgE (ImmunoCAP), e6 980
17.28.A3|A09.05.118.437 |Mortbinb IgE (ImmunoCAP), i73 980
4.2.A5.20|A09.05.018 MoueBas kucnota 215
5.0.D16.4A09.28.010 MoueBasi Kncnorta CyTO4HON MoYn 220
4.2.A4.20|A09.05.017 MoueBunHa 210
5.0.D15.4A09.28.009.001 [MoyeBuHa CyTO4HON MO4U 210
17.12.A3]|A09.05.118.199  |Mowku kpacHou nnunHka(Chironomus plumosus) IgE,I73 800
17.49.A34A09.05.118.104  |Myka rpeyHeBas IgE, F11 700
17.59.A34A09.05.118.328  |Myka rpeyHeBas I1gG, F11 700
17.49.A371A09.05.118.105 |Myka kykypy3Has IgE, F8 575
17.59.A31A09.05.118.329  |Myka Kykypy3Has IgG, F8 575
17.49.A3§A09.05.118.106  |Myka oBcsaHas IgE, F7 2 345
17.59.A34A09.05.118.330  |Myka oBcsiHas IgG, F7 800
17.49.A34A09.05.118.107 |Myka nweHunyHas IgE, F4 575
17.59.A34A09.05.118.331  |Myka nweHwnyHas IgG, F4 575
17.49.A4(A09.05.118.108 |Myka pxaHas IgE, F5 800
17.59.A4(A09.05.118.332  |Myka pxaHas IgG, F5 800
17.49.A41A09.05.118.109 |Myka aumeHHas IgE, F6 575
17.59.A41A09.05.118.333  |Myka sumeHHas IgG, F6 575
17.12.A4|A09.05.118.200 |MypaBewn pbixuii (Solenopsis invicta) IgE, 170 800
17.2.A17 |A09.05.118.127 |Mbiwb IgE, E88 575
23.2.A18|A09.01.021.001 [Mbiwbsk B Borocax, cnekrpomeTpus (As) 965
23.1.A18|A09.05.275.001 [MbIwbsK B KpoBK, cnekTpomeTpus (As) 965
23.3.A18|A09.28.080.001 [MbIwbsK B pa3oBON NOPLUN MO4M, cniekTpomeTpust (As) 965
17.64.A14A09.05.118.382  |Msco kponuka IgE (ImmunoCAP), f213 980
17.47.A94A09.05.118.093 |Msra IgE, F405 800
17.57.A94A09.05.118.317 |MarTa IgG, F405 800
17.4.A10|A09.05.118.165 |Msatnuk nyroson (Poa pratensis) IgE, G8 2 345
17.25.A21A09.05.118.458 |Msatnuk nyroeon IgE (ImmunoCAP), g8 980
23.2.A1 [A09.01.007.001.0qHaTpuin B BOnocax, cnektpomeTpusi (Na) 965
23.1.A1 |A09.05.242.010 [Hatpwui B kpoBu, cnekTpomeTpus (Na) 965
23.3.A1 [A09.28.060.003 [HaTpui B pa3oBor nopuumn mouun, cnekrpometpus (Na) 965
4.7.D1.20/A09.05.030.001 [Hatpwui, kanui, xnop (Na/K/Cl) 330
5.0.D2.40A09.28.014.001 [Hatpui, kanui, xnop cytodHon moum (Na/K/Cl) 260
4.3.A11.2|A09.05.256.001 |[HatpuiypeTtnyeckui nentug B (BNP) 2210
8.0.A11.2|A09.05.246 HenpoH-cneumndunyeckas eHonasa (NSE) 1470
23.2.A17[A09.01.018.001 [Hukenb B BONocax, cnektpomeTtpus (Ni) 965
23.1.A17 |A09.05.272.001 [Hukenb B kpoBwu, cnekTpomeTpus (Ni) 965
23.3.A17 |A09.28.077.001 |Hukenb B pa3osoi nopuuu Moy, cnektpometpus (Ni) 965
26.2.A14 (A27.20.001.015 [HWUIIC First test (First Genetics): ckpuHuHr xpomocom 13, 18, 21; moHocoMus

ITpucomus X; c-m KnaiiHdenstepa; c-m xeinkobea (Akobea); XXYY

(MccnepoBaTenbCKUn OTHET) 28 000
26.2.A11 [A27.20.001.012 [HWIC First test 21 (First Genetics): CKpUHWUHT Xpomocombl 21

(nccnepoBaTenbCKMM OTYET) 26 300
26.2.A12|A27.20.001.014 [HWIC First test light (First Genetics): ckpuHuHr xpomocom 13, 18, 21

(MccnepoBaTenbCKUn OTHET) 26 300
26.2.A13|A27.20.001.013 [HWIMC First test medium (First Genetics): CKpUHUHI XPOMOCOMBI 21;

MoHocomus/Tpucomus X; c-m KnaviHdpenstepa; c-m Dxerkobea (Akobca);

XXYY (nccnepoBatenbCKuin OTHET) 26 300
26.2.A15|A27.20.001.026 [HWIT 6a3oBas naHenb (leHomen): CKpUHUHI xpomocom 13, 18, 21

(MccnepoBaTenbCKU OTYET) 28 000
26.2.A9 [A27.20.001.029 [HWIMT pacwwmpeHHasn naHenb (FfeHomen): ckpuHUHr xpomocom 13, 18, 21, X, Y,

MWKpOAENeLuii y nnoaa, HOCUTENbCTBO FEHOB HACNEACTBEHHbIX 3aboneBaHui

y mMatepu (MccnenoBaTenbCKUin OTHET) 45 500
26.2.A8 |[A27.20.001.003 [HWMT craHpapTHasa naHenb (FfeHoMea): CKPMHUHT Xxpomocom 13, 18, 21,

MoHocomus/Tpucomms X, c-m KnariHdpenstepa/c-m Oxerkobea (Akobca)

(MccnepoBaTenbCKUA OTYET) 28 900
26.2.A6 |[A27.20.001.002 [HWMT T21 (FeHomen): CKPUHMHT 21 XpOMOCOMbI, cuHapoma [dayHa

(MccnepoBaTenbCKU OTYET) 22 800
17.13.A10A09.05.118.471 |HucrtatuH IgE, C122 900
17.42.A44A09.05.118.043  |HyT (Typeukui ropox) IgE, F309 800
17.52.A44A09.05.118.268 |HyT (Typeukun ropox) IgG, F309 800
4.8.D01.200A12.05.011.002 |O6was xene3ocBs3biBatoLlas cnocobHocTb cbiBopoTkn (OXKCC) (BkntovaeT

onpegeneHne xenesa, JNKCC) 360
5.0.D8.40A09.28.034.001.0q O6wime meTaHedprHbI 1 HOpMeTaHedpUHbLI B CyTOYHOM Mode, BOXKX-MC 2580
6.2.D01.10B03.016.010 O6LWwmin aHanu3 kana (konporpammay) 415
6.5.02 |[A12.09.010.001 |O6WwMIA aHaNM3 MOKPOThI 480
6.1.D01.40B03.016.006 O6LWMIA aHanm3 Mo4vn 260




6.3.D08.600A12.04.001.001 [O6LMN aHaNM3 CUHOBUATBLHOM XNOKOCTH 545
4.2.A2.20|A09.05.010 O6wwin 6enok 195
5.0.D13.4A09.28.003.002.0 O6wwumit 6enok CyTO4HON MO4M 220
7.3.A7.20{A09.05.090.001 |O6wwit 6eTa-XI'Y (anarHocTmka 6epeMeHHOCTUN, OHKOMapKep) 405
17.48.A4|A09.05.118.101 |OBanbbymuH IgE, F232 700
17.58.A4|A09.05.118.325 |OBanbbymuH IgG, F232 700
17.36.A6 |A09.05.118.486 |OBanbbymuH anua, anneprokoMmnoHeHT IgE (ImmunoCAP), 232 nGal d2 2 390
17.4.A11 |A09.05.118.166 |OBec kynbTMBUpPOBaHHbIN (Avena sativa) IgE, G14 575
17.69.A14A09.05.118.416  |OBec, oBcsaHas myka IgE (ImmunoCAP), f7 980
17.48.A5|A09.05.118.102 |OBomykoug IgE, F233 700
17.58.A5|A09.05.118.326  |OBomykoug IgG, F233 700
17.36.A1]A09.05.118.487 |OBomykomg anua, anneprokomnoHeHT IgE (ImmunoCAP), 233 nGal d1 2390
17.4.A12|A09.05.118.167 |OBcsanuua nyroeas (Festuca elatior) IgE, G4 895
17.25.A23A09.05.118.451  |OBcanunua nyroeas IgE (ImmunoCAP), g4 980
17.2.A21|A09.05.118.128 |OBua (anutenun) IgE, E81 870
17.23.A5]A09.05.118.441 |OBua, anutenun IgE (ImmunoCAP), e81 980
17.61.A14A09.05.118.360 |Orypey IgE (ImmunoCAP), f244 980
17.41.A7]A09.05.118.032 |Orypeuy IgE, F244 800
17.51.A71A09.05.118.257  |Orypeu IgG, F244 800
12.21.D1)A26.05.020.006 |OgHoBpemeHHoe onpegenenne OHK Bupyca renatuta B, PHK Bupyca

renatuta C, PHK BWY | Tuna, kpoBb, kau. 2150
17.4.A31|A09.05.118.168 |OpgysaH4uk (Taraxacum officinale) IgE, W8 700
17.25.A14A09.05.118.455 |OgysaH4uk IgE (ImmunoCAP), w8 980
60.30.H31A26.19.063.001.0d OKWN-TecT (Shigella spp./ Salmonella spp./ Campylobacter spp./ Adenovirus F/

Rotavirus A/ Norovirus 2/ Astrovirus) 1760
5.0.A20.4|A09.28.018.002 |OkcanaTbl CyTO4YHOW MO4M 1500
4.9.D6.90B03.016.017.001.qOkcmaatuBHbIin cTpecc (7 nokasaTenen): MarioHOBLIN Avanbaerna, KOsH3um

Q10 obwwmin (ybuxmHoH), ButamuH E (anbda-tokodepon), ButamuH C,

BUTaMUH A, 6eTa-kapoTuH (TpaHc-cpopma), rmyTaTMoH cBOBOAHbIN

(BoccTaHoBneHHbIN, GSH) B kpoBn, BOXKX 18 005
17.3.A17 |A09.05.118.146  |Onbxa (Alnus incana) IgE, T2 575
17.24.A33A09.05.118.445 |Onbxa cepas IgE (ImmunoCAP), 12 980
17.36.A14A09.05.118.495 |Owmera-5 MuaaunH nweHuubl, anneprokoMnoHeHT IgE (ImmunoCAP), f416 rTri

al19 2390
22.9.A34 |A27.30.492 OHKoreHeTn4yecknin aHanma. MNMonHoe cekBEHMPOBaHUE 3K30Ma U aHanm3

naHenu "HacnegcteeHHbIn pak” (Jlabopatopus reHomukm Mporosckoro

yHuBepcuTeTa) 67 400
22.8.A7 |A27.30.206 OnkoKaprta, 57 reHoB (onyxoneBasi TkaHb) 56 300
22.8.A13|A27.30.207 OnkoKaprta, 60 reHoB (onyxorneBasi TKaHb) 93 000
2.0.A5.20[{A12.05.007.005 |[Onpegenenne Kell aHTurexa (K) 775
50.0.H114A27.30.120 Onpepnenenne SNP B reHe IL 28B venoseka I1L28B: C>T (rs12979860) IL28B:

T>G (rs8099917) 995
18.1.D1.2A09.05.036.008.00 OnpeneneHune ankoronsi B kposu, X 1515
9.0.A57.2|A12.06.026.001 |Onpegenexne aHtuTen Kk .Kactna - BHyTpeHHeMy cakTopy (ABD) 1240
23.9.A1 |[B03.016.016.001 [OnpenenexHne MukpoburoueHosa metogom XMC (MCMM) no Ocunosy I".A.

(AHanutTokecw) 4 805
22.8.D5 |A27.30.001 OnpegeneHne MUKpocaTennUTHOW HecTabunbHocTu, MSI (onyxonesas TkaHb;

3akroyeHre Bpaya - NabopaTopHOro reHeTrKa no UCCrenoBaTenbCKoMy

oTyery) 6 315
1.1.A34.2)/A27.05.012.006 |Onpenenexune myTtaumm V617F B 14 ak30He reHa Jak-2 KnHasbl, Kau. 2 485
1.1.A35.2]A27.05.012.001 |Onpeaenenne mytauunm V617F B 14 ak30He reHa Jak-2 knHasbl, KOnuy. 2 985
20.0.A2 [A27.05.021.009 |[Onpegenexve mytauum W515 B reHe MPL 5345
20.0.D4 [A27.05.061.038 [OnpegeneHne myTauum B 12 3k30He reHa Jak-2 KnHasbl, Kau. 4900
22.8.D1 [A27.30.008.004 [Onpegenenve myTtaunn B reHe BRAF (V600), onyxonesas TkaHb 10 660
22.1.A27 [A27.05.002.006 |OnpegenexHue MyTtaummn B reHe npotpombuHa Thr165Met 2150
20.0.D3 [A27.05.012.004 [Onpegenenve mytaunn (V617F B 14 ak3oHe reHa Jak-2 kuHasa, W515 B reHe

MPL, 9 ak3oHa reHa CALR) npu mmenonponudepatuBHbIxX 3aboneBaHmsIX

(MM3) 11 200
20.0.D2 [A27.05.021.010 |[Onpegenexue myTtaumn 9 ak3oHa reHa CALR (del52, insTTGTC) 5345
22.8.A10|A27.30.016.009 [Onpegenenne mytaumn BRAF, KRAS, NRAS (onyxoneBas TkaHb) 11 578
22.8.A3 |[A27.05.040.001 |Onpepnenexue mytaumin B reHax BRCA1, BRCA2, PALB2, ATM, CHEK2

meTopgom NGS (BeHO3Has KpOBb MW Onyxonesas TKaHb) 47 930
22.1.D28|A27.05.040.002 |OnpeneneHune myTtaumin B reHax: BRCA1 (11 mytauuin), BRCA2 (3 myTauun),

PALB2 (1 mytaums), CHEK2 (4 mytaumu), NBN (1 myTauus), BeHO3Has KpoBb 7 900
22.8.D4 |A27.30.016.001 |Onpegenexune myTtaumn B reHe EGFR, kpoBb (>knakocTHas 6uoncums) 32 600
22.8.D2 |A27.30.016 OnpepneneHne mytaumn B reHe EGFR, onyxonesas TkaHb 13 285
22.8.D3 |A27.30.006 OnpegeneHve mytauui B reHe KRAS, onyxonesast TkaHb 10 660
22.8.A9 |[A27.30.007 OnpepneneHne mytaumn B reHe NRAS (onyxonesasi TKaHb) 8420
16.0.A28 |A08.30.046.071 |OnpeneneHne Hanuuusa amunounga B ructonornyeckom npenaparte, LDG 2435




4.9.D3

A09.05.264.001.00

Onpepgenenve Omera-3 nHAeKca (OLEeHKa pucka BHe3anHon cepaeyHom
CMepTH, MH(ApPKTa MrUoKapaa v ApYrMxX CepaeYHO-COCYANCTbIX 3a6oneBaHun 1

nX OCroXHeHum), MNX 4 345
26.3.A1 [A27.20.001.007 |[OnpegeneHue nona nnoga (BbisBNeHne pparMeHToB Y-XpOMOCOMbI Nfoga no

KpoBu marepu) 10 000
26.3.A2 [A27.20.001.005 |OnpegeneHue pe3yc-haktopa nnoga (BbiseneHve reHa RHD nnoga no kposu

marepu) 13 000
22.8.A15|A27.30.018.003 [Onpegenexne TpaHcnokaumm reHa ROS1, FISH (onyxoneBas TkaHb;

3akroyeHve Bpaya - NabopaTopHOro reHeTrKa No UCCreaoBaTenbCcKomMy

oTyeTy) 15788
22.8.A14|A27.30.017.010 |Onpegenexue TpaHcnokaumn reHa ALK, FISH (onyxonesas TkaHb;

3akroyeHre Bpaya - NabopaTopHOro reHeTrKa no UCCrenoBaTenbCKoMy

oTyery) 15788
5.0.D10.4A09.28.018.001 |OnpegeneHne XMMU4ECKOro COCTaBa MOYEBOIO KOHKpEMEHTa

(MK-cnekTpomeTpus) 4705
4.3.A19.2|A09.05.296.001 |Onpenenexune xpsiiesoro onuromepHoro 6enka (COMP) 2695
8.0.A18.1|A09.19.014 Onyxonesas nupysaTtkMHasa Tu M2 (B kane) 2200
8.0.A17.2|A09.05.300 OnyxoneBbin mapkep HE 4 1405
13.30.D2]A26.08.020.001.0OPBW-CkpuH (PHK pecnmpaTtopHocuHuuTmansHoro supyca/ PHK

meTtanHesmoBupyca/ PHK naparpunna (tunos 1, 2, 3 n 4)/ PHK

kopoHaswupycos/ PHK puHosupycos/ HK ageHosupycos (rpynn B, C n E)/

[OHK 6okaBupyca) 1925
5.1.A35 (B03.016.018.001.JOpraHnyeckme KMCNoTbl - BbiABNEHNEe PYHKLMOHAmNbHbIX MeTabonmyeckmnx

N3MEHEHNI ¥ B3POCHbIX U AeTen cTaplie 3 neT B pa3oBoOn NOPLIMU MOYM,

X-MC 9 800
5.1.A37 (B03.016.018.002 [OpraHunyeckne KMCNOTbl - CKPUHUHI HACNEACTBEHHbIX Oone3Hern obmeHa y

HOBOPOXAEHHbIX U AeTen o 3 neT B pa3oBor nopuun moun, N’X-MC 6 220
17.63.A2|A09.05.118.378 |Opex kewsbto IgE (ImmunoCAP), 202 980
7.5.A3.20]A09.05.224 OcTteoKkanbLnH 795
22.1.D26|A27.05.045.002 |[OueHka BnusaHusa reHoB CYP2D6 n CYP2C19 Ha meTabonunam

aHTMAEenpeccaHToB UHIMOMTOPOB 0OpaTHOro 3axeaTa

CepOoTOHMHa/HOpaApeHanuHa — acuuTanonpam, uutanornpam, cepTparnvH,

hrOBOKCAMMNH, NAPOKCETVH, BeHNadakcuH (CntoHa) 8 080
22.8.A16 [A09.28.087.001 [OueHka pucka paka npegcratensHow xenesbl [pocTa-Tect 2.0 (3kcnpeccus

PCA3, BbisBneHve xumepHoro reHa TMPRSS2-ERG) 6 900
22.1.A35|A27.05.045.005 |[OueHka pycka TOKCMYHOCTM NpK Tepanuu ctaTuHamu (CMMBacTaThH,

noBacTaTvH, aTopBacTaTvH, NUTaBacTaTUH, MpaBacTaTVH, PO3yBacTaTuH,

donyBacTaTtuH) 9340
50.0.H114A27.05.002.003 |[Maket «OK!» (oueHka pucka Tpombo3sa npu npuéme OK n '3T), 2 nokasatens 1225
50.0.H113A27.05.002.005 [MakeT «OHkoPwuckm» (BRCA1/2, chonaTHbI umMkn), 12 nokasatenemn 6 500
50.0.H114A27.05.002.004  [MakeT «Pu1CcKyM BOZHUKHOBEHUSI CEPOEYHO-COCYANCTLIX 3aboneBaHnmn» (puck

HapyLleHUsi CBEPTbIBAHWNS KPOBW M TMNEpPTOHMK, donaTHbIA Lnkn), 21

nokasarenb 7 440
22.8.A4 |A27.30.179 Manenb "XKeHckne HacneacTBeHHbIE Onyxonu" (BeHO3Hast KpoBb) 30 700
22.9.A11 [A27.05.061.026 |MaHenb "3aboneBaHns coegnHUTENbHON TKaHU" (BEHO3Has KPOBb) 40 300
22.9.A12|A27.05.061.027 [MaHenb "HacnegctBeHHasi TYroyxocTb" (BEHO3Hasi KPOBb) 40 300
22.9.A13|A27.05.061.031 [MaHenb "HacneacteeHHble 3aboneBaHus rmas" (BeHO3Has KPOBb) 40 300
22.9.A14 [A27.05.061.035 [MaHenb "HacnencTtBeHHble 3aboneBaHuns XKKT" (BeHO3Has KpoBb) 40 300
22.9.A15|A27.05.061.032 |MaHenb "HacnegctBeHHble 3aboneBaHnsi noyek” (BeHO3Has KPOBb) 40 300
22.9.A16 [A27.05.061.033 [MaHenb "HacnepcTteeHHble 3aboneBaHusa cepaua, BKoyasi kapguomuonarun”

(BEHO3Has KPOBb) 40 300
22.9.A17 [B03.006.004.002 [MaHenb "HacnencteeHHble HapyLleHns obmeHa BellecTB" (BEHO3Hast KPOBb) 40 300
22.8.A8 |[A27.30.182 MaHenb "HacneacteeHHbIe onyxonesble CUHAPOMbI" (BEHO3HasA KPOBb) 40 300
22.9.A19|A27.05.061.014 [MaHenb "HacnencteeHHble anunencumn” (BeHo3Hasi KpOBb) 40 300
22.8.A5 [A27.30.180 MaHenb "HacneacTBeHHbI pak MOMOYHON xenesbl” (BeHO3Has KPoBb) 30 700
22.8.A6 [A27.30.181 MaHenb "HacnenctBeHHbIN pak TONCTON KULWIKKN" (BEHO3Has KPOBb) 30 700
22.9.A20[A27.05.061.028 |MaHenb "HenpoaereHepatvBHble 3aboneBaHns” (BeHO3HasA KPOBb) 40 300
22.9.A21(A27.05.061.030 [MaHenb "HepBHO-MbILWEYHbIE 3aboneBaHns" (BEHO3Has KPOBb) 40 300
22.9.A23|A27.05.061.029 [MaHenb "YMCTBEHHasi OTCTaNoCTb M ayTu3m" (BEHO3Has KPOBb) 40 300
22.9.A24 |A27.30.178 MaHenb "®akomaTosbl M HacnNeacTBEHHbIV pak" (BEHO3Has KPOBb) 40 300
17.27.A71B03.002.004.161 |MaHenb annepreHoB am6po3nm IgE ImmunoCAP, wx209 (AMBpo3us Bblicokas

w1, AMBpo3us ronometensdaTas w2, AMbpo3ns TpexpasgenbHasa w3 -

CYMMapHo) 1440
17.27.A44B03.002.004.089 |MaHenb annepreHoB AepesbeB IgE IMmunoCAP, tx9 (MUKCT nbinbua

[epeBbeB: onbxa cepasi, bepesa 6opoaaByaras, nelimHa obbikHOBeHHas!, Ay6

Genbii, nBa Genasi - cyMMapHo) 1440
17.19.A33B03.002.004.037 |MaHenb annepreHoB AepeBbeB Ne1 IgE (kneH siceHenucTHbIN, 6epesa, BS3,

ay6, rpeLknii opex - CyMMapHoO) 1070
17.19.A24B03.002.004.038 |MaHenb annepreHoB AepeBbeB No2 IgE (kneH sSiceHenMCTHbIN, TOMNosb, BA3,

ny6, nekaH-cymmapHo) 1070
17.19.A3(B03.002.004.039 |MaHenb annepreHoB AepeBbeB No5 IgE (onbxa, newmHa o6bIKHOBEHHas!, BA3,

MBa, TOMNOrb - CYMMapHO) 1070




17.19.A3

B03.002.004.040

MaHenb annepreHoB aepesbeB Ne9 IgE (onbxa, 6epesa, newmHa
06bIKHOBEHHAs, Ay6, Ba - CyMMapHO)

1070

17.27.A54

B03.002.004.098

MaHenb annepreHoB getckoi cMecu IgE ImmunoCAP, x5 (6enok sinua 1,
mMornoko 2, peiba 3, nwennua f4, apaxuc 13, cos f14 - cymmapHo)

1440

17.27.A5

B03.002.004.087

MaHenb annepreHoB XunBOTHbIX IgE IMmMunoCAP, ex2 (MUKCT: NepXoTb KOLLKM,
nepxoTb cobakun, aNUTENWUI MOPCKON CBUHKM, KPbICa, MbiLLb - CYMMapHO)

1440

17.27.A54

B03.002.004.084

MaHenb annepreHoB xuMBOTHbIX IgE ImMmMunoCAP, ex70 (a3nuTenuin MOpcKon
CBUWHKM €6, annTenuin kponvka e82, anutenui xomsika e84, kpbicbl €87, MblLLb
€88 - cymmapHo)

1440

17.27.A3

B03.002.004.088

MaHenb annepreHoB )uMBOTHbIX IgE IMMunoCAP, ex71 (MUKCT Nepbst NTULL:
rycs, Kypuubl, YTK1, UHOENKN - CyMMapHO)

1440

17.27.A5]

B03.002.004.085

MaHenb annepreHoB *uBoTHbIX IgE IMmunoCAP, ex72 (nepbs nTuu;
BOSHWCTOrO nonyranyvka e78, kaHaperikn €201, ANMHHOXBOCTOrO nonyranymka
€196, nonyras €213, Bblopka €214 - cymmapHo)

1440

17.15.A6

B03.002.004.032

MaHenb annepreHoB xuBoTHbIX N1 IgE (anutenui kowwikn, nepxoTb nowaau,
NepxoTb KOPOBbI, NEPX0Tb CO6akM - CyMMapHO)

1070

17.15.A7

B03.002.004.033

MaHenb annepreHoB xunBoTHbIX Ne70 IgE (anuTenuit MOpCKOW CBUHKM,
ANUTENUIA KPOJIMKA, XOMSIK, KpbICa, MbILLb - CyMMapHO)

1070

17.27.A44

B03.002.004.086

[MaHenb annepreHoB XUBOTHbIX, anuTenun IgE ImmunoCAP, ex1 (MukcT
NepxoTb: KOLLKK, cobaku, nowaan, KopoBbl - CYMMapHO)

1440

17.15.A8

B03.002.004.034

MaHenb annepreHoB xMBOTHbIX/Nepbs NTuL, Ne71 IgE (nepo rycs, nepo
KypuLbl, MEPO YTKW, NEPO MHAIOKA - CyMMapHO)

1070

17.15.A9

B03.002.004.035

MaHenb annepreHoB XMBOTHbIX/Nepbs NTUL, Ne72 IgE (nepo BonHUCTOro
nornyrasi, nepo nornyrasi, Nepo KaHapewku - CyMMapHO)

1070

17.27.A44

B03.002.004.092

MaHenb annepreHoB 3nakoBbIx Tpae IgE ImmunoCAP, gx1 (MUKCT nbinbua
3MaKoBbIX: exa cOopHasi, OBCsHULA NyroBasi, Nnesen, TMModeeska Nyrosas,
MSITIIVIK NYrOBOW - CyMMapHO)

1440

17.27 A58

B03.002.004.090

MaHenb annepreHoB k cmecy NbinbLbl AepeBbeB IgE ImMmunoCAP, tx5 (onbxa
cepas t2, newmHa t4, Ba3 t8, nea t12, Tonone t14 - cymmapHo)

1440

17.27. A5

B03.002.004.091

[MaHenb annepreHoB K cmecu MbinbLbl AepeBbeB IgE ImMmunoCAP, tx6 (kneH
siceHenucTHbIN t1, Gepesa 6oponasyartas t3, OGyk KpynHonMCTHbIN t5, ay6 t7,
rpeukuni opex t10 - cymmapHO)

1440

17.27.A6

B03.002.004.097

MaHenb annepreHoB MmopenpogykTel IgE ImmunoCAP, fx2 (pbiba f3, kpeBeTku
f24, rony6aa muaus 37, TyHew f40, nocock f41 - cymmapHo)

1440

17.27.A67

B03.002.004.100

Manenb annepreHoB myka 3nakoBbix IgE ImmunoCAP, fx20 (nweHwnua 4,
poxb 5, aumeHb 6, puc f9 - cymmapHo)

1440

17.27.A6

B03.002.004.099

[MaHenb annepreHoB Myka 3nakoBbIX U KyHXyTHble IgE ImmunoCAP, fx3
(nwenwnua f4, oséc 7, kykypysa 8, kyrxyT 10, rpeunxa f11 - cymmapHo)

1440

17.27.A6

B03.002.004.101

Manenb annepreHoB msco IgE ImmunoCAP, fx73 (cBuHnHa 26, roBsauHa 27,
KypaTuHa f83 - cymmapHo)

1440

17.27.A6

B03.002.004.103

Manenb annepreHos osowwm IgE ImmunoCAP, fx14 (nomugop 25, wnuxat
f214, kanycta 216, nanpuka f218 - cymmapHo)

1440

17.27.A64

B03.002.004.102

MaHenb annepreHoB oBoLm 1 6060Bble IgE ImmunoCAP, fx13 (ropox 12,
daconb f15, mopkoBb f31, kapTodens f35 - cymmapHo)

1440

17.27.A64

B03.002.004.104

MaHenb annepreHoB opexu IgE ImmunoCAP, fx1 (apaxuc f13, doyHayk f17,
Gpasunbckunin opex f18, mmHaans 20, kokoc 36 - cymmapHo)

1440

17.27.A5

B03.002.004.107

MaHenb annepreHos nnecenn IgE ImmunoCAP, mx1 (mukcT: Penicillium
chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria
alternata - cymmapHo)

1440

17.27.A53

B03.002.004.108

MaHenb annepreHos nnecenn IgE ImmunoCAP, mx2 (Penicillium
chrysogenum m1, Cladosporium herbarum m2, Aspergillus fumigatus m3,
Candida albicans m5, Alternaria alternata m6, Setomelanomma rostrata m8 -
CYMMapHo)

1440

17.21.A%4

B03.002.004.016

Manenb annepreHoB nnecenu IgE, TM9 (Penicillium chrysogenum notatum
m1, Cladosporium herbarum m2, Aspergillus fumigatus m3, Candida albicans
mb5, Alternaria tenuis alternata m6, Helminthospor. Halodes m8 - cymmapHo0)

1070

17.21.A47

B03.002.004.013

MaHenb annepreHos nneceHn Ne1 IgE (penicillium notatum, cladosporium
herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis -
CYMMapHo)

1070

17.21.A43

B03.002.004.015

Manenb annepreHos nbinn Ne1 IgE (aomawHas neinb Greer,
Knew-aepmarodar NnepuHHbIN, Knew-aepmarodar My4Homn, TapakaH -
CyMMapHO)

1070

17.27.A61

B03.002.004.105

MaHenb annepreHos pbiba IgE ImmunoCAP, fx74 (Tpecka f3, cenbab 205,
ckymbpus f206, kambana 254 - cymmapHo)

1440

17.20.A33

B03.002.004.044

MaHenb annepreHoB CopHbIX pacTeHui n uBeToB Ne1 IgE (ambposus
00bIKHOBEHHAS, NOMblHb OOLIKHOBEHHAs, NOAOPOXHUK, Mapb Genas,
30MbHUK/COMSIHKA - CyMMapHO)

1070

17.20.A34

B03.002.004.045

[MaHenb annepreHoB copHbIX pacTteHui u useTtoB Ne3 IgE (nonbiHb
00ObIKHOBEHHaSs!, MOAOPOXHUK, Mapb 6enasl, 30noTapHUK, Kpanvea ABYAOMHas -
CYMMapHO)

1070

17.20.A3§

B03.002.004.046

MaHenb annepreHoB CopHbIX pacTeHui n uBeToB Ne5 IgE (ambposus
06bIKHOBEHHAS!, MONblHb OOLIKHOBEHHAS!, 30MOTAPHUK, HUBSIHWK, OQYyBaHUUK
rleKapCTBEHHbIN - CyMMapHO)

1070




17.27.A54

B03.002.004.074

MaHenb annepreHoB copHbix Tpas IgE ImmunoCAP, wx1 (ambpo3ns Bbicokasi
w1, NonbliHb W6, NOAOPOXHMK NTAHLIETONUCTHLIN W9, Mapb 6enas w10,
30nbHUK/consaHka w11 - cymmapHo)

1440

17.27.A64

B03.002.004.093

MaHenb annepreHoB copHbix Tpae IgE ImmunoCAP, wx2 (ambpo3us
ronomereneyarast w2, nornbiHb W6, NOAOPOXHMK NaHLUETOBUAHBLIA W9, Mapb
w10, nebena YeveBuueBngHaa w15 - cymMapHo)

1440

17.27.A57

B03.002.004.094

MaHenb annepreHoB copHbix Tpas IgE ImmunoCAP, wx3 (nonbiHb W6,
NOAOPOXHMK NaHUeToBUaHbIN W9, Mapb w10, 3onotapHuk w12, kpanusa
asygomHas w20 - cyMMapHo)

1440

17.20.A31

B03.002.004.042

MaHenb annepreHos Tpas Ne1 IgE (exa cbopHas, OBCAHMLA NyroBas, poxb
MHOFOMETHSIA, TUMOMEEBKa, MATIMK NYroBOW - CYMMapHO)

1070

17.20.A37

B03.002.004.043

MaHenb annepreHos Tpas Ne3 IgE (konoCOK AYLINCTbIN, POXb MHOTOMETHSSA,
TMMOdeeBKa, POXb KyNbTUBMPOBAHHAS, OyXapHUK LLIEPCTUCTLIN - CYMMapHO)

1070

17.27 A6

B03.002.004.095

MaHenb annepreHoB dpykThbl 1 6axvesble IgE IMmunoCAP, fx21 (kueu f84,
OblHs f87, 6anaH f92, nepcwuk f95, aHaHac f210 - cymmapHO)

1440

17.27.A7

B03.002.004.096

MaHenb annepreHoB umTpycosble U dpykTbl IGE IMMunoCAP, fx15 (anenbcuH
33, abnoko f49, baHaH f92, nepcuk f95 - cymmapHo)

1440

17.27.A4]

B03.002.004.077

MaHenb 6bIToBLIX annepreHos IgE IMmunoCAP, hx2 (MUKCT: AOMALLHSASA Mbib,
knew, gomawHen neinu D.pteronyssinus, knew, gomawHen neinv D. farinae,
TapakaH pbbKuii - CyMMapHO)

1440

17.21.A3§

B03.002.004.047

MaHenb nHranaumoHHbIx annepreHoB Ne1 IgE (exa cbopHas, Tumodeeska,
SANOHCKUI keap, ambpo3unst 06bIKHOBEHHASA, NOMbIHb OOLIKHOBEHHAS -
CYMMapHo)

1070

17.21.A34

B03.002.004.048

MaHenb nHransumoHHbIx annepreHoB Ne2 IgE (TumodbeeBka, nnecHesbIn rpnbd
(Alternaria tenuis), 6epe3sa, NonblHb OObIKHOBEHHAS - CYMMapHO)

1070

17.21.A3]

B03.002.004.049

Manenb nHransuuoHHbix annepreHoB Ne3 IgE (knewy - aepmartodar NepuHHbLIN,
AMUTENNIA KOLLIKK, SNUTENUA cobaku, nnecHesbln rpnb Aspergillus fumigatus -
CyMMapHO)

1070

17.21.A34

B03.002.004.050

MaHenb nHranaumoHHbIx annepreHoB Ne6 IgE (nnecHesbin rpnb Cladosporium
herbarum, TumoceeBka, nnecHesbI rpnb Alternaria tenuis, 6epesa, nonbIHb
06ObIKHOBEHHAS - CyMMapHO)

1070

17.21.A3¢

B03.002.004.051

MaHenb nHransuuoHHbIx annepreHoB Ne7 IgE (anuTenun KoLk,
Knew-gepmarodar NepuHHbIA, NEPXOTh NOLaaN, NEPXoTk cobaku, anuTenui
Kponvka - CyMMapHo)

1070

17.21.A4

B03.002.004.052

MaHenb nHransuuoHHbix annepreHoB Ne8 IgE (anuTenun KoLk,
Knew-gepmarodar nepuHHbIN, 6epesa, nepxoTb cobaku, NonbiHb
00ObIKkHOBEHHaSs!, TUMOheeBKa, POXb KynbTUBMPOBaHHas, NNecHeBbIN rpmub
Cladosporum herbarum - cymmapHo)

1070

17.21.A4

B03.002.004.053

MaHenb nHranauMoHHbIX annepreHos Ne9 IgE (anuTenuin KoLwKkun, NepxoTb
cobakn, oBcsHULA nyroBas, NnecHesbIn rpnd Alternaria tenuis, NOQOPOXHMK -
CYMMapHo)

1070

17.21.A44

B03.002.004.014

MaHenb kneweBbix annepreHoB Ne1 IgE (knew-gepmartodar nepuHHbIN,
My4Hou, dermatophagoides microceras, lepidoglyphus destructor, tyrophagus
putrescentiae, glycyphagus domesticus, euroglyphus maynei, blomia tropicalis
- CyMM.)

1070

17.16.A14

B03.002.004.017

MaHenb nuweBbix annepreHos Ne1 IgE (apaxuc, muHaanb, yHOYK, KOKOC,
6pa3nnbCK1n opex - CyMMapHO)

1070

17.31.A1

B03.002.004.056

MaHenb nuweBbix annepreHoB Ne1 IgG (apaxuc, muHaanb, yHOYK, KOKOC,
6pa3nnbCK1in opex - CyMMapHO)

1070

17.16.A21

B03.002.004.023

MaHenb nuwesbix annepreHos Ne13 IgE (ropox, 6enas gaconb,MOpPKOBb,
kapTodpenb - cyMmmapHO)

1070

17.31.A7

B03.002.004.062

MaHenb nuweBbix annepreHos Ne13 IgG (3eneHbIn ropoLuek, 6enblie 606bl,
MOPKOBb, KapTodernb - CyMMapHO)

1070

17.16.A24

B03.002.004.024

MaHenb nuweBbix annepreHos Ne15 IgE (anenbcuH, 6aHaH, A6r10Ko, Nepeuk -
CYMMapHo)

1070

17.31.A8

B03.002.004.063

MaHenb nuweBbix annepreHoB Ne15 IgG (anenbcuH, 6aHaH, A6roko, Nepeuk -
CyMMapHo)

1070

17.16.A2

B03.002.004.018

MaHenb nuweBbix annepreHoB Ne2 IgE (Tpecka, TyHeLl, KpEBETKM, NOCOCh,
MUAWM - CYMMapHO)

1070

17.31.A2

B03.002.004.057

MaHenb nuweBbix annepreHoB Ne2 IgG (Tpecka, TyHel, KpeBEeTKH, NI0COChb,
MUAWM - CYMMapHO)

1070

17.16.A2]

B03.002.004.025

MaHenb nuweBbIx annepreHoB Ne24 IgE (cbyHOYK, KpEBETKM, KMBU, BaHaH -
CYMMapHo)

1070

17.31.A9

B03.002.004.064

MaHenb nuweBbix annepreHoB Ne24 IgG (cbyHAYK, KPEBETKM, KMBM, BaHaH -
CYMMapHo)

1070

17.16.A24

B03.002.004.026

MaHenb nuwesbix annepreHoB Ne25 IgE (cemeHa KyHXyTa, nekapckue
OPOXCKM, YECHOK, cenbaepen - CyMmapHo

1070

17.31.A1

B03.002.004.065

MaHenb nuweBbix annepreHoB Ne25 IgG (cemeHa kyHXyTa, nekapckue
[ POXOKW, YECHOK, Cenbaepen - CyMMapHO)

1070

17.16.A2

B03.002.004.027

MaHenb nuweBbix annepreHoB Ne26 IgE (anyHbIA Genok, Monoko, apaxuc,
ropyuua - CymMmapHo)

1070

17.31.A11

B03.002.004.066

MaHenb nuweBbix annepreHoB Ne26 IgG (anyHbIA Genok, Monoko,
apaxuc,ropymua - CyMMapHoO)

1070




17.16.A2

B03.002.004.019

Manenb nuwesbix annepreHoB Ne3 IgE (nweHnyHasa myka, oBCAHasa Myka,

KyKypy3Hasi Myka, CeMeHa KyHXyTa, rpeqyHeBasi Myka - CyMMapHO) 1070
17.31.A3|B03.002.004.058 |MaHenb nuweBbix annepreHoB Ne3 IgG (nweHnyHas Myka, oBCsiHast Myka,

KyKypy3Hasi Myka, CeMeHa KyHXyTa, rpeqyHeBasi Myka - CyMMapHO) 1070
17.16.A23B03.002.004.020 |MaHenb nuwesbix annepreHoB Ne5 IgE (anyHbIn Genok, Monoko, Tpecka,

nweHnYHas Myka, apaxuc, coesble 600bl - CymmMapHO) 1070
17.31.A4|B03.002.004.059 |MaHenb nuweBbix annepreHoB Ne5 IgG (sanyHbIn Benok, MOMoko, Tpecka,

nweHnYHas Myka, apaxuc, coesble 600bl - CymmapHO) 1070
17.16.A33B03.002.004.028 |MaHenb nuwesbix annepreHoB Ne50 IgE (kmBu, MaHro, 6aHaHbl, aHaHac -

CyMMapHO) 1070
17.31.A13B03.002.004.067 |MaHenb nuweBbix annepreHoB Ne50 IgG (kmBu, MaHro, 6aHaHbl, aHaHac -

CyMMapHO) 1070
17.16.A33B03.002.004.029 |MaHenb nuwweBbix annepreHoB Ne51 IgE (nomuaop, kapToderb, MOPKOBb,

YeCHOK, ropynLa - CyMMapHO) 1070
17.31.A13B03.002.004.068 |MaHenb nuweBbix annepreHoB Ne51 1gG (nomuaop, kapToderns, MOPKOBb,

YECHOK, ropymua - CyMMapHoO) 1070
17.16.A23B03.002.004.021 |MaHenb nuwweBbix annepreHoB Ne6 IgE (puc, cemeHa kyHxyTa, NweHWYHas

MyKa, rpeYHeBast Myka, coeBble 606bl - CyMMapHO) 1070
17.31.A5|B03.002.004.060 |MaHenb nuweBbix annepreHoB Ne6 IgG (puc, cemeHa KyHxyTa, NieHn4Has

MyKa, rpeYyHeBast Myka, coeBble 606bl - CyMMapHO) 1070
17.16.A24B03.002.004.022 |MaHenb nuweBbix annepreHoB Ne7 IgE (anyHbIn 6enok, puc, KOpoBbE MOMOKO,

apaxuc, NweHnYHasn Myka, coeBble 600kl - CyMMapHO) 1070
17.31.A6 |B03.002.004.061 |MaHenb nuwwesbix annepreHoB Ne7 IgG (suyHbIn 6enok, puc, KOpoBbE MOJIOKO,

apaxuc, NweHnYHasn Myka, coeBble 600kl - cymMMapHO) 1070
17.16.A34B03.002.004.030 |MaHenb nuweBbix annepreHoB Ne73 IgE (cBUHMHA, KyprHOE MSCO, roBSIANHA,

6apaHrHa - CymMapHo) 1070
17.31.A14B03.002.004.069 |MaHenb nuwwesbix annepreHoB Ne73 1gG (CBMHMHA, KYpUHOE MSICO, TOBAAMHA,

6apaHrHa - CymMMapHo) 1070
17.15.A1(B03.002.004.031 |MaHenb npodpeccroHanbHbix annepreHoB Ne1 IgE (nepxoTb nowagun, nepxotb

KOPOBbI, MEPO rycsi, NepPO KypuLibl - CyMMapHO) 1070
6.2.A7.10{A09.19.010 MaHkpeaTuyeckas anacTtasa 1 B kane 2580
15.1.D26|A08.20.017.006 |[All-TecT (UMTONOrMYeckoe nccregoBaHme CMeLaHHoro cockoba ¢ LWenkm

MaTKM 1 LiepBUKanbHOro KaHana) 1270
15.1.D18|A08.20.017.005 |lMATll-TecT (unToNOrMYeckoe uccrnegoBaHne COCKOOOB LLEVKN MaTKu 1

LepBMKanbHOro kaHana; 2 ctekna) 1465
17.61.A14A09.05.118.363 |MNanpwuka, cnagkui nepey, IgE (ImmunoCAP), 218 980
7.5.A1.20{A09.05.058 MapatropmoH 675
17.13.A14A09.05.118.216  |MNapauetamon IgE, C85 1600
17.74.A13A09.05.118.467  |MennumnnmH G IgE (ImmunoCAP), c1 980
17.13.A1]A09.05.118.211  |MenvumnnuH G IgE, C1 650
17.74.A14A09.05.118.468 |Mennumnnmu V IgE (ImmunoCAP), c2 980
17.13.A2]|A09.05.118.212  |MenvumnnuH V IgE, C2 650
22.9.A33|A27.30.478.011 |MepBuyHbIe AaHHbIe cekBeHnpoBaHus B hopmate FASTQ (Genetico) 24 500
22.9.A25|A27.30.218 MepBuyHble faHHble cekBeHnpoBaHus B oopmate FASTQ (FeHomepn) 4 400
22.9.A29 |A27.30.478.012 |MepBuyHbIE AaHHbIE cekBeHnpoBaHus B chopmate FASTQ ([eHoTek) 50
16.1.A23 |A08.30.006.012 |lNepe3anuBka 6noka c M3roTOBNEHNEM OOHOIO MMCTONOMMYECKOro cTekna

(Unim) 2 000
15.1.D25]|A08.30.007.009 |[MepecMOTp roToBbIX LMTONOMMYECKUX NpenapaTos (BTOpoe MHeHue), 1 fokyc 535
17.41.A94A09.05.118.033  |lMepeu 3eneHbliii IgE, F263 800
17.51.A94A09.05.118.258 |lNepevy 3eneHbinn IgG, F263 800
17.41.A99A09.05.118.034  |Mepew KkpacHbi (nanpuka) IgE, F218 700
17.51.A99A09.05.118.259 |lNepey kpacHbIn (nanpuka) IgG, F218 700
17.47.A97A09.05.118.094  |Mepeu YepHniit IgE, F280 575
17.57.A9]A09.05.118.318  |Mepeu vepHbii IgG, F280 575
17.60.A17A09.05.118.341  |Mepcuk IgE (ImmunoCAP), f95 980
17.40.A13A09.05.118.017 |Mepcuk IgE, F95 700
17.50.A13A09.05.118.243  |Mepcuk IgG, F95 700
17.36.A21A09.05.118.522  |Mepcuk, anneprokomnoHeHT IgE (ImmunoCAP), f420 rPru p3 2390
17.61.A14A09.05.118.401  |Metpywka IgE (ImmunoCAP), f86 980
17.41.A74A09.05.118.035 |MetpyLwuka IgE, F86 700
17.51.A74A09.05.118.260 |lMeTpywka IgG, F86 700
3.0.A22.2|A09.05.048 lMna3munHoreH 1000
17.3.A23|A09.05.118.148 |MnataH (Platanus acerifolia) IgE, T11 575
7.3.A6.20]A09.05.249 MnaueHTapHbIV NakToreH 775
7.3.A9.20(B03.001.002.001 |MnaueHTapHbIn dakTop pocta (PLGF) 2945
17.4.A16 |A09.05.118.176 |lnesen mHoroneTHui (Lolium perenne) IgE, G5 575
17.71.A2]|A09.05.118.478 |MnecHeBbin rpnb (Alternaria alternata) IgE (ImmunoCAP), m6 980
17.9.A4 |A09.05.118.190 |MnecHeBbIN rpnb (Alternaria tenuis) IgE, M6 1125
17.71.A3]|A09.05.118.481 |MnecHesbi rpnb (Aspergillus fumigatus) IgE (ImmunoCAP), m3 980
17.9.A3 |A09.05.118.189 |MnecHeBbIn rpunb (Aspergillus fumigatus) IgE, M3 1105
17.9.A2 |A09.05.118.188 |MnecHesbin rpnd (Chaetomium globosum) IgE, M208 800




17.22.A2|A09.05.118.480 |MnecHesbin rpnb (Cladosporium herbarum) IgE (ImmunoCAP), m2 980
17.9.A5 |A09.05.118.191 |MnecHeBbin rpunb (Cladosporium herbarum) IgE, m2 1280
17.22.A1|A09.05.118.476 |lMnecHeBbin rpnb (Penicillum notatum) IgE (ImmunoCAP), m1 980
17.9.A6 |A09.05.118.192 |MnecHeBbin rpnb (Penicillum notatum) IgE, m1 1525
17.22.A4|A09.05.118.555 |MnecHesbin rpnb Aspergillus terreus IgE (ImmunoCAP), m36 980
11.2.A1.2|A26.06.036.001 |[MoBepxHOCTHbIN aHTUreH BUpyca renatuta B (aBcTpanvMinckmin aHTureH,

HbsAg) 310
11.2.A7.2|A26.06.036.002 |[MoBEepXHOCTHbIN aHTUreH BUpyca renatuta B (aBcTpanvMinckmin aHTureH,

HbsAg), konM4yecTBeHHO 1855
17.4.A32|A09.05.118.169 |lNogopoxHuk (Plantago lanceolata) IgE, W9 575
17.69.A1]A09.05.118.460 |MoagconHeyHwuk IgE (ImmunoCAP), w204 980
17.4.A20 |A09.05.118.181 MopconHeyvHuk IgE, W29 2 535
17.4.A13]|A09.05.118.170 |Moneswnua (Agrostis alba) IgE, G9 575
4.9.D1.90B03.016.017.003.(4MonnHeHachblLLeHHble xupHble kucnotbl (XKK) cemerictea Omera-3:

gokosarekcaeHoBas (DHA), avikoszaneHTaeHoBas (EPA) - B uenbHom Kposu

(MemMBpaHHbIf, NMNONPOTENAHBIN N CBOBOAHO-XMPHOKUCIOTHBLIN Mynbl).

ButamuH E (anbda-tokodpepon) B kposu, MX/BOXX-MC 6 160
4.9.02.20B03.016.017.001 |MonuHeHachklweHHble )upHble kncnoTbl (PKK) cemerictea Omera-6: nuHonesas

(LA), ramma-nuHoneHoBas (GLA), apaxmgoHoBas (AA) KUCMOTbI - B LieNbHON

KpoBU (MeMOpaHHbIN, MMNONPOTENOHbIA U CBOBOOHO-XUPHOKUCIIOTHBIV Nynbl),

rX 3675
22.9.A4 |A27.05.061.001 [lMonHoe cekBeHupoBaHue reHoma GenomeUNI (BeHO3Hasi KpoBb) 122 400
22.6.A12|A27.05.061.015 |[MonHoe cekBeHMpoBaHMe reHoma abopTtyca «PepTycy (BOPCUHBI

XOpWOHa/TKaHn nnoga) 117 200
22.9.A3 |A27.05.061.002 [lMonHoe cekBeHMpPOBaHKE 3K30Ma (BEHO3HAs KPOBb) 43 157
22.9.A35[A27.30.493 [MonHoe cekBeHMpOBaHWE 3K30Ma Ha OCHOBaHWW HanpaBUTENbHOro AnarHo3a

(Nabopatopusa reHomukn MNMPOroBCKOro yHMBepcuTeTa) 69 100
17.25.A13A09.05.118.454  |MNonbiHb IgE (ImmunoCAP), wb 980
17.4.A33|A09.05.118.171  |MonblHb ropbkas (Artemisia absinthum) IgE, W5 800
17.25.A24A09.05.118.459  |MNonbiHb ropbkas IgE (ImmunoCAP), ws 980
17.4.A34|A09.05.118.172  |MonblHb 06bIKHOBEHHas (Artemisia vulgaris) IgE, W6 575
17.75.A10A09.05.118.224  |lNonblHb, anneprokoMnoHeHT Art v1, IgE 1495
17.39.A4|A09.05.118.509 |MonbiHb, anneprokoMnoHeHT IgE (ImmunoCAP), w231 nArt v1 2390
17.39.A5]A09.05.118.510  |MNonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w233 nArt v3 2390
17.78.A2|A09.05.118.527  |MonblHb, anneprokoMnoHeHT IgG4 (ImmunoCAP), w231 nArt v1 3600
17.2.A22|A09.05.118.129  |Monyraw (nepo) IgE, E91 575
17.2.A23|A09.05.118.130 |Monyrai BonHucTeIn (nepo) IgE, E78 700
17.23.A3|A09.05.118.431 |lNonyran, nepbs IgE (ImmunoCAP), e213 980
14.13.A1|A26.14.002.001 |MoceB xen4yn Ha MMKPOIopy C OnNpeaerneHnem YyBCTBUTENBHOCTM K

pacLUMpeHHOMY CNeKTPY aHTUBNOTUKOB 1 GakTepunodaram 1230
14.7.A4 |A26.05.001.003 |MMoceB KpOBWU HA CTEPUIBHOCTb C aBTOMATUYECKON aHTUBMOTUKOrPaMMON Ha

VITEK2 3 800
14.7.A1.9/A26.05.001 [MoceB KpoBM Ha CTEPUIBHOCTL C ONpeaeneHmemM YyBCTBUTENbHOCTHU K

aHTMBMOTMKaM (Ka4eCcTBEHHOe onpefeneHne HanMums MMKpoOpPraHn3mMoB) 3100
14.6.A3.9/A26.28.003.002 |[MoceB Mo4M Ha MUKPOOIIOpY C ONpeaeneHnem YyBCTBUTENBHOCTU K

OCHOBHOMY CMEKTPY aHTMONOTMKOB 1 GakTepunodparam, B T.4. kaHanaa 1200
14.6.A1.9/A26.28.003.004 |[MoceB Mo4M Ha MUKPOOIIOPY C ONpeaeneHneM YyBCTBUTENBHOCTU K

OCHOBHOMY CMEKTPY aHTMONOTMKOB, B T.4. KaHAnAa 1110
14.6.A4.9/A26.28.003.003 |[MoceB Mo4M Ha MUKPOOIIOPY C ONpeaeneHnem YyBCTBUTENBHOCTU K

pacLUMpPeHHOMY CNeKTpy aHTUBUOTMKOB 1 GakTepuodharam, B T.4. KaHaMAa 1490
14.6.A2.9/A26.28.003.001 |[MoceB Mo4M Ha MUKPOOIIOpY C ONpeaneneHnem YyBCTBUTENBHOCTU K

pacLUMpPeHHOMY CNeKTPY aHTUOMOTUKOB, B T.4. KaHAMAA 1470
14.8.A3.9/A26.01.001.003 |MoceB Ha HGeTa-reMmonuTUYECKMin CTPENTOKOKK rpynnbl B (S. agalactiae) ¢

onpeneneHnemM YyBCTBUTENBHOCTW K OCHOBHOMY CNEKTPY aHTUBNOTMKOB 995
14.12.A3|A26.19.080.001 |MoceB Ha BO3GyAMTENEN KULLIEYHON MHpeKLUN (CanbMOHENSbI, WUrensbl) ¢

onpeeneHnemM YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTUBNOTMKOB 1495
14.1.A8.9/A26.05.044.003 |MoceB Ha remocusbHyto nanoyvky (Haemophylus influenzae) c onpeaenexnem

YYBCTBUTESNIBHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB 1110
50.0.H144A26.01.010.001  [MoceB Ha rpubbl (Bo3GyaMTENN MMKO30B) (6e3 onpeneneHus

YYBCTBUTENbHOCTWN K aHTUMMUKOTMKAM) 1110
14.1.9.D1]A26.25.004.001 |Moces Ha rpmbbl poga Acneprunnsl (Aspergillus spp.) 6e3 onpegenexuns

YYBCTBUTENBLHOCTU K aHTUMMKOTMKAM (Ma3Ku CO CIIM3UCTON 06OMOYKM 1 KOXM,

oTaensieMoe yxa, MoKpoTa) 605
14.1.A6.9/A26.19.009.001 |Moces Ha rpnbbl poga kaHanaa (Candida) ¢ naeHTudmkaumen n

onpeneneHneM YyBCTBUTENBHOCTU K aHTUMUKOTUYECKMM npenapaTtam 995
14.8.A2.9|A26.08.001.001 |MoceB Ha andrepunHyto nano4ky (Corynebacterium diphtheriae, BL) 775
14.12.A5]A26.01.001.004 |MoceB Ha 3onoTUCTLIN cTadmnokokk (Staphylococcus aureus) ¢

onpeneneHnemM YyBCTBUTENbHOCTM K aHTUOMOTUKaM 815
14.12.A6./A26.19.004.003 |[MoceB Ha MEPCUHMU C ONpeaerieHneM YyBCTBUTENBHOCTM K OCHOBHOMY

CMeKTpy aHTUBMOTMKOB 755
14.1.D33]A26.21.004.001 |MoceB Ha mukonnasmy u ypeannasmy (Mycoplasma hominis, Ureaplasma

species) ¢ onpeaeneHnem YyBCTBUTENbLHOCTU K aHTMBMOTHKaM 2500




14.3.A3.9

A26.30.029.007

[MoceB Ha MUKpOIopy OTAENAEMOro ApYrnx OpraHoB U TKaHewn ¢
onpegeneHmemM 4yBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTUKOB 1
bakTepunodparam, B T.4. kKaHgnaa

1135

14.3.A1.9

A26.30.029.006

MoceB Ha MUKPOGIOPY OTAENSEMOrO APYrMX OPraHoB U TKaHew ¢
onpeferneHnemM YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B T.4.
KaHamza

1090

14.3.A4.9

A26.30.029.009

[MoceB Ha MUKpOIIopy OTAENAEMOro ApYrnx OpraHoB U TKaHewn ¢
onpegeneHmemM YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMEKTPY aHTUONOTUKOB U
bakTepunodparam, B T.4. kKaHanaa

1370

14.3.A2.9

A26.30.029.008

MoceB Ha MUKPOGIOPY OTAENSEMOrO APYrMX OPraHoB U TKaHew ¢
ornpegerneHnemM YyBCTBUTENBLHOCTU K PACLUMPEHHOMY CMEKTPY aHTUOMOTUKOB, B
T.4. KaHauga

1240

14.5.A3.9

A26.26.004.003

MoceB Ha MMKPOOpY OTAENSAEMOro KOHBIOHKTVBBI C OnpeaeneHmem
YYBCTBWUTENBHOCTM K OCHOBHOMY CMEKTpY aHTMBMoTMKoB 1 BakTepuodaram, B
T.Y. KaHAnaa

1175

14.5.A1.9

A26.26.004.001

MoceB Ha MUKPOIOPY OTAENSIEMOrO KOHBIOHKTUBLI C ONpeAeneHnem
YYBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTKKOB, B T.4. kKaHaMAa

1090

14.5.A4.9

A26.26.004.004

MoceB Ha MUKPOIOPY OTAENAEMOro KOHBIOHKTVBLI C OnpeaeneHnem
YYBCTBUTENBHOCTM K PaCLUMPEHHOMY CNEKTPY aHTMBMOTMKOB 1
BakTepuodparam, B T.4. KaHamaa

1355

14.5.A2.9

A26.26.004.002

Moces Ha MVIKpOCbJ'IOpy oTAenAaemMoro KOHbHOHKTUBbI C onpeaerneHnem
HYYyBCTBUTEINbHOCTU K pacCLLMPEHHOMY CNEeKTpy aHTMOMOTHKKOB, B T.4. KaHAnAa

1270

14.4.A3.9

A26.09.010.006

MoceB Ha mukpodcnopy otgensemoro JIOP-opraHoB ¢ onpeageneHvem
YyBCTBUTENBbHOCTN K OCHOBHOMY CNEKTPY aHTUOMOTUKOB 1 BakTepuodaram, B
T.4. KaHgnga

1250

14.4.A1.9

A26.09.010.008

MoceB Ha mukpodcnopy otgensemoro JIOP-opraHoB ¢ onpeaeneHvem
YYBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHAMAA

1130

14.4.A4.9

A26.09.010.007

Moces Ha mukpodnopy otaensemoro JIOP-opraHoB ¢ onpegenexHvem
YYBCTBUTENBHOCTU K paCcLLMPEHHOMY CMEKTPY aHTUOMOTHKOB 1
6akTepuodparam, B T.4. KaHanAa

1670

14.4.A2.9

A26.09.010.005

Moces Ha mukpodnopy otaensemoro JIOP-opraHoB ¢ onpegeneHvem
YYBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY aHTMOMOTKKOB, B T.4. KaHAMAA

1415

14.11.A3.

A26.21.014.004

MoceB Ha MUKPOIOPY OTAENSIEMOrO YPOreHUTANbHOIO TpaKTa XEeHLLUHbI C
onpefeneHnemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUGUOTUKOB 1
GakTepuodparam, B T.4. kKaHanAa

1295

14.11.A1.

A26.21.014.010

MoceB Ha MUKPOGOPY OTAENSEMOTO YPOreHUTanbHOTO TPaKTa XeHLMHbI C
onpeferneHnemM YyBCTBUTEINBHOCTU K OCHOBHOMY CMEKTpY aHTUBMOTUKOB, B T.4.
KaHamza

1270

14.11.A4.

A26.21.014.005

MoceB Ha MUKPOOPY OTAENSIEMOrO YPOreHUTANbHOIO TPaKTa XEHLLUHbI C
onpefeneHneM YyBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUGUOTUKOB U
GakTepuodparam, B T.4. kKaHanAa

1805

14.11.A2.

A26.21.014.003

MoceB Ha MUKPOGOPY OTAENSEMOTO YPOreHUTarnbHOTO TPaKTa XeHLUMHbI C
onpegerneHnemM YyBCTBUTENBLHOCTU K PACLUMPEHHOMY CMEKTPpY aHTUOMOTUKOB, B
T.4. KaHauga

1670

14.2.A3.9

A26.21.014.007

MoceB Ha MUKPOOPY OTAENSIEMOrO YPOreHUTaNbHOrO TpakTa MyX4uHbl C
ornpeneneHnemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUGUOTUKOB 1
GakTepuodparam, B T.4. kKaHanaa

1175

14.2.A1.9

A26.21.014.011

MoceB Ha MUKPOMIOPY OTAENSEMOrO YPOreHUTarnbHOro TpakTa MyX4uHbI C
onpeferneHneM YyBCTBUTEINBHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B T.4.
KaHamza

1135

14.2.A4.9

A26.21.014.008

MoceB Ha MUKPOIOPY OTAENSIEMOrO YPOreHUTaNbHOro TpakTa MyX4YuHbl C
onpefeneHneM YyBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUGUOTUKOB U
GakTepuodparam, B T.4. kaHanaa

1760

14.2.A2.9

A26.21.014.006

MoceB Ha MUKPOGIOPY OTAENSEMOrO YPOreHUTarnbHOro TpakTa MyX4uHbI C
ornpegerneHneM YyBCTBUTENBLHOCTU K PACLUMPEHHOMY CMEKTPY aHTUOMOTUKOB, B
T.4. KaHauga

1625

14.8.A1.9

A26.08.015.001

[MoceB Ha nNuoreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHnem
YYBCTBUTENbHOCTU K aHTUBMOTHKaM

995

14.99.A2

B03.016.016.003

MoceB ¢ aBTOMaTNYECKOM aHTUBUOTMKOrpaMMol U naeHTUuKaumnen
mMukpoopraHmamos MALDI-TOF MS

2600

14.99.A1

B03.016.016.002

MoceB c aBTOMaTNYECKOW aHTUBUOTMKOrpaMMol U naeHTUuKaumnen
mukpoopraHmamoB MALDI-TOF MS y geten

2600

17.4.A35

A09.05.118.173

MocTeHHuua nekapcteeHHas (P. officinalis) IgE, W19

575

7.9.A5

A09.07.008.004

MperHeHonoH cBo6oaHbIN B critoHe, BOXX-MC

5600

22.9.A36

A27.30.491

[pekoHUEeNnUNOHHBIN CKPUHWHT. [ToNHOEe CEKBEHMPOBaHME 3K30Ma U
onpegeneHve HOCUTENbCTBA HAaCNeACTBEeHHbIX 3abonesanHui (llabopatopus
reHoMukm MMporoBckoro yHuBepcuTera)

66 500

26.3.D3

A27.20.001.004

MpeHaTanbHbI CKpUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hepenb -
13 Hegenb 6 OH.) C pacyeToM pyCKa 3aJepXKku pocTa nnoaa, pucka
npexaeBpeMeHHbIX POAOB U Npeaknamncum

3630

26.3.D4

A27.20.001.008

MpeHaTtanbHbIA CKpUHUHE | TpumecTpa 6epemeHHocT ASTRAIA (8 Hegenb -
13 Hegenb 6 OH.) C pac4eToM pUcKa 3afepKu pocTa nnoga, pucka
npexaeBpeMeHHbIX PoAoB M npeaknamncum (¢ yd4étom PLGF)

5110




26.3.D1

B03.032.002.003

MpeHaTanbHbI CKpUHUHT | TpuMecTpa 6epemeHHocT ASTRAIA (8 Hepensb -
13 Hegenb 6 OH.):
AccouunnpoBaHHbIn ¢ 6epemeHHocTbio NpotenH A (PAPP-A), CBobogHas

cybbeamHnua beta-XIry 3430
7.3.D1.20B03.032.002.002 |MpeHaTanbHbIn CKpUHUHE | TpumecTpa 6epemeHHocTn PRISCA (10-13 Hegenb;

3akntoyeHne Bpada KI[ no uccnegosartenbCKOMy OTHYETY): aCCOLMMPOBaHHbIN

¢ 6epemeHHocTbo npotenH A (PAPP-A), ceoboaHas cybbegnHuua 6eta-XM 1 395
7.3.D2.20B03.032.002.001 |[MpeHaTanbHbIn cKpuHUHT Il TpumecTpa 6epemenHocT PRISCA (15-19

Hefenb; 3aknoyeHre Bpada KJ1[ no nccnegosarensCkoMy OTHETY):

anbga-getonpotenH (API), obwmin 6eta-XIM, acTpmon cBo6OAHIN 1685
5.0.D1.40A12.28.002.001 |lMpoba Pebepra 480
8.0.A25 |[B03.027.008.002 [MporacTtpuH-BbicBoGOXaaowmn nentug (Pro-GRP) 2700
7.2.A5.20{A09.05.153 MporecTepoH 435
7.9.A8 |[A09.07.008.001 [MporectepoH cBOGOAHEIN B crnitoHe, BOXKX-MC 1600
8.0.D4 |[A09.05.202.001 [MporHocTU4eckas BeposITHOCTb (3HadeHne ROMA, noctmeHonaysa)

(Bkntoyaet onpeneneHune aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2000
8.0.D6 [A09.05.202.002 [MporHocTUYeckas BeposiTHOCTb (3HadeHne ROMA, npemeHonay3a) (BknodaeT

onpegeneHue aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2000
7.6.A3.20{A09.05.056.003 [MpouHcynuH 2295
4.3.A21 |A09.05.209 MpokanbUNTOHUH 1530
7.2.A3.20|A09.05.087 MponakTuH 435
17.49.A43A09.05.118.110  |Mpoco IgE, F55 575
17.59.A43A09.05.118.334  |IMpoco IgG, F55 575
17.69.A194A09.05.118.421 |lpoco noceBHoe (nweHo) IgE (ImmunoCAP), 55 980
8.0.A21.2JA09.05.130 MpocTtatocneunduyeckuit aHTureH (MCA) obmn 470
3.0.A8.20]A09.05.126 MpoTtenH S cBoGOAHbIN 2510
3.0.A7.20{A09.05.125 Mpotenn C 1945
13.36.D2]|A26.19.010.002 |MpoTtoCkpuH (BbisiBneHne OHK npoctenwunx B kane metogom lMNMUP: Lamblia

(Giardia) intestinalis, Blastocystis hominis, Dientamoeba fragilis, Isospora belli,

Cryptosporidium parvum, Entamoeba histolytica) 2440
3.0.D1.20A12.30.014.003 [MpoTpombuH (Bpems, no Keuky, MHO) 290
24/31 lpogpunu
50.0.H134 TORCH-komMnnekc ¢ aBuaHOCTbIO 5435
50.0.H33. TORCH-komnnekc, 6a3oBbin 4150
50.0.H28. TORCH-koMnnekc, pacLlumMpeHHbIi 4 600
50.0.H86. TORCH-koMnnekc, CKpUHWMHT 1855
50.0.H19 Anneprokomnnekc «Muwesas anneprus» IgE (ImmunoCAP) (AnyHbin 6enok

f1, Monoko f2, Tpecka f3, MNwennua f4, Apaxuc f13, Cos f14, dyHayk f17,

Kpesetka 24, Mepcuk f95) 7 940
50.0.H194 Anneprokomnnekc «[porHo3 addekTneHocTr ACUT BykoLBeTHble AepeBbsa»

IgE (ImmunoCAP) (Bepesa anneprokomnoHeHT, 215 rBet v1 PR-10, Bepesa

anneprokoMnoHeHT, t221 rBet v2, rBet v4) 4 300
50.0.H19 Anneprokomnnekc «[porHo3 adpdekTnBHocTn ACUT: 3nakosblie Tpasbi» IgE

(ImmunoCAP) (TumodbeeBka nyroeast annieprokomnoHeHT, g213 rPhl p1, rPhl

p5b, TumodeeBka nyroeas, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12) 4 300
50.0.H19¢ Anneprokomnnekc «porHo3 acdpdekTnBHocTn ACUT: CopHble Tpasbl» IgE

(ImmunoCAP) (anneprokoMnoHeHTbl: AM6po3na w230 nAmb a1, MNonbiHb,

w231 nArt v1 n w233 nArt v3, TumodeeBka nyrosas, g214 rPhl p7, rPhl p12) 8 605
17.29.H3 Anneprokomnnekc nepea BakunHaumen IgE (ImmunoCap) (Opoxokn nekapckue

f45, Anuyo 245, TpunTtasa) 4830
17.29.H8 Anneprokomnnekc npu actme/puHute B3pocnble IgE (ImmunoCAP) (ocHOBHbIE

WHransuMoHHble annepreHbl: Kowka, cobaka, knew, d1, TumodeeBka, bepesa,

NoMblHb; AOMONHUTENbHbIE UHIaNSILMOHHBIE: Kypu1La, TOMONb) 7 055
17.29.H7 Anneprokomnnekc npu actme/puHute getu Ige (ImmunoCAP) (ocHOBHbIE

WHransuMoHHble annepreHbl: Kowka, cobaka, knew, d1, Tumodeeka, bepesa,

NOMbIHb; OCHOBHbIE MULLEBBIE: SIYHBIA 6EMOK, MOMOKO; AOMNONHUTENbHLIE

nuLLeBbIE: apaxmc) 7 940
17.29.H6 Anneprokomnnekc npu ak3eme 2 IgE (ImmunoCAP) (ocHOBHbIE

WHransiLMoHHbIE annepreHsbl: kowka, cobaka, knewy, d1; OCHOBHbIE NULLEBLIE:

ANYHBIN GENOK, MOMOKO, TPecka, NileHna, cosl; AOMNONHUTENbHbIE MULLEBLIE:

Kakao, AUYHbIN XEeNToK) 8 820
17.29.H4 Anneprokomnnekc npu ak3eme IgE (ImmunoCAP) (OCHOBHblE MHrANAUNOHHBIE

annepreHbl: KoLlka, cobaka, knewy d1; AoNonHUTErNbHbIE MHraNsALNOHHBbIE:

knewy d2; oCHOBHbIE NULLEBbLIE: SIMYHLIA GENOK, MOMOKO, TPecka, MNeHuua,

cosl) 7 940
50.0.H123 AHTUdochonmnuaHbin cuHapom (APC) 3 350
50.0.H87. Buoxmmunyeckun aHanus Kposu 2830
50.0.H4.8 Broxummyeckuini aHanma kposw, 6a3oBbIi 1655
13.30.D4 Bupycbl rpynnsl repneca (EBV, CMV, HHV6) 1240
60.48.H8 Bupychbl rpynnel repneca (EBV, CMV, HHVG6) kpoBb, kau. 1455
13.30.H1 Bupycel rpynnsl repneca (EBV, CMV, HHV6), kon. 1560
12.24.D1 Bupychbl rpynnel repneca (EBV, CMV, HHV6), kpoBb, kon. 1335
4.9.H2.90 BogopacTteopumble ButamuHel (B1, B5, B6, B9, B12, C) 8 855




50.0.H84. [acTpokomnnekc 3485
50.0.H88. [emartonornyeckuii (guarHocTnka aHeMmin) 3435
50.0.H11¢ [opMOHanbHbIN NPOKb ANst XKEHLWUH 4875
50.0.H117% [opMOHankeHbIN NPOUb AN MYX4YUH 2 305
50.0.H14]} locnuTanbHbIn 1350
50.0.H89. [ocnuTanbHbIN TepaneBTUYECKUi 2 840
50.0.H90. locnuTanbeHbIV XMPYpruyeckmin 4 425
50.0.H13] [wnarHocTuka renatuToB, CKPUHWUHT 2185
50.0.H141 [unarHocTuka gereHepatvBHbIX 3aboneBaHnii NO3BOHOYHMKA 8170
50.0.H14 [narHocTvka AeMUennHU3nNpyoLLmMx 3abonesaHnin (AHTUTENAa K akBanopuHy -4;

AHTUTena k rmytamatHomy peuentopy NMDA-Tuna; ®epputuH;

LlepynonnasmuH; C-peakTuBHbI 6enok; PeBmatongHblit dpaktop (PP)) 7 550
50.0.H31 [unarHocTuka gedmumnTa xenesa 2 055
50.0.H91] [OunarHocTuka anabeta, GUOXUMUYECKUIA 3405
50.0.H124 [unarHocTuka HapyLleHnn OyHKLMN AUYHUKOB 2170
50.0.H14 [unarHocTuka HemporeHHbIX onyxonemn 10 555
50.0.H92. [unarHocTuka napasutapHbix 3abonesaHuin 5485
50.0.H13 [wnarHocTuka cocyamucTbix 3aboneBaHuii ronoBHOrO Mo3ra 3820
50.0.H114 OuddepeHumanbHasn gnarHoctvka 3abonesanHmin XKKT 6 690
50.0.H10 [OHK Bo3byautenen 3MMM 4915
4.9.H1.20 XKupopacTteopumble Butamutbl (A, D, E, K) 6 765
10.0.D10 MMMyHHBIN cTaTyc (MMmyHornoGynuHel: IgA, IgM, 1gG, ummyHorpamma

6asoBas.BkniovaeT aHanm3 KpoBuM C NerKoLMTapHON hopMyIion) 4 655
50.0.H34. MHdekuun, nepegatomecs nonosbiM NyTeM (KPOBb) 5575
50.0.H93] Kapgunonoruyeckui 4 265
60.30.H4 KnuHuuyeckun aHanus kposu ¢ nerikouutapHown copmynon (5DIFF) n COJ,

BEHO3Has KpPOBb 545
60.35.H2 KnuHuuyeckun aHanus kposm ¢ nerikouutapHown copmynon (5DIFF) n COJ,

KanunnspHas KpoBb 650
50.0.H144 Koarynorpamma, paclumpeHHas 3175
50.0.H94. Koarynorpamma, ckpuHuHr (A4TB; MpotpombuH (Bpemsi, no Keuky, MHO);

TpombuHoBoe Bpemsi; PUGpuHoreH) 1050
4.9.H3.90 KomnnekcHbIn aHanu3 kposu Ha ButamuHel (A, D, E, K, C, B1, B5, B6, B9,

B12) 15 620
17.29.H5 KomnoHeHTHasa gnarHoctuka anneprumn Ha monoko IgE (ImmunoCap) (Monoko

f2, kazenH - anneprokomnoHeHT f78) 3035
50.0.H95 JIunnaHeIn npocuns, 6a3oBbLIN 1385
50.0.H96. JInnuaHeIn Nnpodunb, pacLUMpeHHbIN 3195
50.0.H15]} Mapkepbl ocTeonoposa, Groxmmmyeckuin 4785
50.0.H15 MOHWTOPWHT Ne4YeHnss octeonoposa 2 960
50.0.H98. Hedponormnyecknin, GBUOXmmMmyeckuin 1410
4.8.H1 O6meH xenesa (xeneso, JMKCC, OXCC, koadhdULMEHT HaCbILLEHNS

TpaHcdeppuHa xenesom) 605
50.0.H99| O6cnenoBaHue nevyeHn 2670
50.0.H11. O6cnenoBaHne neyeHn, 6asosbIn 1105
50.0.H10 O6cnenoBaHue LWMTOBUOHOW Xenesbl 4770
50.0.H22] O6cnepoBaHWe LWMTOBMOHOM enesbl, CKPUHUHD 2 025
50.0.H10 OHKONMOrn4ecknin Ans XeHLWwmnH, BUoxnmmyecknin 5980
50.0.H101 OHKOMornyecknii 4ns MyxuvH, GUOXMMMUYECKUin 3300
50.0.H10 MnaHnpoBaHne 6epeMeHHOCTM (TOPMOHBI) - NoTEMHOBas dhasa 2 465
50.0.H10 MnaHnpoBaHue 6epemeHHOCTH, 6a30BbIN 1480
50.0.H38. MnupP-12 3745
13.32.H8 MUP-12, agkynaT, kau. 3950
50.0.H39. MnupP-15 4 660
13.32.H9 MLUP-15, agkynaT, kau. 4915
60.48.H1 MLUP-4 NCMT 1355
13.32.H5 MLP-4 NCMT, kon. 1505
13.32.H6 MLP-4, NCMT, moya, kau. 1355
13.32.H7 MUP-4, NCMT, moua, konwmu. 1505
50.0.H37. MLuP-6 1925
50.0.H81| MUP-6, konMyecTBEeHHO 2 000
9.0.D10.2 Pa3BepHyTOe ceponoruyeckoe obcnegosanune npu nonumunosute (AH® Ha

Hep-2 knetkax, ENA-CKpyH, UMMyHOBNOT ayToaHTUTEN NpWU NONUMKNO3NTE) 5880
50.0.H10 PeBmaronornyeckuii, pacluMpeHHbIv 9200
50.0.H12 CKpuHMHroeasi guarHoctuka BUY 2480
50.0.H134 Cnoprt. ba3oBbin 970
50.0.H13 CnopT. BUOXMMMYECKMIA CKPUHUHT paboToCNOCOBHOCTH 1110
50.0.H12 PuTHec. Dranyeckne Harpyskm 2335
50.0.H20 Yekan "KoHTponb Beca" 3820
50.0.H201 Yekan "KpacoTa 1 300poBbe KOXUW, pacLLUMpPEHHbIN" 4 055




50.0.H204 Yekan "Kpacorta u 3gopoBbe” 3970
50.0.H23 Yekan "XpoHuyeckas yctanocTtb" (BKMOYaET ANarHoCTUKy xenesogeduumra) 4765
50.0.H12 Yekan 6a30BbIl, XEHLLMHbI 6 070
50.0.H12 Yekan 6a30BbIN, My>X4WHbI 6430
50.0.H214 Yekan BbinageHune Bonoc nocrne Kosug 2775
50.0.H16 Yekan xeHwmHbl, 1 ypoBeHb (MyTOBUH) 4145
50.0.H164 Yekan >eHLWMHbI, 2 ypoBeHb (MyToBUH) 12 850
50.0.H16 Yekan xeHLwwHbl, 3 ypoBeHb (MyTOBMH) 4540
50.0.H16 Yekan Myx4uHbl, 1 ypoBeHb (MyTOBUH) 4520
50.0.H16] Yekan MyxuunHbl, 2 ypoBeHb (MyTOBUH) 9750
50.0.H164 Yekan Myx4uHbl, 3 ypoBeHb (MyTOBUH) 7 305
50.0.H18 Yekan nocrne koBuaa 4 360
50.0.H21 Yekan nocne KoBuaa kapamonornyeckun 6 250
50.0.H214 Yekan nocne koBuaa HEBPONOrMyecknn 3990
50.0.H21 Yekan nocne KoBuaa pacLuMpeHHbIi 5180
50.0.H13 Yekan paclUMpEHHbIN, XKEHLUMHbI 8015
50.0.H13 Yekan pacluMpeHHbIN, MYXYUHbI 7435
50.0.H13] Yekan aKkCnepTHbIN, XEHLLMHbI 9 340
50.0.H13 Yekan aKCnepTHbIN, MY>XYWHbI 9470
8.0.D7 |[A09.05.130.004 [MpoueHT cBoBoaHoro NMCA (obwmii NMCA, cBoboaHbIi MCA 1 cooTHOLLEHNE) 915
2.0.A8 |[A12.05.009 Mpsmas npoba Kymbeca 1400
50.0.H101B03.014.021 MuP-12, konuyectseHHO 4 050
12.31.A3|A26.05.053.003 |MNLP-guarHocTuka KneweBoro sHuedanmra, KpoBb, Kay. 1 090
12.31.D1]A26.05.053.002 |MLP-guarHoctuka kneweBbix HdeKUMI Bo3byauTenen 6oppenvosa (Borrelia

burgdorferi), moHounTapHoro apnuxvo3sa (Ehrlichia chaffeensis) n

aHannasmo3a (Anaplasma phagocytophilum), kpoBb, kau. 1900
17.4.A14]A09.05.118.174  |Mwenwnua (Triticum sativum) IgE, G15 700
17.69.A13JA09.05.118.415  |MNweHwnua, nweHndHasa myka IgE (ImmunoCAP), f4 980
17.7.A6 |A09.05.118.184 |Mbinb nweHn4HOW Myku IgE, K301 575
22.1.2.D1|A12.05.010.002 |PacwwupeHHoe reHoTunupoBaHne HLA-B27 (6one3Hb Bextepesa) 5390
8.0.A2.20[A09.05.195 PakoBo-ambpuoHanbHbIl aHTureH (POA) 650
4.8.A8 |A09.05.008.001 |PacTtBopuMbIn peLenTtop TpaHcheppuHa (STRF) 1430
22.1.D36(A27.30.214 PaclumpeHHas reHoguarHoctuka cuHgpoma XXunsbepa (TA-NOBTOPbI M 3aMeHbI

p.G71R, p.P229Q B rene UGT1A1) 5490
22.1.D32|B03.032.003.002 [PacwumpeHHasi onarHocTuka naktasHon HegoctatodHocTn (MCM6: 13910 C>T,

13907 C>G, 13915 T>G,14010 G>C) 2 850
11.6.A2.2|A26.06.082.003.0q Peakunsi naccmBHou remarrnoTuHaummn Ha cudmnuc (PTFA), ka4ecTBEHHO 450
11.6.A3.2|A26.06.082.011 Peakuns naccusHom remarrnotMHauumn Ha cucbunuc (PITA),

MONyKONM4YeCTBEHHO 395
4.3.A9.20|A12.06.019 PesmatongHbein cdaktop (PP) 375
7.8.A2.20{A09.05.121 PeHuH 1130
1.0.D3.200A12.05.123 PeTnkynouuTtbl (BEHO3Has KPOBb) 240
1.2.D3 |A12.05.123.002 |PeTukynouuTbl (KanunnsipHas KpoBb) 315
17.49.A43A09.05.118.111 Puc IgE, F9 575
17.59.A43A09.05.118.335 |Puc IgG, F9 575
17.69.A194A09.05.118.418  |Puc, pucosas myka IgE (ImmunoCAP), f9 980
12.9.D2 |A26.05.019.003.0qPHK BI'C, reHotun (1,2,3), KpOBb, Kau. 1 800
12.9.D1 |A26.05.019.005 |PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) KpoBb, KOnuy. 3370
12.9.D3 |A26.05.019.004 |PHK BI'C, pacwupeHHoe reHoTunupoBanue (1a, 1b, 2, 3a, 4, 5a, 6), kpoBb

(Bkntoyaet PHK BI'C kau.) 2000
12.9.A1.2)/A26.05.019.001 |PHK Bupyca renatuta C, KpoBb, Kau. 835
12.9.A2.2)A26.05.019.002 |PHK Bupyca renatuta C, KpoBb, KONuY. 3 695
12.10.A1,|A26.05.023.001 |PHK Bupyca renatuta D, KpoBb, Kau. 800
12.10.A3|A26.05.023.002 |PHK Bupyca renatuta D, KpoBb, KOnuy. 740
12.11.A1.]A26.05.026.001.00 PHK Bupyca renatuta G, KpoBb, Kau. 670
12.7.A1.2)A26.05.030.001.00PHK Bupyca renatuta A, KpoBb, Kau. 900
13.30.A2|A26.08.038.001.0 PHK Bupyca rpunna A/H1N1 (cBuHom rpunn), (kad.) 2200
12.23.A1.]A26.05.039.001.0PHK Bupyca kpacHyxu (Rubella virus), kpoBb, ka4. 765
13.30.D3]A26.08.038.001.0q PHK Bupycos rpunna A/H1N1,A/H3N2 2205
12.18.A1]A26.05.021.002.00PHK B4 | Tvna, kpoBb, kau. 2580
12.18.A2|A26.05.021.005 |PHK BWY | Tnna, kpoBb, konwuu. 4 825
50.0.H181A26.08.027.001.04 PHK kopoHaBupyca SARS-CoV-2 (COVID-19, peaynsraT Ha aHIfIMINCKOM U

PYCCKOM $i3blKax) 1010
13.30.A4 |A26.08.027.001.0q PHK kopoHaBupyca SARS-CoV-2 (COVID-19) 1010
13.28.A1|A26.19.075.002 |PHK Hoposupycos (Norovirus) Il Tuna 900
13.26.A1|A26.19.074.002 |PHK potaBsupycos (Rotavirus) A 875
13.14.D3|A26.19.074.003 |PHK potaBuMpycoB, HOPOBUPYCOB, aCTPOBUPYCOB

(Rotavirus/Norovirus/Astrovirus) B kane 1180
13.25.A1|A26.19.072.001.0 PHK aHTepoBupyca (Enterovirus), kan 800




17.4.A15]|A09.05.118.175 |Poxb kynstuBMpoBaHHas (Secale cereale) IgE, G12 575
17.69.A194A09.05.118.112  |Poxb, pxxaHasa myka IgE (ImmunoCAP), f5 980
17.4.A36 |A09.05.118.177 |Pomawka (HnBsaHuK) (Ch. leucanthenum) IgE, W7 800
17.25.A14A09.05.118.456  |Pomaluka IgE (ImmunoCAP), w206 980
27.1.A4.1|A26.19.089.001 |PoTtaBupyc (o6HapyxeHue aHTureHa B kane), MXIA 800
23.2.A23 (A09.01.026.001 [PTyTb B BOMocax, cnektpomeTpusi (Hg) 965
23.1.A23|A09.05.280.001 |PTyTb B KPOBM, CnekTpomeTpus (Hg) 965
23.3.A23 (A09.28.085.001 [PTyTb B pa3oBou nopuuu mouu, cnekrpometpus (Hg) 965
17.4.A8 |A09.05.118.178 |Pbinbua Kykypy3Hble (Zea mays) IgE, G202 575
7.5.A4.20|A09.05.297 C-koHueBble Tenonentuabl konnareHa | Tuna (Beta-Cross laps) 1015
4.3.A2.20|A09.05.009 C-peakTuBHbI 6enok 380
4.5.A9.20{A09.05.009.002 |C-peakTuBHbI GEMNOK YNLTPavyBCTBUTENbHbIN (KAapaUOPUCKN) 520
10.0.A1.2JA09.05.075.001 |C3 KOMMNOHEHT KOMMNEMeHTa 465
10.0.A2.2JA09.05.075.002 |C4 KOMMOHEHT KOMMNEMEeHTa 465
17.46.A14A09.05.118.075 |CapawuHa IgE, F61 575
17.56.A14A09.05.118.299 |CapawHa IgG, F61 575
17.61.A14A09.05.118.362 |CaxapHas csekna IgE (ImmunoCAP), f227 980
23.2.A24 |A09.01.027.001 |CsuHeL, B Bonocax, cnektpomeTpus (Pb) 965
23.1.A24 |A09.05.281.001 |CeuHeL B kpoBu, cnekTpomeTpus (Pb) 965
23.3.A24 (A09.28.061.001 [CuHeL, B pa3oBou nopummn mo4n, cnektpometpus (Pb) 965
17.64.A194A09.05.118.381 |CsuHuHa IgE (ImmunoCAP), f26 980
17.44.A24A09.05.118.058 |CsuHuHa IgE, F26 700
17.54.A294A09.05.118.283 |CeuHuHa IgG, F26 700
17.2.A24|A09.05.118.131  |CBuHbSA (anmTenun) IgE, E83 800
7.3.A4.20]A09.05.090 CsobogHas cybbeaunHuua 6eta-XIMy (npeHatanbHbI CKPUHWHT) 640
9.10.A62 [A09.05.054.007 |CBobogHble nerkve uenv MMMyHOrnobynmMHOB Kanna/nsamobaa B CbIBOPOTKE

KpOBW, C pac4eToM MHAOEKCA 2 300
7.7.D02 |[A09.05.143.003 |[CBobGoaHble MeTaHePUHBI U HOpMeTaHedprHbI B kposu, BAOXKX-MC 2400
5.0.D09.40A09.28.034.003 [CBoboaHble MeTaHedpVHbI 1 HOpMeTaHePUHLI B CyTOUHOM Mode, BOXKX-MC 2 500
22.9.A1 [A27.05.061.016 |CekBeHnpoBaHWE MUTOXOHAPWANBHOIO reHoMa (BeHO3Hasi KpOBb) 40 300
23.2.A19|A09.01.022.001 |CeneH B Bonocax, cnekrpometpusi (Se) 965
23.1.A19|A09.05.276.001 |CeneH B kpoBM, cnekTpoMeTpus (Se) 965
23.3.A19|A09.28.081.001 |[CeneH B pa3oBoW NOPLMM MO4M, CNIEKTpOMEeTpus (Se) 965
17.61.A14A09.05.118.367 |Cenbaepent IgE (ImmunoCAP), f85 980
17.41.A81A09.05.118.036 |Cenbpaepeli IgE, F85 700
17.51.A81A09.05.118.261 |Cenbpaepeit IgG, F85 700
17.67.A194A09.05.118.406 |CemeHa maka IgE (ImmunoCAP), f224 980
17.67.A1]A09.05.118.411  |CemeHa nogconHeyvHuka IgE (ImmunoCAP), k84 980
7.7.A10 [A09.05.124 CepoToHuH, BOXKX-MC 2 350
22.1.A20 (A27.30.140 CuHgpom nomkor X xpomocombl (onpegeneHne uncna nostopos CGG B reHe

FMR1) 6 760
17.66.A14A09.05.118.397  |CuHasa muamsa IgE (ImmunoCAP), f37 980
18.2.A23|A09.05.035.032 |Cuponumyc, BOXX-MC 2595
4.2.02 |[B03.025.001.001 |CkopocTb kny6oukosow dunsrpaumn (CKD-EPI - B3pocnbie/dpopmyna Lsapua

- AeTuv; BKINOYaeT onpegeneHve KpeaTuHnHa) 240
9.0.A59.4/A09.28.028.001 |CkpuHuMHr Genka beHc-[xoHca B pa3oBoOi NOPLIMK MOYM (MMMYHOMKCALMS) 1210
18.1.D1.4A09.05.211.002  |CKpVHWHT rpynn HapKoTU4Yeckux (kaHHabnongos, kokavHa, MOMA (skcTasm),

mMeTagoHa, MeTaMdeTaMMHOB, ONMaToB) U NMCUXOAKTUBHBIX BELLECTB

(amdbeTamuHoB, 6apbuTypaToB, 6eH30AMa3enMHOB, aHTMAENPECCaHTOB) B

pasoBow nopumm moumn, UXTA 3 545
22.13.A1|A27.30.483 CKPUHWHI Ha HacneacTBeHHble 3aboneBaHns Npu NiaHMpoBaHUm

6epeMeHHOCTM (reTepO3nrOTHOE HOCUTENBCTBO Y POAUTENEN MyTaLuiA B reHax

GJB2, SMN1, PAH, CFTR) 7 300
22.9.A9 [A27.05.061.025 |CKpuHUWHI Ha HacneacTBeHHble 3aboneBaHus, 2500 reHoB (BEHO3Has KPOBb) 40 300
22.1.A29 |A27.05.061.023 |CKpUHMHI HAa HOCMTENBLCTBO HAcNeACTBEHHbIX 3aboneBaHuii "ba3oBbIn”

(FfeHomen) 9700
22.9.A26 (A27.30.219 CKPUHUWHI HAa HOCUTENbCTBO HACNEACTBEHHbIX PELIECCHBHBIX 3aboneBaHni

Carrier Seq, 418 reHos, First Genetics 43 800
9.0.A58.2/A09.05.106.002 |CKpUHMHI NapanpoTENHOB B CbIBOPOTKE (MMMYHOMMKCaLNS) 1690
15.0.D20JA08.20.017.002.0q CKkpuHWHT paka Lieriku MaTku ()KMaKocTHas umtonorus) ¢ BM4Y-rectom

(ROCHE COBAS4800) 2285
50.0.H3031B03.027.015.004 [CKpUHUWHI paka LUenKn maTku1, Ko-TecTupoBaHue: MNAl-TecT ()KngkocTHas

uutonorus) n Br4Y-tect 14 Tvnos., konuy. 2 265
50.0.H301B03.027.015.005 [CKpuHMHI paka LUenKn maTku, Ko-TecTupoBaHue: MNAl-TecT ()KngkocTHas

UMTONOMMSA) N paclumpeHHbii BMNY-tect 21 Tvn, konuy. 3935
17.46.A17A09.05.118.076  |Ckymbpus IgE, F50 800
17.56.A17A09.05.118.300 |Ckymbpus IgG, F50 800
17.12.A5]A09.05.118.201 |CneneHb (cem. Tabanidae) IgE, 1204 800
17.28.A10A09.05.118.443 |CneneHb IgE (ImmunoCAP), i204 980
17.40.A13A09.05.118.018 |Cnuea IgE, F255 800




17.50.A13A09.05.118.244 |Cnuea IgG, F255 800
17.60.A19A09.05.118.352 |CmopoguHa kpacHas IgE (ImmunoCAP), f322 980
17.2.A25]A09.05.118.132 |Cobaka (nepxotb) IgE, E5 1025
17.2.A26 |A09.05.118.133  |Cobaka (anuTenuin) IgE, E2 575
17.37.A3]|A09.05.118.500 |Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e101 rCan f1 2 390
17.37.A4]|A09.05.118.501 |Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e102 rCan f2 2390
17.37.A5]A09.05.118.504 |Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e221 nCan f3 2390
17.23.A294A09.05.118.427 |Cobaka, nepxotb IgE (ImmunoCAP), €5 980
6.2.A6.10{A09.19.012 CopgepxaHve yrneBofoB B Karne (B T.4. flakto3a) 985
10.0.D7.2A12.30.012.019 |CokpalyeHHast naHenb CD4/CD8 (BkntovaeT KIMHUYECKMI aHanm3 KpoBu C

nenkounTtapHomn popmynow (5DIFF)) 2350
17.47.A64A09.05.118.095 |Conog IgE, F90 575
17.57.A64A09.05.118.319 |Conog IgG, FO0 575
7.7.A2.20|A09.05.066 ComatotponHsbit ropmoH (CTI, FopMoH pocTa) 660
7.7.D01.20A09.16.003.001 |[CooTHOLLEHME KOHLeHTpauui nencuHoreHa | n nencuHorexa Il 2 325
17.3.A25]A09.05.118.149 |CocHa 6enas (Pinus silvestris) IgE, T16 800
1.0.A1.20]A12.05.001 COD (BeHO3Has KpPOBb) 185
1.2.D5 |A12.05.001.003 |COD3 (kanunnsipHas KpoBb) 235
17.36.A7 |A09.05.118.496 |Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP), 353 rGly m4PR-10 2390
17.62.A13JA09.05.118.370 |Cos IgE (ImmunoCAP), f14 980
17.41.A74A09.05.118.037 |Cnapxa IgE, F261 700
17.51.A7§A09.05.118.262 |Cnapxa IgG, F261 700
6.3.09.11(B03.053.002 Cnepmorpamma 950
8.0.A14.4/A09.28.054.001 [Cneundmnyeckuin aHTUreH paka modesoro ny3seips (UBC) B pa3oson nopuuu

MOo4M 1680
17.71.A5]A09.05.118.424  |CTadnnoKoKKOBbIN 3HTEpOTOKCKH B IgE (ImmunoCAP), m81 980
17.10.A3]|A09.05.118.423 |CtacunnokokkoBbii aHTepoTokcnH TSST IgE (ImmunoCAP) m226 980
17.71.A6 |A09.05.118.425 |CT1admnokokkoBbIn aHTepoTokchH A IgE (ImmunoCAP), m80 980
7.9.D01 |[B03.016.023.002 [CtepounaHbii npocuns (8 nokasatenen) B crnoHe (TeCTOCTEPOH,

LerngpoannangpoctepoH, AHapocTeHaMoH, Koptraon, KoptuaoH, 3ctpaguon,

MporectepoH, 17-OH-nporectepoH), BOXKX-MC 6745
50.0.H12¢B03.016.005.002 [CtepomnaHbii npocunbs kposu (17-OMM, 21-4€30KCMKOPTU30S1, aHAPOCTEHANOH,

OIr3A, 0e30KCMKOPTUKOCTEPOH, KOPTM30J1, KOPTU30H, KOPTUKOCTEPOH,

nporecTepoH, TecTocTepoH, 11-gesokcmkoptuson, 17-OH-nperHeHonoH),

B3»XXX-MC 5910
23.2.A22 [A09.01.025.001 [Cypbma B Bonocax, cnekrpomeTtpus (Sb) 965
23.1.A22|A09.05.279.001 |Cypbma B kpoBM, cniekTpomeTpus (Sb) 965
23.3.A22 (A09.28.084.001 [Cypbma B pa3oBow nopLmm Mo4K, cnekTpomeTpus (Sb) 965
17.45.A8|A09.05.118.065 |CbiBopoTKka MonoyHas IgE, F236 800
17.55.A8 |A09.05.118.289 |CbiBOopoTka Mono4vHas IgG, F236 800
17.65.A14A09.05.118.388 |Chblip ¢ nneceHbto IgE (ImmunoCAP), f82 980
17.45.A13A09.05.118.066  |Cbip Tvna "Moynga" IgE, F82 575
17.55.A13A09.05.118.290 |Cbip Tvina "Moyna" 1gG, F82 575
17.45.A13A09.05.118.067 |Coblp THINa "Yepnep" IgE, F81 930
17.55.A13A09.05.118.291 |Cbip Tvina "Yepgep" 19G, F81 930
17.65.A19A09.05.118.389 |Cbip Yenmep IgE (ImmunoCAP), f81 980
18.2.A19]A09.05.035.010 |Takponumyc 2 595
17.12.A6 |A09.05.118.202 |TapakaH pbikui (Blatella germanica) IgE, 16 900
17.28.A4|A09.05.118.439 | TapakaH pbbkuii (npycak) IgE (ImmunoCAP), i6 980
7.2.A9.20]A09.05.078 TecTocTepoH obLwui 450
7.2.A29 |[A09.05.078.003 [TectocTtepoH obwmin B kpoBu, BOXKX-MC 1650
50.0.H57]A09.05.078.001.0( TecTtocTepoH cBOGOAHBIN (BKNOYAET onpeaerieHne TecTocTepoHa obLiero u

cBobogHoro, 'CINI" (SHBG), pacyet nHgekca cBo60AHbIX aHOPOreHoB) 1 005
7.9.A4 |A09.07.009 TecTocTepoH cBOGOAHbIN B crntoHe, BOXKX-MC 1 600
17.4.A18|A09.05.118.179 |TumodpeeBka (Phleum pratense) IgE, G6 575
17.25.A24A09.05.118.452 | TumodpbeeBka nyrosas IgE (ImmunoCAP), g6 980
17.39.A6 |A09.05.118.512 | TumodpbeeBka nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g208 rPhl p4 2390
17.39.A2]|A09.05.118.511 | TumodbeeBka nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g213 rPhl p1,

rPhl p5b 2390
17.39.A3 |A09.05.118.507 | TumodbeeBka nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g214 rPhl p7,

rPhl p12 2390
17.78.A5]A09.05.118.530 |TumodpeeBka nyrosas, anneprokomnoHeHT 1IgG4 (ImmunoCAP), g205 rPhl p1 3 600
17.78.A6 |A09.05.118.531 | TumodpbeeBka nyrosas, anneprokomnoHeHT 1gG4 (ImmunoCAP), g215 rPhl p5b 3 600
17.75.A11A09.05.118.225 |TumodpbeeBka nyrosas, anneprokomnoHeHT Phl p1, Phl p5, IgE 1495
17.75.A13A09.05.118.226 | TumodpbeeBka nyrosas, anneprokomnoHeHT Phl p7, Phl p12, IgE 1495
22.3.D4.2A27.05.041.008 |TunuposaHne HLA DQ2/DQ8 npu uenvakum 6 455
50.0.H111A26.21.055.005 |TunupoBaHwue rpnbos, pacwmpeHHbin (Candida albicans, Fungi spp, Candida

krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida

famata, Candida guilliermondii) 1300




9.0.A61.2

A09.05.106.001.0d

TunupoBaHWe napanpoTenHa B CbIBOPOTKE KPOBU (C MOMOLLbIO

UMMYHOMMKCaUUnN C NaHenbo aHTUCbIBOPOTOK IgG, IgA, IgM, kappa, lambda) 3 360
7.1.A8.20/A09.05.117 TupeornobynuH 755
7.1.A1.20{A09.05.065 TupeoTponHbin ropmoH (TTT) 400
7.1.A4.20]A09.05.064 TupokcuH obwmii (T4 obwmin) 415
7.1.A2.20({A09.05.063 TupokcuH cBoboaHbIN (T4 cBOGOAHbIN) 420
7.1.A10.2|A09.05.097 TWPOKCUH CBA3bIBatOLLAs CNocobHOCTL cbiBopoTky (T-uptake) 705
23.2.A13|A09.01.014.001 |TutaH B Bonocax, cnektpomertpus (Ti) 965
23.1.A13|A09.05.268.001 |TuTaH B KpoBwu, cnektpomeTpus (Ti) 965
23.3.A13|A09.28.073.001 |TwutaH B pasoson nopumu mouu, cnektpomeTpus (Ti) 965
17.41.A74A09.05.118.038 |Tomar IgE, F25 575
17.51.A74A09.05.118.263 |Tomar IgG, F25 575
17.61.A19A09.05.118.358 |Tomarthl IgE (ImmunoCAP), f25 980
18.2.A22|A09.05.035.009 |Tonupamart (Tonamakc, TonanencuH, Topean), '’X-MC 3375
17.3.A26 |A09.05.118.150 |Tononb (Populas spp) IgE, T14 575
17.24.A34A09.05.118.449 |Tononb IgE (ImmunoCAP), t14 980
4.8.A3.20|A09.05.008 TpaHcdeppuH 510
17.66.A14A09.05.118.391 |Tpecka IgE (ImmunoCAP), f3 980
17.46.A1§A09.05.118.077 |Tpecka IgE, F3 575
17.56.A1§A09.05.118.301 |Tpecka IgG, F3 575
17.36.A17A09.05.118.499 |Tpecka atnaHTuyeckas, anneprokomnoHeHT IgE (ImmunoCAP), f426 rGad c1 2390
4.5.A1.20/A09.05.025 Tpurnuuepuabl 220
7.11.A1 |B03.058.001.008 |TpurioatupoHuH (T3) obwumin, peepcusHbi (rT3), uigekc T3/rT3, BOXX-MC 7 845
7.1.A5.20({A09.05.060 TpuiAoATUPOHMH 06LWMIA (T3 06LLMIA) 415
7.1.A20 |[B03.058.001.007 |TpuoaTMpoHuH pesepcuBHbIn (rT3) BOXKX-MC 8 500
7.1.A3.20{A09.05.061 TpuiioaTMpoHuH ceoboaHbIn (T3 cBOGOAHIN) 420
4.3.A18.2|A09.05.243 TpunTasa 3405
3.0.A2.20[{A12.05.028 TpombuHOBOE BpeMsi 290
17.70.A1]A09.05.118.559 | TpONOMMO3WH KneLLen JOMALLHEN MbIW, anneprokoMnoHeHT IgE

(ImmunoCAP), d205 rDer p10 2390
17.36.A14A09.05.118.497 | Tponommno3nH KpeBeTok, anneprokomnoHeHT IgE (ImmunoCAP), 351 rPen a1 2390
4.3.A12.2]A09.05.193.002 |TponoHuH | ynsTpaqyyBCTBUTENBHbLIN 1100
7.3.A8.20[A12.05.110.001 [Tpodobnactuyeckun bera-1-rmmkonpotenH (TBIN) 350
17.66.A14A09.05.118.392 | TyHew IgE (ImmunoCAP), f40 980
17.46.A19A09.05.118.078 |TyHew IgE, F40 575
17.56.A194A09.05.118.302  |TyHey IgG, F40 575
17.61.A14A09.05.118.361 |TwikBa IgE (ImmunoCAP), f225 980
17.41.A79A09.05.118.039 |TeikBa IgE, F225 800
17.51.A7§A09.05.118.264 |TwikBa IgG, F225 575
18.1.A9.2]/A09.05.229.001 |YrneBoa-gedpvumnTHbin TpaHcdeppuH (CDT), kpoBb 3220
17.67.A14A09.05.118.554  |Ykpon IgE (ImmunoCAP), f277 980
22.7.A6.1|B03.045.038.001 |YHuBepcanbHbI TECT Ha YCTAHOBIEHNE poacTBa: Aeayluka/6abyLuka -

BHYK/BHYYKa, 0A85/TETA - NNEMAHHMK/MNeMsSHHMLA, poaHble/CBOAHbIE

6patbs/cecTpbl (2 y4acTHuKa, Ao 40 mapkepos [JHK nnv nonoBbix XxpoMOCOM) 19 600
22.7.A3.1(B03.045.030.002 |YcTaHoBReHne MaTepuHCTBA - AyaT (25 mapkepos), (Npegnonaraemasi MaTb,

pebeHok) 15 505
22.7.A4.1|B03.045.030.004 |YcTaHoBneHne MaTepuHCTBa - TpMO (25 MapkepoB), (Npegnonaraemast Matb,

pebeHok, Bruonornyeckuii otew) 17 985
22.7.A1.1|B03.045.030.001 |YcTaHoBneHue oTLOBCTBA - AyaT (25 Mapkepos), (NpeanonaraemMbliii oTeL,

pebeHok) 15 505
22.7.A2.1|B03.045.030.003 |YcTaHoBneHue oTLOBCTBA - TpUO (25 MapkepoB), (Npeanonaraemblin oTew,

pebeHok, Bronornyeckas Matb) 17 985
17.46.A21A09.05.118.079 |Yctpuupl IgE, F290 575
17.56.A27A09.05.118.303  |YcTpuupl IgG, F290 575
17.2.A27 |A09.05.118.134  |YTka (nepo) IgE, E86 800
10.0.D02.2A12.30.012.007.0qParorect 1900
17.30.A44B03.002.004.070 |Pagmaton (cbanaHCMpoBaHHas CMEChb MHransiLMOHHbIX annepreHoB Asi

CKPVHWHIa atonuu Ans Aeten craplue 4 net u B3poChbixX) 3215
17.30.A43B03.002.004.072 |Pagmaton aeTckuii (CbanaHcMpoBaHHasi CMECh UHIansILMOHHbLIX U MULLEBBLIX

annepreHoB Arsi CKPYHUHIA atonuu Anga aeten o 4 ner) 2 680
10.0.A7.2JA12.06.073 dakTop Hekposa onyxonu (PHO-anbda) 1510
17.62.A13A09.05.118.372  |daconb 6enas (benble 606bl1) IgE (ImmunoCAP), f15 980
17.42.A44A09.05.118.044 |Paconb Genas IgE, F15 575
17.52.A494A09.05.118.269 |Paconb 6enas IgG, F15 575
17.42.A5(A09.05.118.045 |Paconb 3eneHas IgE, F315 800
17.52.A5(A09.05.118.270 |Paconb 3eneHas 1gG, F315 800
17.42.A51A09.05.118.046  |Paconb kpacHas IgE, F287 575
17.52.A51A09.05.118.271 |®Paconb kpacHas IgG, F287 575
50.0.H41]A26.20.032.004 [PEMODIJTOP Ckpun-12 (OHK) 2 355
50.0.H43{A26.20.032.005 |Pemodpnop-16 (OHK) 2585




50.0.H42{A26.20.032.003 |Pemodcbnop-8 (OHK) 1510
18.2.A2.2|A09.05.035.005 |®PeHobapbutan, NX-MC 3375
2.0.D2.20A12.05.007.006 |deHOTMNMpPOBAHUE IPUTPOLMTOB MO aHTUreHam cuctemsl Rh (C, E, ¢, ) n Kell

(K) 990
4.8.A4.20|A09.05.076 PeppuTuH 530
3.0.A1.20|A09.05.050 dubpuHoreH 280
17.4.A30]A09.05.118.180 |Pukyc IgE, K81 575
17.47.A13A09.05.118.023  |®PuHukm IgE, F289 700
17.57.A13A09.05.118.248  |PuHukm IgG, F289 700
18.2.A3.2A09.05.035.006 |PuHnencuH (kapbamasenuH, Terpeton), BOXX-MC 3375
17.63.A1]A09.05.118.377 |Pucrtawka IgE (ImmunoCAP), f203 980
17.43.A63A09.05.118.052 |PucTtawkm IgE, F203 575
17.53.A63A09.05.118.277 |®ucTtawkm IgG, F203 575
13.44.D1]A26.20.032.006 |PropockpuH - GakTepuanbHbI BarMHO3 1415
13.44.D2]A26.20.032.008 |PnopockpuH - KoMnneKkcHoe uccnegosaHue (Bknovaetr NCMT) 1995
13.44.D3]A26.20.032.007 |$PJIOPOLIEHO3 1645
7.2.A1.20{A09.05.132 donnukynocTumynupytoLwmii ropmoH (®CrI) 435
17.66.A194A09.05.118.398 |Popens IgE (ImmunoCAP), f204 980
17.46.A2(A09.05.118.080 |Popens IgE, F204 700
17.56.A2(A09.05.118.304 |Popens IgG, F204 700
17.73.A1]A09.05.118.466 |Popmanbaerng (popmanuH) IgE (ImmunoCAP), k80 980
17.13.A13JA09.05.118.213  |Popmanbaerva IgE, K80 900
17.86.A2]A09.05.118.560 |Pocconunaza A2 nyenbl MESOHOCHON, anneprokoMmnoHeHT IgE (ImmunoCAP),

i208 rApi m1 2700
4.7.A6.20|A09.05.033 docop HeopraHnyeckui 210
5.0.D18.4A09.28.026 dochop HeEOPraHNYECKNA CYyTOYHOM MOYM 220
8.0.A12.2|A09.05.247 ®parmeHT umtokepatuHa 19 (Cyfra 21-1) 1275
6.3.A34.1|A27.21.001 ®dparmenTauma OHK cnepmarosongos 5340
4.4.A2.20|A09.05.102 ®pykTO3aMUH 420
17.63.A13JA09.05.118.374  |®PyHayk IgE (ImmunoCAP), f17 980
17.43.A63A09.05.118.053 |PyHayk IgE, F17 575
17.53.A63A09.05.118.278  |®PyHayk IgG, F17 575
17.14.A1]A09.05.118.515 | Xnonok IgE, O1 800
17.74.A14A09.05.118.469 | XnoprekcuguH IgE (ImmunoCAP), c8 980
22.6.A7 [A12.05.013.001 [XMA - cTaHOapTHbIN (BEHO3HAsi KPOBb, BOPCHHbI XOPUOHA; pa3peLleHne ot

200000 nap HykneoTnaos) 24 500
22.6.A9 [A12.05.013.003 |[XMA onyxonesow TkaHn, OHKOCKaH (onyxorneBasi TKaHb; paspeLueHme oT

300000 nap HykneoTnaos) 91 200
22.6.A10[A12.05.013.067 [XMA npeHaTanbHbI (aMHUOTUYECKAS XNAKOCTL/BOPCUHbI

XOpWOoHa/nynoBrHHas kpoBb ¢ S TA; BbiBNEeHNEe XPOMOCOMHOW NaTonorum:

aHeynnonauu, geneuun, oynnukauum) 24 500
22.6.A13|A12.05.013.002 [XMA 3K30HHOrO YPOBHSI (BEHO3Has KPOBb) 50 800
4.5.A3.20/A09.05.004 XonecTepuH nunonpoTenaos Bbicokon nnotHocTu (JIMNBIM, HDL) 250
4.5.A4.20|A09.05.028 XonecTtepuH nunonpotenaos HU3kon nnotHocTw (JIMHIMT, LDL) 220
4.5.02.20/A09.05.028.001 |XonecTepuH nMnonpoTemaoB o4eHb Hu3kon nnotHocTy (JINTOHM), (BkntovaeT

onpegerneHve TpUrnuuepnaos) 490
4.5.D4 |[B03.016.005.004 |XonectepuH He-JTNBIM (non-HDL, BkntoyaeT onpeaeneHune obuiero

xonectepuHa u JIMNBIT) 445
4.5.A2.20|A09.05.026 XonecTtepuH obLwui 210
4.1.A8.20|A09.05.174 XonuHacTepasa 240
17.2.A28 |A09.05.118.135 | Xomsk (anutenun) IgE, E84 575
17.23.A6 |A09.05.118.442 | Xowmsik, anutenuii IgE (ImmunoCAP), e84 980
23.2.A14|A09.01.015.001 [Xpom B Bonocax, cnektpomeTpus (Cr) 965
23.1.A14 |A09.05.269.001 [Xpom B kpoBu, cnektpomeTpus (Cr) 965
23.3.A14 |A09.28.074.001 [Xpom B pa3oBow nopumm mouu, cnekrpometpus (Cr) 965
8.0.A19.2|A09.05.227 XpomorpaHuH A CgA 6125
17.40.A13A09.05.118.019 | Xypma IgE, F301 575
17.50.A13A09.05.118.245 | Xypma IgG, F301 575
17.61.A14A09.05.118.369 |LiBeTHas kanycta IgE (ImmunoCAP), 291 980
4.3.A7.20|A09.05.077 Liepynonna3muH 775
17.13.A11A09.05.118.214  |Lledbypokcum IgE, C308 1000
11.20.A14A09.05.074.004 |UWK, cogepxalime aHTUreHbl ONMCTOPXOB 720
18.2.A12|A09.05.035.004 |LinknocnopuH 2 595
4.7.A7.20|A09.05.274 Linnk 490
23.2.A7 |A09.01.020.001 [LmHk B BOnocax, cnektpoMeTtpusi (Zn) 965
23.1.A7 [A09.05.274.001 |LinHk B KpOBM, cnekTpomeTpus (Zn) 965
23.3.A7 |A09.28.079.001 |[LunHk B pa3oBorn nopuumn Mo4n, cnekTpomeTpums (Zn) 965
17.13.A13A09.05.118.215  |UunpodpnokcaunH IgE, C108 1000
10.0.A73.]A09.05.074 LinpkynupytoLime MMMyHHbIE KOMMMEKCbI 1095




4.3.A17.2JA09.05.230 Lncrtatnn C 870
22.6.A2.2|B03.019.001.001 [LinToreHeTnyeckoe nccnenoBaHmne KneTok KOCTHOroO Mo3ara (kapmoTumn) 14 200
22.6.A4.2|/A12.05.013.070 [LimToreHeTnyeckoe uccrnenoBaHue KneTok KOCTHOro Mmosra metogom FISH (1

30HA4) 18 400
22.6.A14|B03.019.001.005 |[LiMToreHeTnyeckoe nccnenoBaHue KNeTok KOCTHOro Mosra Mmetogom FISH (2

30HAa) 36 800
22.6.A15(B03.019.001.006 [LiMToreHeTnyeckoe uccnenoBaHue KNeTok KOCTHoro Mosra metogom FISH (3

30HAa) 55100
15.0.D4.1]A08.20.004 LinTonornyeckoe nccrnegoBaHne acnupara M3 nosiocTn MaTkm 505
15.1.D28|A08.30.031.003 |LuTonornyeckoe nccnegoBaHue acunMTUYECKON XNOKOCTN 505
15.0.D012]JA08.17.002.002 |LiuTonornyeckoe nccnegoBaHne marepuana, nony4eHHOro nNpy XMpypruieckmx

BMeLlLaTenbcTBax 595
15.0.D5.1]A08.09.011 LinTonornyeckoe nccrnegoBaHme MOKpOTbI 595
15.0.D23]A08.01.002 LinTonornyeckoe nccnegoBaHne HOBOOBpPa3oBaHUIA KOXMN 545
15.0.D24)A08.28.012.001  |LiuTonornyeckoe nccnegoBaHme ocagka Moym 570
15.0.D1.3A08.20.012 LinTonornyeckoe nccrnegoBaHne oTAeNseMoro Bnaranuviia 545
15.0.D09.7]/A08.20.015.002  |LiuTonornyeckoe uccnegoBaHme OTAENSEMOro MONOYHOM Xenesbl 665
15.0.D7.6A08.30.031.002 |LmTonornyeckoe nccnegosaHve nepukapananbHOn XnakocTu 505
15.0.D6.6A08.09.010 LinTonornyeckoe nccrnenoBaHne nneBpanbHOM XXMOKOCTH 530
15.0.D10JA08.30.003.001  |LUmTonornyeckoe uccnegoBaHme NyHKTaTOB APYrMX OPraHoB U TKaHEN 595
15.0.D8.7]/A08.20.015.003 |LiuTonornyeckoe nccrnegoBaHme nyHKTaToOB MOSIOYHON Xernesbl 595
15.0.D9.7]A08.22.004 LinTonornyeckoe nccrnegoBaHne NyHKTaToB LLMTOBUOHON XKenesbl 595
15.0.D15]JA08.20.017.003 |LinTonornyeckoe nccnegoBaHne CMeLLAHHOTO cOckoba C LIeNKN MaTku U 13

LilepBUKanbHOro kaHana 705
15.0.D03.3A08.20.017.001  |LimuTonornyeckoe nccrnegosaHme cockoba u3 LiepBrKanbHOro kaHana 590
15.0.D02.3A08.20.017 LinTonornyeckoe nccnegoBaHne cockoba ¢ LWenkn mMatku 590
15.0.D13]JA08.30.028.001  |LiuTonornyeckoe uccnegosaHme cockoboB 1 0TnevaTkoB 570
15.0.D11.JA08.17.002.001  |LmTonornyeckoe nccrnegoBaHue aHLOCKONMYECKOro matepumana 595
15.0.D019]JA08.16.007.001 |LinTonornyeckoe nccnegoBaHne sHAOCKONMYECKOrO Mateprana Ha

Helicobacter pylori 595
17.67.A194A09.05.118.404 |Yait IgE (ImmunoCAP), f222 980
17.67.A194A09.05.118.410 |YecHok IgE (ImmunoCAP), f47 980
17.47.A83A09.05.118.097 |YecHok IgE, F47 575
17.51.A8JA09.05.118.320  |YecHok IgG, F47 575
17.42.A44A09.05.118.047 |Yeuesuua IgE, F235 575
17.52.A44A09.05.118.272  |YeueBwuua IgG, F235 575
10.5.A7 |A09.05.035.023 |YyBCTBUTENBHOCTbL K ANMOKMHY-anbda 600
10.0.A14]A09.05.035.024 |YyBCTBMTENBHOCTb K AMUKCUHY 600
10.5.A8 |A09.05.035.011 |YyBcTBUTENBHOCTL K ApBraony 600
10.0.A19.]A09.05.035.013 |YyBcTBUTENBHOCTL K [AnaButy 600
10.0.A20.|A09.05.035.014  |YyBcTBUTENBHOCTL K [ENOHY 600
10.6.A12]|A09.05.035.015 |YyBCTBMTENBHOCTb K VI30NPUHO3UHY 600
10.0.A21.JA09.05.035.029 |YyBCcTBMTENBLHOCTL K MIMMYHany 600
10.0.A22|A09.05.035.017 |YyBCTBMTENBHOCTL K MIMMYyHOMaKCy 600
10.0.A28.|A09.05.035.016  |YyBcTBMTENBHOCTL K MIMMYHOaHy 600
10.0.A23.]/A09.05.035.018 |YyBcTBUTENBHOCTL K IMYHOPUMKCY 600
10.0.A15.JA09.05.035.025 |YyBcTBUTENBLHOCTL K Karoueny 600
10.0.A24|A09.05.035.019 |YyBcTBUTENBHOCTL K JlMKONuay 600
10.0.A16.JA09.05.035.026 |YyBcTBMTENBHOCTL K HEOBMPY 600
10.6.A11 |A09.05.035.012 |YyBcTBUTENBHOCTL K [aHaBmpy 600
10.0.A25]A09.05.035.030 |YyBcTBMTENBHOCTL K MONMOKCUAOHMIO 600
10.0.A17]A09.05.035.027 |YyBCTBMTENBHOCTL K PUOOCTUHY 600
10.0.A26.|A09.05.035.020 |YyBCTBMTENBHOCTb K TAKTUBUHY 600
10.0.A27.|A09.05.035.021 |YyBCTBMTENBHOCTL K TUMOrEeHy 600
10.0.A18]A09.05.035.022 |YyBcTBUTENBHOCTL K LinknodepoHy 600
10.5.A6 |A09.05.035.028 |YyscTBMTENBHOCTL K LinToBMNpY-3 600
17.14.A3|A09.05.118.517 |LWenk IgE, K74 575
17.14.A2]|A09.05.118.516 |LlLepcTb IgE, K20 700
17.12.A7|A09.05.118.203 |LLepweHb (oca naTHucTtas) (D. maculata) IgE, 12 800
17.47.A59A09.05.118.096 |LLokonapg IgE, F105 575
17.57.A59A09.05.118.321 |LlLokonap IgG, F105 575
17.61.A14A09.05.118.368 |LLUnuHat IgE (ImmunoCAP), f214 980
17.41.A83A09.05.118.040 |lnuHart IgE, F214 575
17.51.A83A09.05.118.265 |LUnuHart IgG, F214 575
4.1.A3.20|A09.05.046 LLlenoyHas doccartasa 210
18.2.A21|A09.05.035.031 |3Beponumyc, BOXX-MC 2 595
17.3.A29|A09.05.118.151  |OBkamunT (Eucaliptus globulus) IgE, T18 575
1.1.D1 |A12.05.012.002.0q3nekTpochope3 remornobunHa Ans AMarHoCTukM remornobuHonaTuni 3 695




9.0.D6.20

A12.06.010.013

ONU-APC-XIY-TecT-6 (aHTUTENa K XI'Y, Beta-2-rnukonpotenHy 1, Fc-Ig,

ds-OHK, konnareHy, cymmapHbie k chocconunuaam) 3615
9.0.D5.20A12.06.010.001.04 3NN-B-TecT-6 (aHTuTena k ds-AHK, 6eTta-2-rnmkonpotenHy 1, Fc-Ig,

KonnareHy, nHTepgepoHy anbga, UHTepdepoHy ramma) 3230
9.0.D7.20A12.06.010.004  |3JIN-Bucuepo-TecT-24 (aHTUTENA K 24 aHTUreHaM OCHOBHbIX OPraHoB 1

CUCTEM YeroBeka) 6 900
9.9.A1 |[A12.06.010.005 |[3JIN-OUNA-TecT-8 (cocTOsSHME NOAXENYOOYHOM Xenesbl) 3800
9.9.D2 [A12.06.010.020 |[3JIN-XKKT-Tect-12 (aHTuTEna k ds-AHK, Fc-lg, GaM, GaS-03, ScM, ItM-07,

HeS-08, HMMP, TyOynuHy, akTuHy, MHCYMNWHY, KomnmareHy) 4 935
9.9.A2 |[A12.06.010.006 [3NWN-H-TecT-12 (COCTOSAHNE HEPBHOW CUCTEMbI) 4 685
9.0.D8.20A12.06.010.003  |3JIN-M-Komnnekc-12 (aHTutena k XM, ds-AHK, 6eTta-2-rmukonpoTteunHy 1,

konnareHy, Fc-lg, nHcynuHy, Tupeornobynuny, S100, Spr-06, TrM-03, ANCA,

KiM-05) 4685
17.10.A2|A09.05.118.194  |OHTepoTokcuH B (Staphylococcus aureus) IgE, O73 980
17.10.A1]A09.05.118.193  |OHTepoTokeuH A (Staphylococcus aureus) IgE, O72 800
13.32.D5|B03.016.010.002 |3OHTepodiop (nccnegoBaHne coctaBa MUKPOOUOTbI TOSICTOMO KULLIEYHUKA Y

geten o 14 net metogom [lLP) 5330
4.3.A8.20|]A09.05.234 D03NHOMUIBHBI KaTUOHHBIM Genok (ECP) 1125
6.2.A16 [A26.05.016.004 |[3o3mMHOUNbHLIN HenpoTokcuH (EDN) B kane 2700
7.4.A9 |[A09.28.048.001 [OnuaHgpocTepoH B cyTouHOM mode, X-MC 1500
7.7.A3.20[A09.05.082 OpUTPONoaTnH 1635
7.2.A4.20{A09.05.154 Octpagwon (E2) 435
7.9.A70 |A09.07.011 OcTpaanon cBoboaHbIV B critoHe, BOXKX-MC 1 600
7.3.A2.20]A09.05.157 OcTtpuon ceBoboaHbIN 490
7.2.A21 [A09.05.154.001 |[DcTporeHbl B KpOBU (3CTPAAMNON, 3CTPOH 1 acTpmon), BOXX-MC 2 305
7.2.A19 [A09.28.023.001 [3cTporeHbl 1 nx metabonutel (10 nokasartenewn) B CyTOHMHOM MOYe,

X/BOXXX-MC 8930
17.60.A14A09.05.118.339  |A6noko IgE (ImmunoCAP), f49 980
17.40.A13A09.05.118.020 |A6noko IgE, F49 575
17.50.A13A09.05.118.246  |A6noko IgG, F49 575
17.36.A23A09.05.118.523  |Abnoko, anneprokomnoHeHT IgE (ImmunoCAP), f435 rMal d3 2390
17.40.A13A09.05.118.021  |Arogpl (4epHuka, ronybuka, 6pycHuka) IgE, F288 800
17.50.A13A09.05.118.247 |Aroabl (4epHuka, ronybuka, 6pycHuka) IgG, F288 800
17.12.A11A09.05.118.205 |Ag ocuHbin (pog Polistes) IgE, 14 800
17.12.A10A09.05.118.204 |Ag ocuHbii (poa Vespula) IgE, 13 950
17.28.A5]A09.05.118.434  |Aa ocbl 0bbikHOBEHHOW IgE (ImmunoCAP), i3 980
17.86.A1|A09.05.118.561 |4 ocbl 0ObIKHOBEHHOW, anneprokoMnoHeHT IgE (ImmunoCAP), i209 rVes v5 2700
17.28.A6 |A09.05.118.433  |Ag ocbl natHuctom IgE (ImmunoCAP), i2 1200
17.12.A13A09.05.118.206  |Aa nuyensl (Apis mellifera) IgE, 11 575
17.28.A7|A09.05.118.432  |Ag nyenbl megoHocHon IgE (ImmunoCAP), i1 980
17.28.A8|A09.05.118.436 |An wepwHs IgE (ImmunoCAP), i75 980
17.68.A13JA09.05.118.412  |AnyHbIi 6enok IgE (ImmunoCAP), f1 980
17.68.A14A09.05.118.413  |AnyHbin xenTtok IgE (ImmunoCAP), f75 980
17.68.A14A09.05.118.414  |Anuo IgE (ImmunoCAP), f245 980
17.48.A1]|A09.05.118.098 |Anuo kypuHoe IgE, F245 575
17.58.A1]A09.05.118.322  |Aiuo kypuHoe IgG, F245 575
17.3.A30|A09.05.118.152  |AceHb amepukaHckui (Fraxinus americana) IgE, T15 575
17.69.A194A09.05.118.420 |AumeHb, sumeHHasa myka IgE (ImmunoCAP), f6 980
24/67 Jlabopamopusi bapuoH

Jlabopamopusi 'Y3 «Capamoeckasi 20podckasi KnuHu4yeckasi 6onbHuya Ne 2 um. B.Y.
24/69 Pa3symoeckozo»
24/7 OHuUMm
131.0 Second Opinion - KOHCYNbETaUuUs rotoBoro crnyyas (4o 12 ctékon) 10 850
90954 BuonculiHb!l,MyHKYUOHHbIU Mamepuas,coCKobb!
BP A08.30.046.013.0(McTonornyeckoe nccnegoBaHne G1oncuinHoOro, MyHKLMOHHOrO Matepuana u

cockoboB 3 050
PZ A08.21.001 lmcTonornyeckoe nccrneqoBaHne NyHKUMOHHOM Buoncum npeacratensHomn

xenesbl (o 14 KycO4KOB) 19 050
K305 A08.20.002.001 [MucTonornyeckoe uccnegoBaHme cockoba LepBuKanbHOro kaHana+

MMCTONOrMYecKkoe uccrenoBaHne cockoba SHAOMETPUS LLENKM

MaTKU/rMCToNorM4yeckoe NccrenoBaHnst OMONCcUmM LENKM MaTku 6 850
TK A08.05.002 McTonormyeckoe nccrnegoBaHne TkaHu KOCTHOMoO Mo3ra 11 200
DK A08.03.002.003 |dexanbLmHaLUs KOCTHON/XPSLLEBOWN TKAHW MPY MMCTONOMMYECKOM

nccneaoBaHMmM KOCTHOWM TKaHU 2 250
133.1 [ononHuTenbHOEe N3roToBreHne MUKponpenapaToB 800
90959 XudrkocmHas yumonozaus
915 Onpegenenne TpaHcnokauun reHa SS18 (SYT) npy cnHoBManbHOWM capkome

( Ha TpaHcnokauuio yyactka 18q11.2) 10 900
906 OnpepgeneHve MykpocaTennuTHoW HectabunbHocTu (MSI) 2450




901.1

Onpegenenne mytaumn 15 ak3oHa BRAF, 2, 3, 4 ak3oHoB NRAS n 11,13,17

ak30HoB c-KIT npu menaHome 5150
903 Onpegenenve mytaunii 15 ak3oHa BRAF, 2,3,4 ak3oHoB NRAS n 11,13,17

ak3oHax c-KIT npu menaHome 2450
901 Onpepenenne mytaumn 15 ak3oHa reHa BRAF un 11,13,17 ak3oHax reHa c-KIT

npu menaHome 3150
903.1. Onpepenenne mytaumn B reHax c-KIT n PDGFR npwu racTpomHTecTMHansHom

ctpomanbHou onyxonu XKKT (GIST) 2450
905 Onpepnenenne mytaumn B reHax c-KIT n PDGFR npwu racTpomHTecTMHansHomn

cTpomanbHou onyxonu XKKT (GIST) 2450
907 OnpepneneHne nepectpoek RET 2 450
90953 HNmmyHo2ucmoxumuyeckue uccned0o8aHust
111.1 lmcTonornyeckoe nccneqosaHne numdoysna Ans ynsrpactaampoBaHns npu

MenaHome 10 2X CM 19 600
111.2 lmcTtonornyeckoe nccrnenoBaHne numdoysna Ans ynsrpactaampoBaHnus npu

MeriaHOME CBbILLE 2X CM 32 200
90953.11 lmcTonornyeckoe nccnegoBaHve numdoyana Ans ynsrpactagmpoBaHns npu

OHKOJ10rM4YecKon naTonornm 22 400
145.2 OuarHocTtuka metogom nmmyHoructoxummm (UMX) 11-15 aHtuten

BKITIOYNTENBHO 60 650
130 OwarHocTtuka metogom nmmyHoructoxummm (UMX) 5-10 aHtuten

BKITIOYUTENBHO 34 850
129 [OuarHocTtuka metogom nmmyHormuctoxummm (UMX) go 4 aHtuten

BKITIOYUTENBHO 16 650
217 [OuarHocTuka metogom nmmyHormctoxumum (UIKX) npy pake monovHom

xenesbl - 4 peakumn (ER, PR, Ki-67, HER2) 19 400
90953.15 WX naHenb npu menaHome 27 150
90953.15 WX naHenb npu pake npegcratenibHON xenesbl 16 550
128.12 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakums ALK) 12 550
128.2 MmmyHormnctoxnmmnyeckoe uccnegosanuve (1 UMX peakums HER2) 6 500
128.1 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakumsa PD-L1 knoH 28-8) 11 100
128.11 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakums PD-L1, knoH Daco

22C3) 28 200
128.13 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakumsa PD-L1, knoH

SP142, Ventana) 21 050
128.10 MmmyHoructoxummnyeckoe uccnegosanune (1 UMX peakumsa PD-L1, knoH

SP263, Ventana) 20 300
128.27 MmmyHormnctoxnmmnueckoe uccnegosanmve (1 UMX peakums ROS1) 13 050
128.3 MmmyHornctoxnmnyeckoe uccnegosanme (1 UMX peakums no

npegBapuTENbHOMY COrMacoBaHUI0 C MEHEOKEPOM) 6 050
132.2 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakums, CD117/C-Kit 6 850
132 MmmyHormnctoxnmmnyeckoe uccnegosanme (1 UMX peakums, Kie7) 6 550
128.14 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakums, pan-TRK) 19 000
1321 MmmyHornctoxnmmnueckoe uccnegosanve (1 UMX peakums, PTEN) 15400
132.3 MmmyHoructoxummnyeckoe uccnegosanue (1 UMX peakums, CD5) 6 350
90953.14 MIMMyHOrmcToxummnyeckoe uccnegoBaHne peuenTuBHOCTY 3HOOMETPUS (OKHO

umnnadTauun, ER, PgR, CD56, CD138, LIF, nogcyeT kon-Ba NMHONOAMWN) 24 100
90953.15 MIMMyHOrmctToxmMmmnyeckoe nccnegoBaHme XpoOHNMYeCcKoro aHgomeTputa (andd.

JmnarHocTuka xpoHudeckoro aHgometputa, CD16, CD20, CD138, CD56,

HLA-DR) 23 650
128.26 MIMmyHormctToxnmmnyeckoe uccnegoBaHme: peLentopbl comatoctatuHa 2A n 5

TmnoB (SSTR 2A, 5), 2 UI'X peakunn 33 350
129.2 MccnepoBaHne MukpocatennuTHon HectabunbHocTn (MSI) metogom UIMX

(MSH2, MSH6, PMS2, MLH1) 19 600
100.1 KomnnekcHoe ructonornyeckoe n ummyHornctoxummdeckoe (UMx)

nccnegoBaHve nNpu nogo3peHnn Ha xpoHmdeckun angomeTtput (H&E+CD138) 7 850
FT.UMX CpoyHOE MMMYHOTMCTOXMMUYECKOE nccrneaoBaHne 49 000
FT.BP Cpo4Hoe nccnegoBaHne BMONCUIAHOMO MaTepuarna creayowmx fnokannsaumn:

YPOMOrus, rornosa 1 LWes, XKT, MONOYHbIE Xenesbl 35000
FT.UN Cpo4Hoe vccneqoBaHne onepauyoHHOro Matepuana crnegyroLmx

rioKanu3aLuii: ypororusi, ronosa u Wesl, KT, MOSIOYHble enesbl(y3rnoBble

obpazoBaHus 6e3 XKMPOBOKM TKaHW) 42 000
90960 KoxHble u nodkoxHble Hoeoobpa3oeaHus
SK1 A08.01.001 mcTonornyeckoe nccnegoBaHne GUOMCUMIAHOIO M ONepaLMOHHOIo MaTepuana

KOXHbIX U MOAKOXHbIX HOBOOOpa3oBaHui (4o 1 cm) 3050
SK2 A08.01.001 mcTonornyeckoe nccnegoBaHne GUOMCUMIAHOIO K ONepaLMOHHOIo MaTepuana

KOXHbIX M MOAKOXHbIX HOBOOOpa3oBaHui (0T 1ro 4o 3x cM) 4 900
SK3 A08.01.001 lmcTonornyeckoe nccnegoBaHne GUOMCUMIAHOIO K ONepaLMOHHOIo MaTepuana

KOXHbIX M MOAKOXHbIX HOBOOOpa3oBaHuii (0T 3x 4o 6TK cm) 7 700
SK4 A08.01.001 mcTonornyeckoe nccnegoBaHne GUOMCUMIAHOIO K ONepaLMOHHOIo MaTepuana

KOXHbIX M MOAKOXHbBIX HOBOOOPa30BaHWM (CBbILLE 7MW CM) 13 600




137.2

KoHcynbTaTvBHBI NEPECMOTP FOTOBbIX MMCTONOMMYECKUX NpenapaToB nepes
npoBeAeHNEM MOSEKYNSAPHO-reHeTU4ecKoro uccrnegosaHus (bonee 3-x
6nokos) (MpoBognTCcAa AN onpegeneHnsa NpMrogHoOCTU Matepuana nepesa
nocrneyoLWwmMM MOnekynspHO-reHETUYECKMM UCCriefoBaHMeM: BbiGopa

napadmHoBoro 6roka, OLeHKN KonM4ecTBa 1 Ka4ecTBa matepuana) 10 650
1371 KoHcynbTaTuBHbLIV NEPECMOTP rOTOBbIX FIMCTOMNOrMYECcKUX npenapaToB nepesa

npoBeeHNeM MOSEKYNSPHO-reHeTUYecKoro nccnegoBanHust (Ao 3-x 6r10koB)

(MpoBoanTCa Ans onpefeneHns NPUrogHOCT MaTtepuana nepes

nocneayloLwyM MOneKynspHO-reHeETUYECKUM UCCrefoBaHeM: Bbibopa

napadmHoBOro 6r10ka, OLLEHKN KONMYecTBa M KayecTBa Matepuana) 6 500
135.1 KoHcynbTaTVBHBIN NEepecMoTp roTOBbIX MMCTONOMMYECKMX NpenapaTos ¢

npefocTaBneHneM 3aKnioYeHNs Ha MUHOCTPaAHHOM A3blke 3150
131.3 KoHcynbTauus koHKpeTHOro cneumanucta no TpeboBaHuio 3akasunka (no

COrnacoBaHuIo C UCMonHuTeneMm, 3akasbiBaetcs ¢ ycnyron 131.0) 5450
90956 MounekynspHo-2eHemuYyeckue uccnedogaHusi
90956.64 TP53 peneuuns 12 700
6AH BbisBneHue geneunn reHa PTEN 10 350
B6Al BbisiBneHne geneunn reHa RB1 10 350
90956.67 BbisieneHne TpaHcnokaumm reHa NRG1 22 700
90956.67 WcecnepoBanue mytaumn B reHe NTRK1, NTRK2, NTRK3 metogom FISH 37 800
90956.69 KomnnekcHoe monekynsipHo-reHeTudeckoe nccnegosaHue npu GIST-onyxonsx

(c-KIT ak3oHbl 9,11,13,17, PDGFRa 3k30Hb!I 14,18) 19 650
90956.69 KomnnekcHoe MonekynspHo-reHeTuyeckoe nccrnegoBaHue npn menaHome

(BRAF V600E, NRAS kopoHbl 12, 13, 61, 117) 16 650
90956.69 KomnnekcHoe MonekynspHo-reHeTM4eckoe nccrneaoBaHue npy pake xenyaka

(HER2 amnnudumkaums, MSI) 10 850
90956.69 KomnnekcHoe mMonekynspHo-reHeTu4eckoe nccnegoBaHune npu pake MonoyHom

xenesbl (ObHapyxeHue aeneuni/gynnukauunin, amnnudukauui reHos HER2,

ESR1, EGFR, ZNF703, FGFR1, ADAM9, IKBKB, PRDM14, MYC, MTDH,

CCND1, C110RF30, CDH1, TOP2A, MAPT, PPMD1, BIRC5, CCNE1,

AURKA) 234 950
90956.69 KomnnekcHoe mMonekynspHo-reHeTu4eckoe nccnegosaHune npun pake tena

matkm (POLE ak3oHbl 9 n 13, MSI) 9 350
6AA KomnnekcHoe obcrnenoBaHue notepu reTepo3nroTHOCTU Npu pake NpocTaTthl

(renbl PTEN, RB1, TP53) 10 250
90956.69 MonekynsipHO-reHeTUYECKNA CKPUHWHT MyTauui B LLUTONOrMYECKOM U

MMCTONOrMYECKOM Matepuane npy NanunmnsipHo KapLMHOME LLUTOBUAHOWN

xenesbl (BRAF, TERT). 22700
90956.64 MonekynsipHo-reHeTu4ecKoe uccriegosaHme myTtauuii B reHe IDH1 9 050
90956.64 MonekynsipHo-reHeTu4eckoe nccrniegoBaHve mytaumi B reHe IDH2 9 050
90956.64 MonekynsipHo-reHeTu4yeckoe nccnegosaHne mytauuin B reHe PDGFRA 19 650
642.1 MonekynsipHo-reHeTu4eckoe uccrnegoBaHve mytaumi B reHe PIK3CA 10 600
90956.64 MonekynspHo-reHeTu4yeckoe nccnegosaHne mytauuii B reHe PIK3CA 11 100
6AF MonekynsipHo-reHeTu4ecKkoe nccriegoBaHne TpaHcnokaumm Ip/19q B

6uoncuHom (onepaumMoHHOM) maTepuane 10 600
6AD MonekynsipHo-reHeTu4eckoe uccrniegoBaHme TpaHcnokaumn EML4-ALK, ROS1

1 myTaumii B reHe MET npu pake nerkoro 15 250
691.1 MyTaumm B reH POLE 9k30HbI 9 1 13 11 250
90956.61 Onpenenenne TpaHcnokauun reHa SS18 (SYT) npy cnHOBManbHOWM capkome

( Ha TpaHcnokaumio yyactka 18911.2) 22700
90956.61 Onpepenenne amnnundukaumm HER2/neu npun pake Mono4Hom xenesbl 1

xenygka 22 700
90956.62 Onpepenenne amnnudukaumm MET 18 150
90956.61 Onpenenenne amnnudunkaumm TOPO2A npy pake MONMOYHON Xernesbl 22700
90956.67 Onpepenenne amnnudukaumm reHa FGFR1 22 700
90956.62 Onpegenenne amnnudurkaumm reHa MDM2 npu capkome 22700
6AB OnpegeneHne KONMNHOCTK XpoMocoMm 1p, 3, 6 1 8 npu yBeanbHOW MenaHome 10 250
90956.63 Onpepnenexne metunuposaHus reHa MGMT 10 450
6AC Onpegenexne metunuposaHust reHa MGMT, mytauun B reHax IDH1 n IDH2

Npuv rMnanbHbIX ONyXonsx 10 600
90956.61 OnpegeneHve MykpocaTennuTHow HectabunbHocTu (MSI) 9 050
643.1 Onpepnenenne mytauum c-KIT 10 600
90956.64 Onpegenenve mytauum c-KIT ( (9, 11, 13, 17 9K30HbI) 11 100
90956.60 Onpenenexne mytaummn B 14 ak3oHe reHa cMET 10 600
6A0 OnpegeneHve mytauun B reHax H3F3A, HIST1H3B n HIST1H3C 24 600
90956.61 Onpepgenenve myTaunii 15 ak3oHa BRAF, 2, 3, 4 aksoHoB NRAS n 11,13,17

3k30HOB ¢-KIT npu menaHome 23 800
612.1 Onpepenenne mytaumin 15 sk3oHa BRAF, 2,3,4 ak3oHoB NRAS n 11,13,17

ak3oHax c-KIT npu menaHome 21150
90956.61 Onpepgenenve myTauni 15 ak3oHa reHa BRAF 1 11,13,17 ak3oHax reHa c-KIT

npu MenaHome 21150




90956.60

Onpepnenenne mytaumn BRCA1 n BRCA2 Bcero konuaupyoLlero permoHa

reHa npu pake MOIOYHOM Xenesbl U AMYHUKOB 33 250
90956.60 Onpegenenne mytaumn KRAS Bo 2, 3 1 4 3k30Hax reHa nNpu KONopeKkTanbHOM

pake 12700
607.1 Onpegenenne mytaumn KRAS Bo 2, 3 1 4 3K30HaxX reHa nNpu KONopekTanbHOM

pake 12100
606.1 OnpepgeneHve mytauuii B 15 ak3oHe reHa BRAF 10 600
90956.60 Onpenenexne mytaumn B 15 ak3oHe reHa BRAF 11 100
90956.60 Onpepenenne mytauun B 18, 19, 20, 21 ak3oHax reHa EGFR 12 100
90956.60 Onpepenenne mytauun B 18, 19, 20, 21 ak3oHax reHa EGFR 12 700
602.2 Onpepgenenve mytauni B reHax BRCA1, BRCA2, PALB2 B TkaHu onyxonu 33 250
613.1 Onpegenenve mytaunii B reHax c-KIT n PDGFR npu ractpovHTecTuHansHom

cTtpomanbsHon onyxonu XKT (GIST) 19 650
90956.61 Onpepenenne mytaumin B reHax c-KIT n PDGFR npu racTpoMHTeCcTMHansHom

cTtpomanbHon onyxonu XKT (GIST) 20 650
90956.61 Onpepgenenve myTaunii Bo 2, 3 n 4 ak3oHax reHa KRAS, 2, 3, 4 ak3oHax reHa

NRAS, 15 ak3oHe reHa BRAF 17 450
90956.60 Onpepnenenne mytauuin Bo 2, 3, 4 ak3oHe reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS 16 650
610.1 Onpepnenexne mytaumin Bo 2, 3, 4 ak3oHe reHa KRAS, 2,3,4 ak30He reHa

NRAS, 15 ak3oHe reHa BRAF 16 650
608.1 OnpepeneHne mytaumn Bo 2,3,4 ak3oHax reHa NRAS 12 100
90956.60 Onpepnenenne mytauuin Bo 2,3,4 ak3oHax reHa NRAS 12 700
90956.66 Onpepnenexne mytaumn npomotopa reHa TERT 5950
667.1 OnpepgeneHve myTauuii npomoTtopa reHa TERT 16 650
90956.61 Onpepnenenne nepectpoek RET 22700
90956.62 Onpepnenenne nepectporikn ALK npu pake nerkoro 22 700
90956.62 Onpepnenenne nepectpoviku BCL12 npy numdome 22700
90956.62 Onpepnenenne nepectpolikn BCL6 npyu numdome 22 700
90956.61 Onpegnenenne nepectporiku EWSR1. npu capkome cemerictBa FOuHra /

"OnpegeneHne reHeTnyeckux HapylweHui metogom FISH Ha maTtepuane n3

napadgvHoBbIx 6rokos" 22700
90956.62 Onpepnenenne nepectporikn MYC npu numdcome 22 700
90956.62 Onpegenenne nepectporikn ROS1 npu numdome 22700
90956.60 Onpegnenenne pacnpocTpaHéHHbIX myTaumi reHoB BRCA1, BRCA2 npu pake

MOJIOYHOWN XKernesbl N SMYHUKOB (8 MyTaunin) 7 450
90956.69 Pa3BepHyTOE OHKOreHeTn4eckoe nccrnegoBaHme npu KonopekTanbHOM pake

(MSI, BRAF V600E, KRAS kogoHbl 12, 13, 61, 117, 146, NRAS kogoHb! 12, 13,

61, 117) 12 050
90956.69 Pa3BepHyTOEe OHKOreHeTUYeckoe MccrneaoBaHme paka fnerkoro (Mytaumm B

reHax EGFR ak3oHbl 18,19,20,21, KRAS kogoHbl 12, 13, BRAF V600E, HER2) 13 300
90956.63 Pak nerkux, 6asosas naHenb (EGFR,KRAS,NRAS,BRAF) 25250
90956.69 Pak nerkux, pacwmpeHHas naHens (CnNMCcok reHoB, BXOASALWMX B NaHenNb:

EGFR, KRAS, BRAF, MET, ERBB2, ALK, ROS1, RET, MET, NTRK1, NTRK2,

NTRK3) 128 500
90956.69 Pak wuTtoBuaHom xenesbl: mytaunn KRAS, NRAS, HRAS, TERT, BRAF,

TpaHcnokauns RET/PTC, tpaHcnokauusi PAX8/PPARG). 23 200
90956.63 YcTaHoBneHve NpuHaaneXxHocTn matepuana 10 250
136.1 Mopdonornyeckoe nccrnegoBaHme ¢ U3roToBNEHNEM TMCTOXMMUYECKN

OKpaLLIeHHOro MyKponpenapara. 950
90957 OnepayuoHHbIl Mamepuar
UN-1 A08.30.046.014 [[ncTonornyeckoe nccnegoBaHne onepaunoHHoro matepuana knacca UN-1 3600
UN-2 A08.30.046.014 [lncTonornyeckoe nccrnegoBaHne onepaunoHHoro marepumarna knacca UN-2 5550
UN-3 A08.30.046.014 [lncTonornyeckoe nccnegoBaHne onepaunoHHoro marepumana knacca UN-3 13 000
UN-4 A08.30.046.014 [[ncTonornyeckoe nccrnegoBaHue onepaunoHHoro marepumana knacca UN-4 22 950
UN-5 A08.30.046.014 [lncTonornyeckoe nccnegoBaHne onepaunoHHoro marepuana knacca UN-5 55 200
KD A08.30.013 KomnnekcHas gmarHoctvka onepaumnoHHoro marepuana (ructonormsa+Arx) 70 950
131.2 [MepecmoTp Kaxgoro nocnegytoLlero ctekna 800
134.6 MpenoctaBneHune 3akasunky gocTyna K oundpoBaHHOMY MUKponpenapary ¢

MOMOLLIbIO NPOrpaMMHOro obecneyeHusi ¢ NocrneayroLLen KoHcynsTaumnen

Bpaya-natomopdorora 700
9095.133 PecTtaBpauus goctaBneHHbIX roTOBbIX NpenapaToB 1300
9095.134 dotopermnctpauus (1 CHUMOK) 500
90952 BHJOockonuyeckuli Mamepuan
90952.10 BoisiBneHne Helicobacter pylori 3a cnyyan 2100
90952.10 mcTonornyeckoe nccnegoBaHne nocne mMynsTudoKanbHon duoncun xenyaka

¢ oueHkon no knaccudumkaumm OLGA/OLGIM+H.pylori 8 450
90952.10 lMcTtonornyeckoe nccnegoBaHne 3HOOCKONUMYECKOro MaTepuana (nonvn 6onee

2 cm) 4050
90952.10 mcTonornyeckoe nccrnenoBaHme 3HAOCKONMYECKOrO Matepuana npocToe (4o

3-X KyCOYKOB) NULLEBOAA, Xenyaka, KULWKY, OpoHxa, ropTaHu, Tpaxew. 3050




90952.10

[ncTonornyeckoe nccnegoBaHne aHOOCKOMUYECKOrO Marepuana cnoxHoe

(6onee 3 KycO4YKOB) NUMLLEBOAA, XKenyaka, KALLIKU, 6POHXa, ropTaHn, Tpaxewu. 4 050
90952.20 KomnnekcHoe ructonornyeckoe nccneqoBaHue matepuana nocrne

3HAgockonuu/konoHockonun (4 n 6onee KOHTeHepa, 3a OQHO BMELLATENLCTBO) 11 150
22 OHkoso2ust
22/1 KoHcynbmayuu oHkosnoza
22/1/3 3ao4Hble KOHCcybmayuu
22/1/2 MueHue epaya
22/1/1 O4Hble KOHCynbmayuu
100725 |B01.027.001.008 |MMpuem (0CMOTP, KOHCYNbTaLMS) -OHKOOra NePBUYHbIN

0.M.H./rmaBHbIl cneunanvct/pyKoBOAUTENb OTAENEHUS 3500
100726 |B01.027.002.008 |Mpuem (0CMOTP, KOHCYMbTaLMSA) ~-OHKOMOra NOBTOPHbIN

0.M.H./rmaBHbIl cneunanvcT/pyKoBOAUTENb OTAENEHUs 3500
22/2 MaHunynayuu
220301 [A16.01.004.020 |[Xupypruyeckasi obpaboTka paHbl NN MHPULMPOBAHHON TKaHW

MepBuYHas xupyprudeckas o6paboTka paHbl C HaNOXeHNEM NEPBUYHbIX LLIBOB 2900
220122 |A11.05.003 Mony4eHne ructTonormyeckoro npenapara KOCTHOro Mo3ra 3500
220121 |A11.05.002 [Mony4eHne umMTonormyeckoro npenapara KOCTHOro Mo3ra nyTemM NyHKLu 3 500
22/3 Onepayuu
22/4 Xumuomepanus
110237 |A11.12.003.007 |BHyTpvBEHHOE BBEAEHME NIEKAPCTBEHHbIX NpenapaToB

BHyTprBeHHOE (BHYTpUMbILLEYHOE) BBeAeHNe npenapata OHOaHCEHTPOH

2mr/mn-4 mn 600
02 OnepamueHas 2uHeKkonoaus
02/1 Bonbwue 2uHekonozau4eckue onepayuu
020243 |[A16.30.079.6 [unarHocTuyeckasi nanapockonusi

K.M.H./OouUeHT/BegyLmnin cneumanmcT 50 000
020174 |A16.30.036.3 McceyeHne o4aroB aHOOMETpMO3a

1 kaTeropus CroXxHocTn 55 000
020175 |A16.30.036.4 McceyeHme od4aroB aHOOMETpMO3a

2 KaTeropusi CrioXXHOCTH 65 000
020176 |A16.30.036.5 McceyeHne o4aroB aHOOMETpMO3a

3 KaTeropusi CrioXXHOCTH 75 000
020232 |[A16.30.036.001.5 [McceweHme o4yaroB aHOOMETPMO3a C UCMONb30BaHNEM BUOEOIHOOCKOMUYECKNX

TEXHOMOrmn

1 KaTeropun CnoXHocCTH, K.M.H./goueHT/BeayLmn cneumannct 75 000
020233 |[A16.30.036.001.6 [McceueHme o4aroB aHOOMETPMO3A C UCTONb30BAHNEM BUAEOIHAOCKOMUYECKNX

TEXHOormn

2 KaTeropum CnoxHoOCTH, K.M.H./goLeHT/BeayLumMin cneumnanuct 85 000
020234 |[A16.30.036.001.7 [cceueHme o4yaroB aHOOMETPMO3a C UCMONb30BaHNEM BUOEOIHOOCKOMUYECKNX

TEXHOMOrmn

3 KaTeropmm CnoXHOCTH, K.M.H./OoUeHT/BegyLwmi cneumnanuct 95 000
020275 |[A16.20.042.001.2 [CnuHroBble onepauuy Npu HegepxaHum Movm

KornbnocycneHauns no beépyy, K.M.H./goueHT/BegyLimMn cneumanucT 75 000
020293 [A16.20.098.1 MnacTtrka manbix NoMnoBbIX ry6

1 kaTeropus CroXHOCTW, K.M.H./AOLEeHT/BeayLumi cneunanmct 20 000
020295 |[A16.20.098.3 MnacTrka manbix NoMnoBbIX ry6

3 KaTeropuvsi CrioXXHOCTH, K.M.H./goueHT/BegyLwmin cneumanuct 40 000
020294 |[A16.20.098.2 MnacTrka manbix NomnoBbIX ry6

2 KaTeropuvsi CrioXXHOCTM, K.M.H./goueHT/BegyLmin cneumanuct 30 000
02/2/1 Jlanapockonu4yeckue onepayuu
020302 |[A16.20.017.001.0(4YnaneHune napaoBapuarsnbHON KACTbI C UCMONb30BaHNEM

BWE03HI0CKOMNYECKNX TEXHONOT NI 45 000
020181 |A16.30.079 JTanapockonus anarHocTuyeckas 40 000
020227 |[A16.20.039 MeTponnacTuka nanaporommyeckas

MeTponnacTtuka BnaranviHbIM 4OCTYNOM 100 000
020163 |[A16.20.039.001 [MeTponnacTuka ¢ UCMOfb30BaHNEM BMAEOIHAOCKOMMYECKMX TEXHOMOMNIA 36 500
020245 |[A16.20.039.001.1 [MeTponnacTuka ¢ UCMofb30BaHMEM BMAEOIHAOCKOMMYECKNX TEXHOMOMNIA

K.M.H./qoueHT/BegyLmin cneumanmct 135 300
020160 [A16.20.035.001.1 [MnomakTomus (SHykneauns MMOMaTO3HbIX Y3/10B) C MCNOMNb30BaHWEM BUAEOD

HOOCKOMUYECKUX TEXHOMOTUIA

1 kaTeropus CroXxHoCTn 45 000
020259 [A16.20.035.001.4 [MuomakToMus (3HyKneaums MMOMaTO3HbIX y3r0B) C

MCMNOMNb30BaHMEM BUOEOIHAOCKONMYECKUX TEXHOMOTUNIA

1 KaTeropusi CroXXHOCTU, K.M.H./OOLEeHT/BegyLumii cneunanmct 80 000
020161 |[A16.20.035.001.2 [MnomakTomus (SHykneauns MMOMaTO3HbIX Y3/10B) C NCNOMNb30BaHWEM BUAEOD

HOOCKOMUYECKUX TEXHOMOTUI

2 KaTeropuvsi CrioXXHOCTH 55 000
020260 [A16.20.035.001.5 [MruomakToMus (3HyKneaums MMOMaTO3HbIX y30B) C

MCMNOMNb30BaHMEM BUOEOIHAOCKONUYECKUX TEXHOMOTUNIA

2 kaTeropus CrOXHOCTH, K.M.H./AOUEeHT/BegyLLmin cneumanmcT 90 000




020162

A16.20.035.001.3

MM1OM3KTOMUS (3HYKMeaLumsi MMOMAaTO3HbIX Y3I10B) C UCMOMb30BaHWEM BUOE0
HIOCKOMUYECKMX TEXHOMOMMN
3 KaTeropusi CrioXXHOCTH

65 000

020261

A16.20.035.001.6

MuromakToMuKA (SHYKMeaLns MMOMAaTO3HbIX Y3r0B) C
MCNonb30BaHNEM BUOEO3HAOCKOMMYECKNX TEXHOMOMUIA
3 KaTeropuvsi CrioXXHOCTH, K.M.H./goueHT/BegyLmin cneumanuct

100 000

020244

A16.20.093.1

MnacTtrnka MmaTo4HoN Tpyobl
K.M.H./goueHT/BegyLimmn cneumanuct

70 000

020276

A16.20.081.001.1

[MpOMOHTONEKCHKS C MCNONBb30OBaHNEM BUOEOIHAOCKOMUYECKNX TEXHOMOMIA
K.M.H./goueHT/BegyLimmn cneumanuct

100 000

020254

A16.20.026.001.1

PacceueHune 1 ncceyeHmne cnaek XeHCKMX nornosbIX
OpraHoB C UCMOb30BaHMEM BUAEO3HAOCKONMYECKMUX TEXHOMOMUIA
1 KaTeropus CroXXHOCTW, K.M.H./OOLEeHT/BeyLmii cneunanmct

45 000

020255

A16.20.026.001.2

PacceueHune 1 nccedeHme cnaek xXeHCKMX nornoBbIX
OpraHoB C UCMOfb30BaHMEM BUAEO3HAOCKOMMYECKMX TEXHOMNOMMIA
2 KaTeropuvsi CrioXXHOCTM, K.M.H./goueHT/BegyLmin cneumanuct

55 000

020307

A16.20.011.012

Pe3sekuns 6onbLworo canbHuka npun rMHEKONorM4ecKon naTonorum

35000

020336

A16.20.011.009

Pesekumnsi pekTo-CcMrmMonaHoro oTaena KvLLKW Npy TMHEKONormMyeckomn
naronorum
1 kateropus

100 000

020337

A16.20.011.009.00

Pesekumnsi pekTo-CUrMonaHoro otaena KMLWKW Npy TMHEKONormMyeckom
naronorum
2 kareropus

120 000

020338

A16.20.011.009.00

Pesekumnsi pekTo-CUrMonaHoro oTAaena KWLLKW Mpy TMHEKONorMiyeckomn
naronorum
3 kareropus

150 000

020110

A16.20.003.001.1

CanbnnHro-ooopaKTOMUS C UCMOMNb30BaHWEM BUAEOIHAOCKOMUYECKUX TEXHO
norum
1 kaTeropusi CroXXHoCTn

50 000

020247

A16.20.003.001.4

CanbnnHro-ooop3KTOMUS C UCMOSb30BAHNEM
BUOE03HOO0CKONNYECKNX TEXHOMOTUI
1 kaTeropus CroXHOCTW, K.M.H./AOLEeHT/BeayLmi cneunanmct

70 000

020111

A16.20.003.001.2

CanbnnHro-ooopaKTOMUS C UCMOMNb30BaHWEM BUAEOIHAOCKONMYECKUX TEXHO
norum
2 KaTeropusi CrioXXHOCTH

55 000

020248

A16.20.003.001.5

CanbnnHro-ooop3KTOMUS C UCMOSb30BAHNEM
BNAE03HOO0CKONNYECKNX TEXHOMOTUI
2 KaTeropuvsi CrioXXHOCTM, K.M.H./QoueHT/BegyLmin cneumanuct

80 000

020112

A16.20.003.001.3

CanbnnHro-ooopaKTOMUS C UCMOMNb30BaHWEM BUAEOIHAOCKOMMYECKUX TEXHO
norum
3 KaTeropusi CrioXXHOCTH

60 000

020249

A16.20.003.001.6

CanbnnHro-ooop3KTOMUS C UCMOSb30BAHNEM
BNOE03HOO0CKONNYECKNX TEXHOMOTUI
3 KaTeropuvsi CriOXXHOCTM, K.M.H./goueHT/BegyLmin cneumanuct

90 000

020106

A16.20.004.001.1

CanbnnuMHraKToMUs ¢ NCNOSb30BaHMEM BUAEOIHOOCKONNYECKUX TEXHOMNOTUI
1 KaTeropua CrioXXHOCTu

40 000

020250

A16.20.004.001.4

CanbnUHraKTOMUSA C UCTNONb30BaHNEM
BW1€03HO0CKONNYECKNX TEXHOMNOTUI
1 KaTeropunsi CoXXHOCTK, K.M.H./AOLUEHT/BedyLumii cneunanuct

60 000

020107

A16.20.004.001.2

CanbnnuMHrakToM1si C UCMONb30BaHUEM BUAEOIHAOCKONUYECKUX TEXHOMOr A
2 KaTeropusi CrioXXHOCTH

45 000

020251

A16.20.004.001.5

CanbnMHrakTOMUS C UCMONb30BaHNEM
BWAE03HOOCKONNYECKNX TEXHONOTUI
2 KaTeropuvsi CrioXXHOCTM, K.M.H./goueHT/BegyLmin cneumanuct

70 000

020108

A16.20.004.001.3

CanbnnuUHraKTOMUsA ¢ NCNOSb30BaHMEM BUAEOIHOOCKONNYECKUX TEXHOMNOTUI
3 KaTeropua CrioXXHOCTU

50 000

020252

A16.20.004.001.6

CanbnuHraKTOMUSA C UCMNONb30BaHNEM
BW1€03HO0CKOMNNYECKNX TEXHOMNOTUI
3 KaTeropusi CrOXXHOCTH, K.M.H./QoUeHT/BeayLwmin cneumanuct

80 000

020165

A16.20.042.001

CnuHroBble onepaumm Npu HegepxaHuM Mouu
CnuHrosasi ornepaumsi npy CTPECCOBOM HEAEPXKaHUM MOYM

35000

020164

A16.20.041.001

Crepununsaums MaTodHbIX TPYO C MCMOofb30BaHMEM BUAEOIHOOCKOMNUYECKMX Te
XHOMoOrnm

45 000

020298

A16.20.041.001.00

CTrepunusaumst MaTouHbiX Tpy6 C MCMonb3oBaHMEM BUAEOIHOOCKOMUYECKUX TE
XHOMormmn
K.M.H./goueHT/BegyLimmn cneumanuct

65 000

020122

A16.20.010.001.1

Cy6ToTanbHas rmcTepakToMus (amnyTaumsi MaTku) ¢ UCNonNb30BaHWEM
BMAE03HAOCKONUYECKNX TEXHOMOTWN
1 kaTeropus CroXxHoCcTn

55 000

020263

A16.20.010.001.4

Cyb6ToTarnbHasi ’McTepakToMust (amnyTaumsi MaTku) ¢ UCMONb30BaHNEM
BWOE03HOOCKONNYECKNX TEXHOMOTNI
1 kaTeropus CroXHOCTW, K.M.H./AOLEeHT/BeayLumii cneunanmct

75000

020123

A16.20.010.001.2

Cyb6ToTanbHas rmcTepakToMums (amnyTaumsi MaTku) ¢ UCNonNb30BaHWEM
BMOE03HAOCKONUYECKNX TEXHOIOTWN
2 KaTeropusi CrioXXHOCTH

65 000




020264

A16.20.010.001.5

Cy6ToTanbHas rmcTepakToMus (amnyTaumsi MaTku) ¢ UCNoNb30BaHWEM
BMAE03HAO0CKONUYECKNX TEXHOMOTWN
2 KaTeropusi CrioXXHOCTH, K.M.H./QoueHT/BeayLwmin cneumanuct

85 000

020124

A16.20.010.001.3

Cy6ToTanbHas rMcTepakToMUs (aMnyTaumsi MaTku) C UCNONb30BaHWEM
BUAE03HAO0CKONNYECKMX TEXHOIOT NI
3 KaTeropusi CnoXHoCTH

80 000

020265

A16.20.010.001.6

Cyb6ToTanbHas rmcTepakToMus (amnyTaumsi MaTku) ¢ UCNoNb30BaHWEM
BMAE03HAOCKONUYECKNX TEXHOIOTWN
3 KaTeropus CROXHOCTY, K.M.H./AOUEHT/BegyLLmnin cneumanmct

95 000

020130

A16.20.011.001.1

TotanbHasa TMCTEPIKTOMUA (SKCTVIpI'IaLI,VIH MaTKVI) C ucnonb3oBaHnem
BNAEO03HOOCKONNYECKNX TEXHOMNOTNN
1 KaTeropua CrioXXHOCTu

85 000

020272

A16.20.011.003

ToTanbHasi IMCTepaKTOMUS (IKCTUPMALMS MATKW) C UCTIONb30BaHNEM
BW1€03HO0CKONNYECKNX TEXHOMNOTUI
1 KaTeropus CroXHOCTW, K.M.H./OOLEeHT/BegyLmii cneunanmct

105 000

020131

A16.20.011.001.2

TotanbHas TMCTEPIKTOMUA (SKCTVIpI'IaLI,VIH MaTKVI) C ucnonb3oBaHnem
BNAEO03HO0CKONNYECKNX TEXHOMNOTNN
2 KaTeropua CrioXXHOCTu

95 000

020273

A16.20.011.004

ToTanbHasi IMCTepaKTOMUS (IKCTUPMALMS MATKW) C UCTIONb30BaHWEM
BW1€03HO0CKONNYECKNX TEXHOMNOTUI
2 KaTeropusi CrioXXHOCTH, K.M.H./oueHT/BeayLwmin cneumanuct

115 000

020132

A16.20.011.001.3

TotanbHasa TMCTEPIKTOMUA (SKCTVIpI'IaLI,VIH MaTKVI) C ucnonb3oBaHnem
BNAEO03HOOCKONNYECKNX TEXHOMNOTNN
3 KaTeropua CroXXHOCTu

10 500

020274

A16.20.011.005

ToTanbHasi IMCTePaKTOMUS (IKCTUPMALMS MATKW) C UCTIONb30BaHWEM
BW€03HA0CKONNYECKNX TEXHOMNOTUI
3 KaTeropusi CrioXXHOCTH, K.M.H./OUeHT/BeayLwmin cneumanuct

125 000

020297

A16.20.042.001.3

CnuvHroBble onepaummn nNpyu Heaep>XxaHUM Mo4n
TpaHcobTypaTopHas ycTaHoBKa ypocnuHra (6e3 ctoMmocTu
uMmnnaHTa), K.M.H./goueHT/BegyLmn cneymanuct

60 000

020102

A16.20.001.001.1

YOoaneHve KUCTbl AMYHUKA C UCMOMb30BaHNEM BUAEOIHOOCKOMUYECKNX TEXHON
orum
1 KaTeropusi CroXXHoCTn

45 000

020266

A16.20.001.001.6

YaaneHue KUCTbl SUYHKKa C UCTIONb30BaHNEM
BUAE03HOOCKONNYECKNX TEXHOMOTUI
1 kaTeropus CroXHOCTW, K.M.H./AOLUEeHT/BeayLmi cneunanmct

65 000

020103

A16.20.001.001.2

YaoaneHve KUCTbl AMYHUKA C UCMOMb30BaHNEM BUAEOIHOOCKOMUYECKNX TEXHON
orum
2 KaTeropusi CrioXKHOCTH

50 000

020267

A16.20.001.001.7

YaaneHue KUCTbl SMYHKKA C UCTIONb30BaHNEM
BWAE03HOOCKONNYECKNX TEXHOMOTUI
2 KaTeropuvsi CrioXXHOCTM, K.M.H./goueHT/BegyLwmin cneumanuct

75000

020104

A16.20.001.001.3

YoaneHve KUCTbl AMYHUKA C UCMOMb30BaHNEM BUAEOIHOOCKOMUYECKNX TEXHON
orum
3 KaTeropusi CrioXXHOCTH

55 000

020268

A16.20.001.001.8

YaaneHue KACTbl SMYHKKa C UCTIoNb30BaHNEM
BWOE03HOO0CKONNYECKNX TEXHOMOTUI
3 KaTeropuvsi CrioXXHOCTM, K.M.H./goueHT/BegyLwmin cneumanuct

85 000

020269

A16.20.063.5

OKCTMpnaums KynbTu ek maTtku
1 kaTeropus CroXHOCTW, K.M.H./AOLEeHT/BegyLumi cneunanmct

75000

020270

A16.20.063.6

OKCTMpnaums KynbTu ek MaTtku
2 KaTeropuvsi CrioXXHOCTM, K.M.H./goueHT/BegyLmin cneumanuct

85 000

020271

A16.20.063.7

OKCTMpnaums KynbTu ek maTtku
3 KaTeropuvsi CrioXXHOCTH, K.M.H./goueHT/BegyLwmin cneumanuct

95 000

02/2

Marnbie 2uHeKkonoa2u4eckue ornepayuu

020205

A16.20.079

Bakyym-acnvpauust SHIOMEeTpuUs

10 100

020290

A11.20.008.1

PaspnensHoe anarHocTuyeckoe BbickabnmBaHne nonocTtu
MaTKM U LiepBUKanbLHOro kaHana
K.M.H./OouUeHT/BegyLumnin cneumanmcT

11 000

020200

A16.20.060

BoccTaHoBneHne feBCTBEHHOW NNEBbI

16 000

020188

A03.20.003.001.0d

rVICTepOpe3eKTOCKOI'IVI$|
rVICTepOpe36KTOCKOI'IVI‘-IeCKaFl NONUNIKTOMUA

29 000

020282

A16.20.063.017.2

ncTepopesekTockonusi ¢ OToAMHAMUYECKOW Tepanuen n abnaunen
aHOoMeTpus
K.M.H./OouUeHT/BegyLwunin cneumanmct

39 000

020287

A03.20.003.001.6

McTepope3eKTOCKONMS KOPPEKLUA «HULINY
pybua nocne KecapeBa CeYeHusi, K.M.H./OOLEeHT/BedyLumii cneunanuct

35000

020190

A16.20.099.2

lcTepockonmyeckasi MMOM3KTOMMS
1 KaTeropumn CrnoXxHocTu

28 400

020283

A16.20.099.6

McTepockonnyeckas MMOM3KTOMUS
1 KaTeropuv CNOXHOCTU, K.M.H./0OLeHT/BegyLumii cneunannct

39 800

020191

A16.20.099.3

McTepockonmyeckasi MMOM3KTOMMS
2 KaTeropum CrioxkHOCTH

36 600




020284 (A16.20.099.7 ncTepockonmyeckass MMOMIKTOMUSA

2 KaTeropvu CroXHOCTH, K.M.H./OoueHT/BegyLmi cneumanuct 52 600
020192 |[A16.20.099.4 ncTepockonmyeckass MMOMIKTOMUSA

3 KaTeropmu CrioXXHoCTH 58 200
020285 |[A16.20.099.8 ncTepockonmyeckast MMOMIKTOMUSA

3 KaTeropmm CnoXHOCTH, K.M.H./OoUeHT/BegyLwmi cneumanuct 72 000
020288 [A16.20.008.1 PasgeneHve BHYTPUMaTOYHbIX CpaLLeHnn

K.M.H./goueHT/BegyLimmn cneumanuct 31 500
020197 |[A16.20.008.001 |[Pa3geneHne BHYTPUMATOYHbIX CpaLLEeHNi

lncTepockonuyeckoe paccevyeHne BHYTPUMATOYHbIX CUHEXMI, 1 kaTeropus 24 000
020286 |[A03.20.003.8 nctepockonus

pacceyeHne nNeperopogkm MaTku, K.M.H./gouUeHT/BeayLnin cneunanmct 32 000
020185 |[A03.20.003.4 ncTepockonus

odhmcHas 15 000
020278 |[A03.20.003.7 ncTepockonus

JuarHocTuyeckasi, K.M.H./goueHT/BegyLmMn cneumanuct 25 000
020289 ([A16.20.037.2 MckyccTBeHHOE npepblBaHne 6epeMeHHoCTM (abopT)

K.M.H./goueHT/BegyLimmn cneumanuct 22 700
020201 [A16.20.037.1 MckyccTBeHHOE npepblBaHne 6epeMeHHoCTM (abopT)

Nno MEOULIMHCKMM MNoka3aHusM (Npy HepassuBatoLencst 6epeMeHHOCTH) 10 900
020277 |A03.20.003.6 [ncTepockonus

odhmcHas, K.M.H./goueHT/BegyLmnin cneunanmuct 20 000
020279 |[A11.20.003.1 Buoncusa TkaHel maTkn

MpuuenbHasi Guoncus aHAOMETPUS

K.M.H./OouUeHT/BegyLumnin cneumanmcT 5000
020211 |A11.20.007.001 MyHKUMA KNCThI ANYHMKA W acnnpaums akccyadarta

nop, kKoHTponem Y3W, 1 kateropusi CNOXHOCTH 17 000
020281 |[A16.20.005.001.1 [PaclumpeHune weevHoro kaHana, K.M.H./AoueHT/BegyLmi cneynanmct 5000
020202 |[A16.20.059.001 |YpaneHue HoBoOGpa3oBaHUA Bnaranuia 20 300
020208 |A16.20.100 OkcTupnauus 6onbLIOK Xenesbl NpegaBepus Braranumila 23 300
04 OnepamueHas yposnozausi
04/2 Bonbwue yponozuyeckue onepayuu
040239 |[A16.28.060 BHyTpeHHsAs (TpaHcypeTparnbHas) ypeTpoToMus 35000
040151 |[A16.28.076 OpeHunpoBaHue abcuecca napaHedpansHON KneTyaTku 30 000
040158 |[A16.28.071.001 [McceyeHune KUCTbI MOYKM nanapocKonuyeckoe 100 000
040159 |[A16.28.071.001.2 [WcceyeHmne KUCTbI MOYKM NanapocKonuyeckoe

2 KaTeropum CrioxkHOCTH 120 000
040160 |[A16.28.071.001.3 [McceyeHmne KUCTbI MOYKM NanapocKonuyeckoe

3 KaTeropmm CrioXXHOCTH 140 000
040267 |[A16.28.084.003 |[TpaHcypeTpanbHas chrnbponnenokanmMkonuToTpuncust

1 kaTeropus CroXxHocTn 55 000
040284 |[A16.28.084.003.0( TpaHcypeTpanbHasa chrnbponnenokanmkonuToTpuncust

2 KaTeropusi CrioXKHOCTH 75 000
040285 |[A16.28.084.003.0( TpaHcypeTpanbHasa hrnbponnenokanmkonuToTpuncust

3 KaTeropusi CrioXXHOCTH 95 000
040248 |[A16.28.075.001 [TpaHcypeTpanbHOe paccedeHue ypetepouene 40 000
040249 |[A16.28.049.5 MepkyTaHHas HedPONUTOTPUNCUA C NUTOIKCTPaKLUMen (HedponuTonanakcums)

2 KaTeropuu CrioxXHoCTH 55 000
040244 |[A16.28.049.3 MepkyTaHHas HedPONUTOTPMNCUSA C NUTOIKCTPaKLUMen (HedponuTonanakcus)

3 KaTeropuu CrioXXHOCTH 70 000
040245 |[A16.28.049.4 MepkyTaHHaa HepPONUTOTPUNCUA C NUTOIKCTPaKLUMen (HedponuTonanakcums)

4 xaTeropun CrnoXxHocTu 90 000
040276 |[A16.21.004.001 |MNo3aannoHHas ageHOMIKTOMMS

Onepauusa MunnuHa 120 000
040288 [A16.21.004.002 |MNo3aannoHHas ageHOMIKTOMMS

Onepauunsa MunnuHa, 1 kateropms CnoXxHocTu 130 000
040290 [A16.21.004.004 |Mo3aannoHHas afeHOMIKTOMMS

Onepauunsa MunnuHa, 3 kateropms CNoXxHocTu 160 000
040289 [A16.21.004.003 |[MNo3aannoHHas ageHOMIKTOMMS

Onepauunsa MunnuHa, 2 kateropms CNoXHoOCTH 140 000
040170 |[A16.28.007.002 [lMMnacTrka NoxaHKU U MOYETOYHMKA C UCMOMb30BaHWEM

BMOE03HOO0CKOMUYECKUX TEXHOMOUIA

amMnyTauMoHHas nracTuka foXxaHO4YHO-MOYETOYHMKOBOrO CermeHTa 120 000
040171 |[A16.28.007.002.2 [[MnacTmka noxaHku 1 MOYETOYHMKa C UCMONb30BaHNEM

BWOE03HO0CKOMNYECKNX TEXHONOTUI

NOCKYTHas NnacTuka JToXaHOYHO-MOYETOYHUKOBOTO CermeHTa 135 000
040178 |A16.28.006.001 [Hedponekcus ¢ ncnonb3oBaHNEM BUAEOIHAOCKOMUYECKUX TEXHONOMMI 90 000
040166 |[A16.28.004.001 [Ianapockonuyeckas HedhpaKTOMUSA 130 000
040167 |[A16.28.004.001.2 [Jlanapockonuyeckasi HehpaKTOMUSI

C pacLlmpeHHon numdageHaKTommnen 160 000
040278 |A16.21.006.006 |lMo3agnnoHHas NPOCTaT3KTOMUS C pacLUMPEHHOW NMMdaaeH3IKTOMUEN 210 000
040162 |[A16.28.003.001 [JIlanapockonuyeckas pe3ekumsi NoYKu 120 000




040163

A16.28.003.001.2

”al'lapOCKOI'IVI‘-IeCKaﬂ pe3ekuna NnoYkn

2 KaTeropuu CrioXXHoCTu 145 000
040164 |[A16.28.003.001.3 [Jlanapockonuyeckas pe3ekumsi NoYKku

3 KaTeropmu CrioXXHoCTH 175 000
040154 |[A16.06.005.001 [JIumdbageHIKTOMUSI Ta3oBasi C UCMONb30BaHWEM BUOEOIHAOCKONMUYECKNX

TEXHOINOormn 80 000
040155 |[A16.06.005.001.2 [IlumchageHaKkTOMUA Ta3oBas C UCMONb30BaHNEM BUOEOIHAOCKOMUYECKNX

TEXHOMOrnM

2 KaTeropum CrioxkHOCTH 95 000
040156 |[A16.06.005.001.3 [IlumdcpageHakTOMUA Ta3oBas C UCMONb30BaHNEM BUOEOIHAOCKOMUYECKNX

TEXHOMOrnM

3 KaTeropmu CrioXXHoCTn 115 000
040157 |[A16.06.005.001.4 [IlumchageHaKTOMUA Ta3oBas C UCMONb30BaHNEM BUOEO3IHAOCKOMUYECKNX

TEXHOMONM

4 kaTeropuu CroXxHocTun 135 000
040279 |[A16.28.090 Mccevermne knctbl ypaxyca 45 000
040250 [A16.28.045.004 [MepeBsizka M NepeceyeHne SNYKOBOI BEHbI CyOUHIBUHANBHOE

1 kateropus 20 000
040256 |[A16.21.035 MpowwmBaHue 6enoyHorn 060MoYKM NOMOBOrO YneHa 65 000
040266 |[A16.28.038.001 [BoccTtaHoBneHue ypeTpbl C MCMOMb30BaHNEM KOXHOMO NOCKyTa 100 000
040292 [A16.20.042.005 [Xupyprnyeckoe riedeHue HeaepxaHus MoYM Npy HanpskeHun

[MpumeHeHne ypocnuHra ¢ netnamu JInHTekc 60 000
040221 |[A16.21.006.004 |PagukanbHasi nanapockonuyeckasi MpocTaTakToMust 165 000
040222 |[A16.21.006.004.2 |PagukanbHasi nanapockonuyeckasi npocTaTakToMust

2 KaTeropmm CroxHoCTU 200 000
040223 |[A16.21.006.004.3 |PagukanbHasi nanapockonuyeckasi npocTaTakToMust

3 KaTeropmm CrnoxHocTu 240 000
040247 |[A16.28.080 TpaHcnosnuuns ypetpbl 45 000
040232 |[A16.28.026 TpaHcypeTpanbHasa pe3ekums MOYeBoro ny3bips 35000
040235 |[A16.21.002 TpaHcypeTpanbHasa pesekums npocTarbl 60 000
040236 |[A16.21.002.2 TpaHcypeTpanbHasa pesekums npocTatbl

2 KaTeropmm CrnoxHocTu 80 000
040237 |[A16.21.002.3 TpaHcypeTpanbHasa pesekums npocTaTbl

3 KaTeropmm CrioXXHoCTH 100 000
040186 |A16.28.015.001 |YpeTeponutoTtoMusa nanapockonmyeckas 85 000
040246 |[A16.21.019.002 ([PannonnacTuka c NPOTE3MPOBAHNEM TPEXKOMMNOHEHTHBLIM MPOTE30M 180 000
040271 |A16.21.019.001 |PannonnacTuka c NPOTE3MPOBAHNEM OLHOKOMMOHEHTHBIM MPOTE30M 80 000
040229 |[A16.28.085 TpaHcypeTpanbHas aHAoCKoNMYecKas LMCTONUTOTPUNCUS 20 000
04/1 Manbie yponoau4eckue onepayuu
040287 |[A11.28.002.002 [Buoncus mo4eBoro ny3bips 10 000
040112 |[A11.28.002.001 |Buoncusa MoYeBOro Ny3bips TpaHCypeTpanbHas 15 000
040101 |[A16.21.037.001 [McceyeHune KMCTbI NpuaaTtka sudka

1 kareropusi 24 500
040102 [A16.21.037.002 |[WcceyeHue KNCTbI CEMEHHOIO KaHaTuka

1 kareropus 24 500
040130 [A16.21.013 O6pe3aHwue KpariHel NnoTu

1 kateropus 20 000
040257 |[A16.21.025.3 MnacTrka obonoyek sinyka

Onepauusa beprmaHa 35000
040105 |[A11.21.012 Buoncusa auyka

oTkpbiTas, TESE, 1 kateropus 23 000
040253 [A16.01.017.001.13YnaneHne nobpokayecTBEHHbIX HOBOOBPA30BAHUIA KOXN METOAOM

aneKTpoKoarynsiLmm

yponorus, 1 anemeHT 3 000
040132 |[A16.01.017.001.9 |YoaneHune gobpokayecTBEHHbIX HOBOOOPa3oBaHWI KOXM METOAOM

3neKTpoKoarynsiLum

(ypororusi, 2-5 anemMeHTOB BKIOYUTESNBHO) 7 000
040131 |[A16.21.013.1 OOpesaHue KkparHel nnoTun

PasgeneHuve cnaek (CMHeEXWI) KpaHen NnoTu 5500
040115 |[A11.21.005.003 |Buoncusa (MynsTudokanbHas) npeacTaTenbHOW Xenesbl TpaHCpeKTanbHas

NYHKLMOHHAsA NOA KOHTPOMEM YrbTpasByKOBOIo UCCIEA0BaHUSA 16 500
040148 |[A11.28.015.001 |YgmaneHwe ypeTepanbHOro CTeHTa 8 500
040103 |[A16.28.086 YaaneHve nonuna ypeTpbl

1 kateropus 15 000
040147 |[A03.28.002 YpeTpockonus 4 000
040120 |A11.28.012 YcTaHoBKa CTeHTa B MOYEBbLIBOASALLME NYTU 15 000
040108 |[A03.28.001 Linctockonus 5000
040119 [A16.28.001.001 [YpeckoxHas NyHKLMOHHas HePOCTOMMUSA Nog KOHTPONEM YNbTPa3ByKOBOrO

ncecnenoBaHns 30 000
040149 |A16.28.025 3nuumctocTomust 20 000
17 Meduampus
17111 Annepzosnoausi




17111/2 AHanusbli
17111/3 ACUT
010932 |A11.07.022.023  |Annnukaums riekapcTBEHHOIO Npenaparta Ha CnmM3ncTyto 060MoYKy nonocTu
Ta
ﬁpenapaT Opaneiip, Tab Ne30 (nogaepx. Kypc) nog HabntoaeHvem Bpava
annepronora-ummyHorora 8 500
010931 |A11.07.022.022  |Annnukaums niekapcTBEHHOIO Npenaparta Ha CnmM3ncTyto 060MoYKy NonocTu
Ta
ﬁpenapaT Opaneiip, Tab Ne31 (Hay. kypc) nog HabnogeHem Bpada
annepronora-ummyHorora 9 000
0010933 |A11.07.022.024  |Annnukaums niekapcTBEHHOIO Npenaparta Ha CnmM3ncTyto 060MoYKy NonocTu
Ta
ﬁpenapaT Opaneiip, Tab Ne90 (nogaepx. Kypc) nog HabntogeHvem Bpavda
annepronora-ummyHorora 19 900
0010928 |A11.07.022.019  |Annnukaums nekapcTBEHHOIO Npenaparta Ha CnmM3ncTyto 060MoYKy NonocTu
Ta
ﬁpenapaT Cranopanb "AnnepreH knewwen" 10MP/mn Ne1+ 300 MIP/mn Ne2
(Hau. Kypc) nod HabnogeHneM Bpada annepronora-MMmyHosiora 10 900
0010929 |A11.07.022.020 |Annnukaums riekapcTBEHHOIO Npenaparta Ha CNmM3ncTyto 060MoYKy NonocTu
Ta
ﬁpenapaT Cranopanb "AnnepreH knewein" 300 NP/mn Ne2 (nogaepx. Kypc)
nog HabniogeHMeM Bpaya annepronora-MMMyHoriora 8 200
010930 |A11.07.022.021  |Annnukaums nekapcTBEHHOIO Npenaparta Ha CnmM3ncTyto 060MoYKy NonocTu
Ta
ﬁpenapaT Cranopanb "AnnepreH knewein" 300 NP/mn Ne5 (nopaepx. Kypc)
nog HabntogeHMeM Bpaya annepronora-MMMyHoriora 16 300
[010960 |A11.07.022.027  |Annnvkaums Ha cnmaucTyto 060no4dKy NorocTu pTa JiekapCTBEHHOIO
npenapara
Cranopanb "AnnepreH nbinbupbl 6epesbl” 10MP/mn + 300 UP/mn + 300 UP/mn
Ne3 (Hauy. kypc) nog HabnogeHMeM Bpaya anneprosiora-MMMyHonora 11 800
[010874|B03.002.004.34 |Komnnekc nccrneqoBaHuii Anst BbISIBNEHNS annepreHa
MpoBeneHue KoxHbIX annepronpob go 15 wryk 1000
[010925|A11.07.022.016  |Annnukaumsa Ha cnmM3ucTyto 060no4YKy NooCTU pTa JiekapCTBEHHOIO
npenapara
Cranopanb "AnnepreH nbinbubl 6epesbl” 10MP/mn + 300 P/mn Ne1 (Hau.
Kypc) nop, HabnogeHnem Bpada annepromnora-umMmmyHorora 11 800
[010926 |A11.07.022.017  |Annnukaums Ha cnm3ucTyto 060no4YKy NoocTu pTa JiekapCTBEHHOIO
npenapara
Cranopanb "AnnepreH nbinbubl 6epesbl” 300 MP/mn Ne2 (nopgaepk. Kypc) noa
HabnogeHnemM Bpada annepronora-MMmmyHosiora 10 900
0010927 |A11.07.022.018  |Annnukaumsa Ha cnma3ucTyto 060no4YKy NooCTU pTa JIekapCTBEHHOIO
npenapara
Cranopanb "AnnepreH nbinbubl 6epesbl” 300 MP/mn Ne5 (nogaepk. kypc) noa
HabnoaeHnem Bpada annepronora-MMmmyHosiora 21400
171111 KoHcynbmayuu
1010208 |B01.002.001.11  |[puem (oCcMOTp, KOHCYMNbTaLWs) Bpaya-anneproriora-MnMMyHonora nepBuYHbIv
3a04Has KOHCyNbTauus 2 500
0010116 |B01.002.001.3 [Mprem (oCMOTp, KOHCYNbTaUKWs) -anfepronora-MMMyHorora NepBUYHbLIN 2500
0010934 |B04.002.003 MpodmnakTnyeckmn npuem (OCMOTP, KOHCYNbTaLmMs)
Bpaya-anneproriora-MMMyHorora 2500
17/11/4 TMpuk mecmebi
17113 AHecme3uonoausi
17/13/1 KoHcynbmayuu
17/13/2 MaHunynayuu
17/16 BakyuHonpodpunakmuka
10010762 |B04.014.004.55 |BakuuHaums
AHaTOKCUH CTONOHAYHBIV OUYNLLIEHHBI
apcopbupoBaHHbIN Xuakuii (AC-aHaTOKCUH) 320
0010764 |B04.014.004.57 |BakunHauus
Ana NpodunakTUKM BUPYCHOro renatmrta A
(Anbrasak) 1210
10011244 |B04.014.004.029 |BakuunHaums
AN npodunNakTUKM MEHNHIOKOKKOBBIX MHAekuun ceporpynn A, C, W, Y,
nonucaxapugHas, koHbtormposaHHas (MeHKBaadw) 5570
0010978 |B04.014.004.70 |BakuuHauus
ansa npodunNakTUKM potaBupycHomn nHdpekumm Pota-V-0ng 3070
0010231 |B04.014.004.35 |BakuuHauus
ot BINY (Mapgacun) 17770
[010883 |B04.014.004.64 |BakuunHaums
ot BMNY (LiepBapukc) 8 500
0010232 |B04.014.004.36  |BakuunHauus
ot renatuta A (XaBpukc) go 18 net 1930
0010249 |B04.014.004.52 |BakuuHauus
ot rpunna (YnsTpukc KkBagpu) 1490




0011002 |B04.014.004.76  |BakuunHauus

ot rpunna (Pnto-m) 1000
0010240 |B04.014.004.44 |BakuunHauus

npoTuB gudpTepun, CTonNbHsKa, KOKoLwa, NofMoMuenuTa, reModubHoON

nHdekumm (MeHTakcnm) 3040
[1010237 |B04.014.004.41  |BakumHaums

oT Kknewesoro aHuedanuTa 0,25 mn/gosa (Knew-3-Bak) 980
[1010238 |B04.014.004.42  |BakumHaums

oT Kknewesoro aHuedanuta 0,5 mn/go3a (Knew-3-Bak) 1120
[1010247 |B04.014.004.50 |BakumHaums

OT KOKNtowa, andrepun, cTonbHska (Agacenb) 4 400
[1010867 |B04.014.004.59 |BakumHaums

OT KopWM (BakuuHa kopesas KynbTypHas xusas (1 gosa/0,5 mn)) go 18 net 910
[1010242|B04.014.004.46 |BakumHaums

NPOTUB KPaCHYxM (BaKLMHa NPOTUB KPaCHYXN KyNbTypHast Xusasi) 550
[1010239 |B04.014.004.43  |BakumHaums

OT MEHUHIOKOKKOBOW nHpekuun (MeHakTpa) 6 670
[1011224 |B04.014.004.023 |BakumHaums

BaKLUMHA NapoTUTHas KynbTyparnbHas xueas 690
[1010868 |B04.014.004.60 |BakumHaums

OT NHEBMOKOKKOBOMN nHekumn (MHeBmoBakc 23) 3210
[1010241|B04.014.004.45 |BakumHaums

OT NHEBMOKOKKOBOMN nHekumn (BakumHa "lMpeseHap 13") 3330
[1011365 |B04.014.004.043 |BakumHaums

OT NHEBMOKOKKOBOW nHdpekuun (MpeseHap 20) 4 500
[1010234 |B04.014.004.38  |BakumHaums

npotus nonuomunenuta (BuBak nonvo, opanbHas) 620
[1010243 |B04.014.004.48 |BakumHaums

NpoTUB poTaBmpycHow nHdekunm (PotaTek) 4180
[1010882 |B04.014.004.63 |BakumHaums

NpoTUB BETPSIHOM ocnbl (Bapunpukc) 6130
[1010251|B04.014.004.19  |BakumHaums

npotus renatuta B (Peresak B) go 18 ner 470
[1010763 |B04.014.004.56 |BakumHaums

npotus gudrepun n ctonbHska (AJC-M-aHaTOKCUH) 320
[1010899 |B04.014.004.67 |BakumHaums

NPOTUB KreLeBoro aHuedanuTa 3aBoga UmMeHn Yymakosa 1 300
[1010898 |B04.014.004.66 |BakumHaums

NPOTUB KIeLeBoro aHuedanuTa KynstypanbHas odumlieHHas (SHueBup) 1100
[1011222 |B04.014.004.022 |BakumHaums

npoTuB Koknowa, audtepuun, ctonbHaka (AKOC-sakumHa) (1 gosa/0,5 mn) 600
[1011092 |B04.014.004.016 |BakumHaums

NpOTUB KOPW, KpacHyxu, napotuTa (Baktpusup) 1830
0011226 |B04.014.004.024 |BakuuHaums

NpOTMB KOpW, NapoTUTa n KpacHyxu xueasi atTeHympoBaHHas (Tpueang), 1

no3a/0.5 mn 1900
0011310 |B04.014.004.038 [BakuunHauus

npotue nonuomuenurta (Monumunekc) 2600
0011053 |B04.014.004.81 |BakuuHauus

npotme nonnomuenuta (MonvosakCuH) 1310
0010246 |A12.26.002.3 OuvaroBasi npoba c Ty6epkynnMHoOm

LOwnackuHTtect 2 660
[0010245]A12.26.002.2 OuvaroBasi npoba c Ty6epkynnMHoOMm

Peakuma MaHnTy 1270
17121 racmpoaxnmeponozus
171211 KoHcynbmayuu
[0010825|B01.004.001.15 |[puem (0CMOTP, KOHCYMbTaLMS) -racTPO3HTEPOora neperyHasi

3a04Has KOHCynbTauus 2 500
[0011077 |B01.004.001.012 |Mpuem (0CMOTP, KOHCYMbTaLKs) -racTPO3HTEPOIOra NEPBUYHbLIN

MHeHwue racTpoaHTeponora 1800
17/21/2 MaHunynsayu
17126 remamousoausi
17/26/1 KoHcynbmayuu
17133 leHemuka
17/33/1 KoHcynbmayuu
0010118 |B01.006.001.4 [Mprem (0CMOTp, KOHCYNbTaLMSA) -reHeTUKa NepBUYHbIN 2 500
17114 luHekonozaus
1711411 KoHcynbmayuu
[010135|B01.001.001.24  |[Npuem (ocMOTp, KOHCYMbTaLKs) Bpadya-akyLlepa-rmHekonora nepBuYHbI 2 500
1010744 1B01.001.001.36  |[Npuem (ocMOTp, KOHCYNbTaLKs) Bpaya-akyLuepa-rmHekonora nepBuYHbIi

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
17/14/2 MaHunynayuu




1719 Hepmamounozus
17/9/1 KoHcynbmayuu
17/9/1/3 Bbi306 Ha dom
17/9/1/2 3aoyHble KOHCynbmayuu
010209 |B01.008.001.11  |[Npuem (0CcMOTp, KOHCYNbTaLWs) Bpadya-AepMmaToBeHeporora NepBrYHbIN

3a04Has KOHCynbTauus 2500
17/9/1/4 MueHue epaya
1719111 O4Hble
[0101441B01.008.001.3 Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-gepMaToBeHeposiora NepBUYHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
0010109 |B01.008.001.9 Mpuem (ocMOTp, KOHCYNbTaLMSA) -AepMaTOBEHEPOOra NePBUYHbIV 2 500
17/9/2 MaHunynayuu
17191215 AHecme3usi 8 depmamoeeHeposio2uu
17191213 BHympukoxHoe esedeHue npenapamoe
17/9/12/1 Hepmamockonus
17191212 HuazHocmuyeckas 6uorncusi KoXxu
1719/2/4 YodaneHue dobpokavecmeeHHHbIX o6pa3oeaHull
17/23 Kapouonozus
17/23/1 KoHcynbmayuu
17123112 3aoyHble KOHCynbmayuu
17/23/1/1 O4HblIe KOHCYynbmayuu
17/15 MaHunynayuu
0010320 |A11.05.001.1 B3saTtue kpoBu u3 nanbua

y aeten 200
0010319 |A11.12.009.4 B3saTtune kpoBu u3 nepndepnyeckon BeHbl

y oeten 300
0010318 |A11.12.003.9 BHyTprBEHHOE BBEAEHWE NEeKapCTBEHHbIX

npenaparoB

(mo 2 yacoB 6e3 CTOMMOCTM NleKapCTBEHHbIX

npenapartoB) y aetewn 2000
0010314 |A11.12.003.8 BHyTprBEHHOE BBEAEHNE

neKkapCcTBEHHbIX NpenapaTos

y geten 750
[0010315|A11.01.003.2 BHyTpuKOXHOE BBEAEHWE neKkapCTBEHHbIX

npenapatoB

y oeten 260
0010313 |A11.02.002.38 BHyTpuMbILLEYHOE BBEAEHUNE

nekapCTBEHHbIX NpenapaTos

(6e3 cToMmocTM Npenapartos) y AeTen 250
0010322 |A17.09.003.001 [[anouHransumMoHHasn Tepanusa npu

3a60neBaHNAX HMKHUX AblXaTenbHbIX

nyTen

y oeten 500
0010970 |A14.30.003 KopmneHue TsxenobonbHoro naumeHTa Yepes poT U/mnm HasoractparsbHbIi

30H4

Mpenapart Hipp ors 200 otBap MopkoBHO-pncoBbIn 200 mn 400
17/15/1 MaHunynsuyuu Ha domy
0010317 |A11.12.003.001.21|HenpepbiBHOE BHYTPMBEHHOE BBEAEHWNE

neKkapCcTBEHHbIX NpenapaTos

(mo 1 yaca 6e3 CTOMMOCTHM NEKaPCTBEHHbIX

npenaparoB) y AeTen 1000
[010887 |A09.05.021.001 |OnpeaeneHne TpaHCKyTaHHOrO BUNMPYGUHOBOrO MHAEKCA 400
0010316 |A11.01.002.36 MopkoxxHOe BBEAEHNE NEKAPCTBEHHbIX

npenapatos

y Oeten 200
17/8 Heeponozus
17/8/1 KoHcynbmayuu
17/8/1/3 Bbi308 Ha dom
17/8/1/2 3ao4Hble KOHCyIbmayuu
[1010211 |1B01.023.001.14  |[Npuem (ocMOTp, KOHCYNbTaLWs) Bpaya-HeBponora nepemuYHbIN

3a04Has KOHCyNbTauus 2 500
0011042 |B01.023.001.004 |[Npuem (ocmMOTp, KOHCYNbTauus) Bpaya-HeBPOrora NepBnYHbIN

3a04Has KOHCYNbTaLUus

K.M.H/OoueHT/BegyLwmi cneumanmncT, 3aodHas KOHCynsTaums 6 500
[0011048 |B01.023.001.005 |Mpurem (ocMOTp, KOHCYMbTaLWs) -HEBPOora NepBUYHbIN

crneunanncT no AeTCKOMY CHy, 3a04Hast KOHCynbTauus 2 500
011080 |B01.023.001.009 |Mpuem (0CcMOTp, KOHCYMNbTaLMsA) HEBPONOra NEPBUYHbI

MHeHune HeBponora 2000
[011081 |B01.023.001.010 |Mpuem (ocMOTp, KOHCYMbTaLMSA) HEBPONOra NEPBUYHbI

MHeHue HeBponora, K.M.H./AoLeHT/BegyLmii cneumanmct 2 500
17/8/1/1 O4Hble KOHCynbmayuu
0010106 |B01.023.001.3 [Mprem (0CcMOTp, KOHCYNbTaUKMSA) -HEBPOOra NEPBUYHbIN 2500




11010745

B01.023.001.15

[Mprem (OCMOTp, KOHCYNbTaUMS) -HEBPOIOra NEPBUYHbIN

K.M.H./goueHT/BegyLummn cneumanuct 6 500
[0010940B01.023.001.001 |[Npuem (ocMoTp, KOHCYNbTaLWsa) Bpaya-HeBporiora, COMHONora nepBUYHbIN 2 500
0010123 |B01.023.001.4 [Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-HeBPOora NepBUYHbIN 2500
0010137 |B01.023.001.7 [Mprem (OCMOTp, KOHCYNbTaUKWs) -HEBPOIOra NOBTOPHbIN

cneunanucT no AeTCKOMY CHY 2 500
1011238 |B04.023.002.001 |[Npocunakrtnyeckmin npuem (0OCMOTP, KOHCYNbTaLmMs) Bpada-HeBporora 2000
171812 MaHunynsayuu
17/28 Hegpposnozus
17/28/1 KoHcynbmayuu
[0102121B01.025.001.6 [Mprem (oCcMOTp, KOHCYrbTaUMs) Bpada-Hedposnora NepBUYHbIN

3a04Has KOHCynbTauus 2 500
[0010125|B01.025.001.2 Mpuem (ocMoTp, KOHCYNbTaLMSA) -Hedponora NepBUYHbI 2 500
1715 OmopuHonapuHaonoaus
17/5/1 KoHcynbmayuu
[0010105|B01.028.001.2 [Mprem (OCMOTp, KOHCYMbTaLKMS) -OTOPMHONAPWHIONora NePBUYHbLIN 2500
[010146 |B01.028.001.3 [Mprem (OCMOTp, KOHCYIbTaUKMs) -OTOPMHONAPWUHIONOora NePBUYHbLIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
010114 |B01.046.001.2 [Mprem (oCcMOTp, KOHCYrbTaLUMs) Bpada Cypaorora-oTOpMHONapyHronora

nepBUYHbIN 2500
0010760 |B01.046.001.3 Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpada Cypaonora-oTopMHonapuHronora

nepBUYHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
17/512 MaHunynayuu
0010602 |A03.08.004.003 |BugeopuHockonusi

(aHpockonumsa JTOP-opraHoB) 900
010573 |A16.08.067 BckpbITve reMaTtoMbl BEPXHUX ObIXaTeNbHbIX NyTen

(6€e3 cTOMMOCTM aHEeCTe3nm) 2 500
0010574 |A16.08.012 BckpbITre napaTtoH3unnspHoro abcuecca 3600
[0010575|A16.08.012.1 BckpbITre napaTtoH3nnnsapHoro abcuecca

(kncTbl HEOGHOW MUHAANWHDI) 2700
[1010576 |A16.08.014 MHcTpymMeHTanbHas peno3vumus Kocten Hoca 4900
010580 |A15.08.001 HanoxeHue npalieBnaHOM NOBS3KM Ha HOC NpW Nepenomax 1 nocne onepauunmn 1200
[011271 |A23.25.004 HacTtpoiika cnyxosoro annapara 1400
[011270 |A23.25.001 Mopbop cnyxoBoro annapara 1600
1011300 |A23.25.004.029 |HacTpoiika cnyxoBoro annapara

Apantep PP 220
[1011281 |A23.25.004.010 |HacTpoika cnyxoBoro annapara

Batapeiika (AUDIFON) tun 13, 6 wTyk B ynakoBke, 1 ynakoBka 400
1011280 |A23.25.004.009 |HacTpoika cnyxoBoro annapara

Batapeiika (AUDIFON) tun 312, 6 wTyK B ynakoBke, 1 ynakoBka 400
1011301 |A23.25.004.030 |HacTpoiika cnyxoBoro annapara

Bknagbiw Bass Double MiniFit (8) 200
[1011283 |A23.25.004.012 |HacTpoika cnyxoBoro annapara

Bknagbiw Bass Single MiniFit (10) 300
[1011282 |A23.25.004.011  |HacTpoika cnyxoBoro annapara

Bknagbiw Bass Single MiniFit (8) 300
1011305 |A23.25.004.034 |HacTpoika cnyxoBoro annapara

Bknageiw Open Dome 4.0 (M) 100
[1011303 |A23.25.004.032 |HacTpoika cnyxoBoro annapara

Bknageiw Open MiniFit (10) 200
11011302 |A23.25.004.031 |HacTpoika cnyxoBoro annapara

Bknageiw Open MiniFit (8) 200
[1011292 |A23.25.004.021 |HacTpoika cnyxoBoro annapara

Bknagpiw Power Dome 4.0 (L) 100
[1011284 |A23.25.004.013 |HacTpoika cnyxoBoro annapara

Bknageiw Power MiniFit (10) 200
1011304 |A23.25.004.033 |HacTpoika cnyxoBoro annapara

Bknageiw Power MiniFit (8) 200
[1011289 |A23.25.004.018 |HacTpoiika cnyxoBoro annapara

BknagblLw yLIHOM cTaHAapTHBbIN (2) 100
[1011290 |A23.25.004.019 |HacTpoika cnyxoBoro annapara

Bknagblw yLwHOM cTaHaapTHbIN (3) 100
1011291 |A23.25.004.020 |HacTpoika cnyxoBoro annapara

Bknagblw yLwHON cTaHaapTHbIA (4) 100
[1011295 |A23.25.004.024 |HacTpoiika crnyxoBoro annapara

KoHTenHep ans ounctkm Bknagbiwen MAJ 340
[1011293 |A23.25.004.022 |HacTpoika cnyxoBoro annapara

Ha6op ans yxoga 3a CA n NYB 6onbLuoi 2 300
1011272 |A23.25.004.001 |HacTpoika cnyxoBoro annapara

CnyxoBow annapat Audeo L30-R 93 800




[011274

A23.25.004.003

HacTpowika cnyxoBoro annapara

CnyxoBow annapat Bolero M50-M 89 000
0011275 |A23.25.004.004 |HacTpoiika crnyxoBoro annapara

Cnyxosow annapat Ruby 1 BTE PP 68 500
0011276 |A23.25.004.005 |HacTpoiika crnyxoBoro annapara

Cnyxosow annapat Ruby 2 BTE PP 68 500
0011273 |A23.25.004.002 |HacTpoiika crnyxoBoro annapara

CnyxoBow annapat Zircon 2 minirite t 89 200
0011277 |A23.25.004.006 |HacTpoiika crnyxoBoro annapara

Cywika gns cnyxosoro annapata Smart Dry 4 500
0011278 |A23.25.004.007 |HacTpoiika crnyxoBoro annapara

Cywka ans cnyxosoro annapata Smart Dry UV 6 000
0011279 |A23.25.004.008 |HacTpoiika crnyxoBoro annapara

Cywika ans cnyxosoro annapata Y® Uctok-Ayamo 7 900
0011294 |A23.25.004.023 |HacTpoiika crnyxoBoro annapara

Tabnetka BbicyluMBaloLLLan ManeHbkas, 1 wT 100
0011296 |A23.25.004.025 |HacTpoiika crnyxoBoro annapara

Tpy6ouka Corda minifit 1,3 (2 L) 200
0011297 |A23.25.004.026  |HacTpoiika crnyxoBoro annapara

Tpy6ouka Corda minifit 1,3 (2 R) 200
[0011298 |A23.25.004.027 |HacTpoiika crnyxoBoro annapara

Tpy6ouka Corda minifit 1,3 (3 L) 200
0011299 |A23.25.004.028 |HacTpoiika crnyxoBoro annapara

Tpy6ouka Corda minifit 1,3 (3 R) 200
[011287 |A23.25.004.016  |HacTpolika crnyxoBoro annapara

Tpy6ouka SLIM TUBE 4.0 (PHONAK) (1 L) 600
[0011288 |A23.25.004.017 |HacTpolika crnyxoBoro annapara

Tpy6ouka SLIM TUBE 4.0 (PHONAK) (1 R) 600
[011285 |A23.25.004.014 |HacTpolika crnyxoBoro annapara

Tpy6ouka SLIM TUBE 4.0 (PHONAK) (3 L) 600
[011286 |A23.25.004.015 |HacTpolika crnyxoBoro annapara

Tpy6ouka SLIM TUBE 4.0 (PHONAK) (3 R) 600
0010590 |A16.08.023 [MpombiBaHME BEpXHEYENIOCTHOM Nasyxu

yepes kateTep (6e3 ctoumocTun

nekapcTBEHHbIX CPeacTB) 1000
0010588 |A16.08.016 [MpombiBaHME NakyH MUHAAMNMH

(6€3 CTOMMOCTM NEeKapCTBEHHbIX NpenapaToB) 900
0010587 |A11.25.003 MpombiBaHWe cpeaHero yxa

(1 cTtopoHa) 1000
0010591 |A11.08.004.2 [MyHKLMSA OKONOHOCOBBIX Ma3yx

MyHKUMSA BEpXHEYENOCTHON Nasyxu C NPOMbIBAHUEM U BBeAEHUEM

NeKkapCTBEHHbIX

npenapartoB (6e3 CTOMMOCTM NeKapCTBEHHbIX Npenaparos) 1800
0010610 |A11.08.004 [MyHKUMSA OKONOHOCOBbIX Nasyx 2000
0010592 |A11.08.004.1 [MyHKUMSA OKONOHOCOBbLIX Nasyx

(6€3 cTOMMOCTM aHEeCTe3nm) 2000
0010598 |A16.25.027 TumnaHoToMUS 600
0010570 (12.25.001 ToHanbHas ayguomeTpusi 1 000
[0010835|A11.08.021.1 [MpombiBaHME OKONIOHOCOBBIX MAa3yX 1 HOCOMTOTKU

TyaneT Hoca nocreonepaLloHHbIN 800
1010594 |A16.08.007 YaaneHne NHOPOAHOro Tena roTku Unn roptTaHu/yxa/Hoca 1800
0010595 |A16.08.054 YaaneHne HoOBoOGpa3oBaHWs MMOTKK

(MVMHOanuH) 6 000
0010596 [A16.25.007 YaoaneHwve yLwHon cepebl

1 cTopoHa 800
0010578 |A16.01.004.5 Xupypruyeckas obpaboTka paHbl Unn MHULMPOBAHHON TKaHN

npu BocnanutenbHblx 3abonesaHunsix JIOP-opraHoB 4 300
0010605 |A16.01.004.6 Xupypruyeckasi o6paboTka paHbl Unn MHPULMPOBAHHON TKaHW

HOCa C HanoXeHWeM LUBOB 2100
17/10 O¢manbmonozusi
17/10/1 KoHcynbmayuu
0010104 |B01.029.001.5 [Mprem (ocMOoTp, KOHCYNbTaUKMs) -oddTanbMOonora NepBnYHbLIN 2500
17/10/2 MaHunynayuu
171 Meduampus
171111 KoHcynbmayuu
17111113 Bbi308 Ha dom
010744 |B01.031.001.32 |[puem (0CMOTp, KOHCYNbTaLMSA) Bpada-neanaTpa nepBuYHbI

BbI3oB negumatpa Ha oom (30Ha 2) 5000
010745 |B01.031.001.33 |Mpuem (0CMOTp, KOHCYMbTaLMSA) Bpada-neanaTpa nepBuYHbI

Bbi3oB negumatpa Ha gom (3oHa 3) 5 500
[010161|B01.031.001.8 [Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-negnaTpa nepBuYHbIN

KoHcynerauus Bpaya-negmarpa Ha JoMy 4 500




1010993

B01.031.001.52

[Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-negnarpa nepBuyHbin. KoHcynsraums

negmartpa Ha fomy (BTOpon pebeHoK) 2000
0010194 1B01.031.001.12  |[puem (0CMOTp, KOHCYNbTaLMsA) Bpada-neauaTpa nepBuYHbI

Ha AoMy, A.M.H./rMaBHbIN cneumannucT/pykoBognTeNb HanpasneHus 6 000
[0101801B01.031.001.11  |[puem (0CMOTp, KOHCYNbTaLKMsA) Bpada-neanaTpa nepBuYHbI

Ha oMy, BeQyLMin cneunanuct 5500
0010920 |B01.031.001.27 |[Npuem (0CMOTp, KOHCYNbTaLUMS) Bpadya-neguaTpa nepBuYHbIv

MartpoHax/KoHcynbTauus neguatpa Ha oMy Nocre BbINUCKK (BbI30B Bpaya Ha

aom) 4 500
1711/1/2 3aoyHble KOHCynbmayuu
[00102151B01.031.001.14  |[puem (0CMOTp, KOHCYNbTaLMSA) Bpada-neanaTpa nepBuYHbI

Bpay - neamarp, 3aodHas KOHCynsTaums 2500
[00102301B01.031.001.15 |[Npuem (oCMOTp, KOHCYNbLTaLMS) Bpadya-neguaTpa nepBuYHbIv

Bpau - neamarp, K.M.H./goueHT/BegyLwimin cneumnanucT

3a04Has KOHCyNbTauust 3500
0010836 |B01.031.001.41  |[Npuem (ocmMOTp, KOHCYNbTauusa) Bpaya-neguarpa nepBuUYHbIv

0.M.H./rMaBHbIN CNeumanucT/pyKoBOAUTENb HanpaBneHns 3ao4Hast

KOHCYnbTaums 4 000
1711114 MueHue epaya
1011065 |B01.031.001.010 |[Npuem (ocmoTp, KOHCYNbTaums) -neguaTpa NepBUYHbIA

MHeHwue Bpava-negmatpa 2000
0011067 |B01.031.001.012 [Npuem (ocmMOTp, KOHCYNbTauus) -neamatpa nepBUYHbIN

MHeHwue Bpava-negmaTtpa, 4.M.H./maBHbIA cneunanmcT/pykoBoauTerns

HanpasneHus 3 000
[011066 |B01.031.001.011 |[puem (ocMOTp, KOHCYNbTaLWs) -neguaTpa NepBUYHbI

MHeHwue akywwepa-rmHekonora, K.M.H./goueHT/BeayLmn cnewmanmnct 2 500
171111 O4Hble KOHCYyIbmayuu
0010103 |B01.031.001.9 Mpuem (ocMOTp, KOHCYNbTaUMS) Bpada-neguaTpa nepBUYHbIA

KoHcynbsraumsa Bpavya-neguatpa nepeg BakumnHaumnen 1 800
[10107921B01.031.001.38 |[Npuem (ocMOTp, KOHCYNbLTaLMS) Bpadya-neanaTpa nepBuYHbIN

nepen BakuuMHaumewn A4.M.H./rmaBHbIA crneunanucT/pykoBoguTenb HanpasneHns 2 200
[10107911B01.031.001.37 |[Npuem (ocMOTp, KOHCYNbTaUMS) Bpaya-neanaTpa nepBuYHbIN

nepea BakuMHaumen K.M.H./goueHT/BeayLumn cneymanmnct 2 000
0010102 |B01.031.001 [Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-negnarTpa nepBuYHbIN 2500
011259 |B01.031.001.019 |Mpuem (ocMOTp, KOHCYNbTaLKMsA) Bpada-neauaTpa nepBuYHbI

KoHcynbraumsa neguatpa nepepg onepaTtvBHbIM BMELLATENLCTBOM 2000
0010153 1B01.031.001.2 [Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-negnaTpa nepBuYHbIN

0.M.H./rmaBHbIV BNeunanuct/pykoBoauTenb OTAeneHns 4 000
[0101421B01.031.001.1 [Mprem (ocMOTp, KOHCYNbTaUMs) -neguaTpa NepBUYHbLIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
[010817|B01.031.002.6 [Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-negnarpa noBTOPHbIN

KpaTkuin (HabnogeHne B AUHaMUKe) 1800
[010101|B01.031.002.4 [Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-neguarpa noBTOPHbIN

KpaTkui 1800
17122 lMpoepaMmbI u akyuu
1712211 Ycnyau dnst 20908bix npo2paMm
17/19 lpokmonozaus
17/19/3 AHecme3usi 8 MPoKmMoJsio2uu
17/19/1 KoHcynbmayuu
0010888 |B01.018.001.4 Mpuem (0CcMOTP, KOHCYNbTaLMSA) -KONOMPOKTOMNOra NepPBUYHbBI

3a04Has KOHCynbTauust 2 500
0010876 |B01.018.001.3 [Mprem (0CMOTp, KOHCYNbTaUKMs) -KONONPOKTOMIora NepBUYHbIN 2500
17/19/2 MaHunynayuu
17/36 lMcuxonozus
17/36/1 KoHcynbmayuu
0010226 |B01.070.009.8 Mpuem (TecTMpoBaHMe, KOHCYNbTaLUMs) NCUXorora NepBUYHbIN

3a04Has KOHCyNbTauus 4 000
0010134 (B01.070.009.6 Mpuem (TecTMpoBaHme, KOHCYNbTaLMs) MEAULIMHCKOIO NCUXONora NepBUYHbI

[EeTCKUA MegULIMHCKUIA Neuxosnor 4 000
0011091 (B01.070.009.9 Mpuem (TecTMpoBaHme, KOHCYNbTaLmMs) MEAULIMHCKOIO NCUXONora NepBuYHbI

OETCKUI MeanLIMHCKUIA NCUXONOTr, K.M.H./AoUeHT/BeayLumii cneunanuet 5000
17112 lMcuxomepanusi, ncuxuampus
171121 KoHcynbmayuu
171121112 3aoyHble KOHCynbmayuu
17/12/1/1 O4Hble KOHCynbmayuu
0010127 |B01.035.009 [Mprem (oCcMOTp, KOHCYNbTaUWs) Bpada-ncmxmarpa NnogpoCTKOBOMO NepBUYHbIN 4 000
0010126 |B01.035.003 [Mprem (0CMOTp, KOHCYNbTaUMs) -NcnxmaTpa NePBUYHbIN

OEeTCKUi ncmxmarp 4 000
[010151|B01.035.003.2 [Mprem (0CMOTp, KOHCYNbTaUMA) -NcnxXmMaTpa NePBUYHbBIN

OETCKUIA ncmxmatp, 4.M.H./rmaBHbIA cneumanucT/pykoBoguTenb HanpasneHus 5000
[0101401B01.035.003.1 [Mprem (0CMOTp, KOHCYNbTaUMA) -NcnxmMaTpa NepPBUYHbIN

OETCKUIA Ncmxmatp, K.M.H./goueHT/BeayLmnn cneymannct 5000




[1010128

B01.034.001.1

[Mprem (O0CMOTp, KOHCYrbTaUMs) -NcnxoTepanesTa NepBUYHbIN

OEeTCKUI ncmxotepanesT 4 000
17127 TMynbmoHosnoz2us
171271 KoHcynbmayuu
[010218|B01.037.001.8 [Mprem (O0CcMOTp, KOHCYbTaUMs) Bpada-nynbMOHOMora NnepBUYHbIN

3a04Has KOHCynbTauus 2 500
[0010129|B01.037.001.2 Mpuem (0cMOTP, KOHCYNbTaLMS) -NyfbMOHONOra NEPBUYHbIN 2 500
17125 Peemamounozusi
171251 KoHcynbmayuu
17131 Cneyuanucm no 2pyGHOMY 8CKapMJIUBaHUIO
171311 KoHcynbmayuu
0010992 3aoyHasi KOHCynbTaumusa cneynanuicta no rpyaHoMy BCKapMIIMBaHUIo 2500
0010688 KoHcynbraums cneumanucTa rno rpygHoMy BCKapMIIMBaHUID 2 500
1714 y3un
0010270 |A04.12.001.1 YneTpassyKkoBas gonnneporpadums apTepuii BEpXHUX KOHEYHOCTEN 1800
0010271 |A04.12.001.001.1 |YnbTpa3sykoBasa gonnneporpadusa apTepui HUKHUX KOHEYHOCTEN 1800
0010300 |A04.12.005.003.1 |QynnekcHoe ckaHMpoBaHWe GpaxuoLedanbHbIX apTepui

COCy[0B rOfIOBHOrO MO3ra U1 LUueun 3500
[0010272|A04.12.002.003.2 |YnbTpa3sykoBas gonnneporpadusa BeH BEpXHUX KOHEYHOCTEN 1400
0010302 |A04.12.002.002.1 |YnbTpa3sykoBasa gonnneporpadus BeH HMKHUX KOHEYHOCTEN 1800
[010301 |A04.12.005.006 |OynnekcHoe ckaHMpOBaHUE UHTPaKpaHuarbHbIX OTAENOB GpaxunouedanbHbIX

apTepwui (cocygoB roriloBHOrO Mo3ra) 2700
0010288 |A04.12.005.005 |OynnekcHoe CkaHMpOBaHWE 3KCTpakpaHuarnbHbIX oTAenoB 6paxmouedansHbix

apTepui (cocygoB Lien) 2700
1010284 |A04.23.001 HenpocoHorpadus (Y3 ronosHoro mosra) 2 300
0010306 |A04.06.003 YNbTpa3ByKkoBOE MCCNEAOBaHNE BUOYKOBOW Xenesbl 2000
[0010785[A04.14.002.2 YnbeTpa3sByKoBoOe MccreoBaHWe XenyHoro ny3blpsi

1 NPOTOKOB

YnbTpa3sByKoBOe MCCreaoBaHNe XenyHoro ny3sblps 1400
1010299 |A04.14.002.001.1 |YnbTpa3ByKoBOE MCCNEA0BaHME XEMYHOro Ny3blps C onpeaeneHMem ero

COKpPaTUMOCTH 1700
0010280 |A04.06.002.1 YnbeTpa3sByKkoBoe nccrnenoBaHue nuMdarnyeckmnx y3nos (ogHa aHaToMmnyeckas

30Ha) 1500
0010305 |A04.20.001 YnbTpa3ByKoOBOE MCCNELOBaHNE MaTKM U NpuaaTkoB TpaHcabaoMuHanbHoe

y geten 1500
0010307 |A04.20.002.2 YnbTpasBykoBOe MCCreoBaHNe MOMOYHbIX XXenes

y Oeten 1 600
0010294 |A04.28.002.003.1 |YnbTpa3BykoBOe MCCNEAOBaHNE MOYEBOrO Ny3blps 1300
0010290 |A04.28.002.005.1 |YnbTpa3BykOBOE MCCNEeA0BaHME MOYEBOIO Ny3bIps C ONpeaerneHnem

OCTaTO4HON MO4YM 1600
0010287 |A04.28.002 YNnbTpa3BykoBOE UCCNELOBaHNE MOYEBbLIBOAALLMNX MyTEN

MOYKKN, MOYEBOM Ny3bipb M MOYETOYHUKN 2100
0010295 |A04.01.001.1 YnbTpa3sBykoBoe nccrnegoBaHue MArkux TkaHen (ogHa aHaToMuyeckasi 30Ha) 1600
0010296 |A04.22.002 YnbTpa3BykoBOE MCCNEAOBaHNE HAAMNOYEeYHNKOB 1100
[010784 |A04.16.001.5 YnbTpasByKOBOE UCCre0BaHNe OpraHoB GpoLLHOW

norocTu (KOMMNMIeKCHoe) 2700
0010293 |A04.16.001.1 YnbTpasBykoBOE MCCreOBaHNE OpraHoB GPHOLLHOM NONoCTH

y oeten 2 600
0010297 |A04.28.003.1 YnbTpa3sByKoBoe nccregoBaHue opraHoB MOLLIOHKM 1800
0010308 |A04.14.001.1 YneTpasBykoBOe MccreaoBaHne neyveHn

y Oeten 1 500
0010304 |A04.15.001.1 YNbTpa3ByKkoBOE MCCNENOBaHWE NOMKENYA0YHOW Xenesbl 1200
0010286 |A04.28.002.001 |YnbTpa3ByKOBOE MCCeaoBaHME MoYeK 1800
0010309 |A04.28.001.1 YnbTpasBykoBoe nccrnegoBaHne novek 1 HaanovYeyHUKoB

y oeten 1 500
0010786 |A04.06.001 YNbTpa3ByKkoBOE MCCNENOBaHNE CENE3eHKN 1100
0010274 |A04.07.002.1 YnbTpa3ByKoBOe MCCreaoBaHNe CIIOHHBIX Xenes 1700
[1010283 |A04.04.001.001.1 |YnbTpa3BykoBOE MccrnenoBaHue TasobeapeHHOro cyctasa 1800
0010292 |A04.03.002 YNnbTpa3BykoBOE MCCNEaoBaHNE NO3BOHOYHMKA

LIenHoro otaena 1400
0010310 |A04.22.001.3 YnbTpa3sByKoBOe MccreoBaHve WUTOBMOHON Xenesbl U NapalluToOBUAHbIX

xernes

LMTOBUAHOM »enesbl 1200
0010298 |A04.22.001.2 YneTpasByKoBOe McCreaoBaHve WUTOBMOHON Xenesbl 1 NapallMToBUAHbIX

xenes 1 500
[0010285|A04.10.002.2 Oxokapaunorpadums (Y3U cepagua) 2400
17124 Yponozus, aHOposnozus
1712411 KoHcynbmayuu yposoea
17/24/1/3 Bbi306 Ha dom
0010168 |B01.053.003.2 Mpuem (ocMOTp, KOHCYNbTaLMSA) -A4ETCKOrO yporiora-aHaponora NnepBuYHbI

Ha gomy 4 500




17/24/1/2

3ao4yHbie KOHCcynbmayuu

17/24/1/4 MHeHue epaya

17/24/1/1 O4Hble KOHCYynbmayuu

17/24/2 KoHcynbmauyuu yponoza-aHdposioza

17124/2/2 3ao4Hble KOHCcyIbmayuu

0010221 |B01.053.003.5 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpada-4eTCKoro yporora-aHgporsora

nepBUYHbIN

3a04Has KOHCynbTauus 2 500
17/24/2/1 O4HblIe KOHCYynIbmayuu
0010119 |B01.053.003 Mpuem (ocMOTp, KOHCYNbTaLMS) Bpada-AeTCKOoro yponora-aHapornora

nepBUYHbIN 2 500
1011099 |B04.053.004.001 |INpocunakrtnyeckuin npuem (OCMOTP, KOHCYNbTaLmMs) Bpadya-4eTcKoro

yponora-aHgporora 2 500
17/24/3 MaHunynsayuu
17/124/4 Onepayuu
0011214 |A16.28.053.001 |ByxMpoBaHMe MOYETOYHMKA

y oeten 16 500
0011207 |A16.28.022.002 [BoccTtaHoBrneHMe MOYETOUMHUKA

3aKpbITUe ypeTepoKyTaHOCTOMbI y AeTew 38 500
1011208 |A16.28.033.001 |MicceyeHne HapyXHO-MOYeny3bIpHOro CBULLa

3akpbITUE 3NMUUCTOCTOMBI Y AETEN 27 500
1011209 |A16.28.090.001 |McceveHune kucTbl ypaxyca

y geten 55 000
0011217 |A16.28.045.002 |KnunupoBaHue SiM4KOBOWM BEHbI C UCMOMb30BaHNEM BUOEOIHAOCKOMMYECKUX

TEXHOMOornM

y oeten 20 000
0011218 |A16.28.045.001.0(MNepeBsizka 1 nepeceyeHne ANYKOBOI BEHbI C UCMOSIb30BAHMEM

BMOE03HOO0CKOMNYECKUX TEXHOMOUIA

KnunuposaHune/nepeBsiska roHagHON (AMYKOBOW) BEHbI Y AETEN 25000
0011194 |A16.28.004.001.00JTanapockonuyeckas HechpaKTOMMS

y Aetew, 1 kateropus 77 000
0011195 |A16.28.004.001.00JTanapockonuyeckast HechpaKTOMMSA

y OeTen, 2 kateropus 132 000
0011196 |A16.28.071.001.0JNcceveHne KMCTbI NOYKM Nanapockonuyeckoe

y Aetew, 1 kateropus 110 000
0011197 |A16.28.071.001.0JNcceveHne KMCTbl NOYKM Nanapockonuyeckoe

y Aetew, 2 kateropus 165 000
0011198 |A16.28.037.001 |YpeTpanbHasa meaToToMus

MeaTtoTomusa ¢ nnacTMKon mMeatyca y Aeten 49 500
0011120 |A16.21.010.004 |OpxobyHUKYNaKTOMMUS 15 000
0011201 |A16.21.036.001 [[nacTuka MOLLOHKM

y aeten 38 500
[011187 |A16.21.014.003  |PeKOHCTPYKTMBHasi orepaLus Ha MOroBOM YSieHe

[MnacTtuka nonoBsoro yneHa y geten, 1 kareropus 44 000
0011188 |A16.21.014.004 |PeKOHCTpPYKTMBHasi onepaLus Ha MOrMOBOM YSleHe

[MnacTtvka NonoBoro uneHa y aeten, 2 kateropus 55 000
0011189 |A16.21.014.005 |PeKOHCTpPYKTMBHasi orepaLus Ha MOrMoOBOM YSleHe

[MnacTtuka nonoBoro uneHa y geten, 3 kareropus 66 000
0011110 |A16.21.038.001 |[nacTuka y34eyku NonoBoro YneHa

y Oeten 27 500
0011200 |A16.21.016.003  |[poTe3upoBaHne snyka

(6e3 cToMMOCTM UMMNaHTa) y AeTen 25000
0011215 |A16.28.001.001.004YpeckoxxHas NyHKLUMOHHAst HEPOCTOMUS NOA KOHTPOSMEM YrbTPa3BYKOBOIO

uccrnenoBaHus

y oeten 27 500
1011210 |A16.28.089.001  |[yHKUMOHHOE OpEHMPOBaHME, CKNepO3MPOBaHNE KUCTbI MOYKM

Mop Y3-HaBurauven y aeten 55 000
0011211 |A11.28.004.001.00NyHKUMA 1 acnupaumsa U3 KUCTbl NOYKN UM MOYEYHON NTIOXaHKW NOA KOHTpOrem

yNbTPa3BYKOBOMO UCCIeA0BaHNS

y oeten 27 500
0011124 |A16.21.009.001 [PeBun3unsi MOLLIOHKK 20 000
0011192 |A16.28.007.001.00 Pe3ekuuns MOYETOMHUKE U JTOXaHKU C NNacTUKOM JTOXaHKN U MOYETOYHMKA

Jlanapockonuyeckasi nuenonnacTuka y getew, 1 kareropus 80 000
0011193 |A16.28.007.001.00 Pe3ekumns MOYETOMHUKE U JTOXaHKU C NNacTUKOM JTOXaHKN U MOYETOYHMKA

Jlanapockonuyeckasi nuenonnacTvka y getew, 2 kareropus 100 000
1011202 |A16.28.075.001.0Q TpaHcypeTpanbHOe pacceyeHune ypetepouene

y Oeten 35000
0011199 |A16.21.043.001 |YmaneHue pobpokayecTBeHHbIX HOBOOOPa3oBaHMI NOMOBOIO YreHa

y oeten 10 000
[011122 |A16.28.077.001 |YoaneHue kateTepa U3 BEPXHMX MOYEBbLIBOASALLMX NyTEN

YpaneHne cTeHTa MOYETOYHUKa 10 000
1011206 |A16.28.019.001 |YpeTepokyTaHeoCTOMUS

y Oeten 38 500




[1011190

A16.28.038.001.00

BoccraHoBneHve YPETPbI C NCNOMb30BaHNUEM KOXHOIO JTOCKyTa

Ypetponnactuka y getew, 1 kateropms 71500
0011191 |A16.28.038.001.00 BoccTaHOBRNEHME YPETPLI C UCMONMb30BAHNEM KOXHOIO JIOCKYTa

YpetponnacTtuvka y getew, 2 kateropms 104 500
[0011123 |A11.28.012.007 |YcTaHOBKa CTeHTa B MOYEBbIBOASALLME NYTH 15 000
0011204 |A16.28.029.003.0( TpaHcBe3mKanbHasi aneKTpoaKCcLmM3nst HOBOOOpPa3oBaHWst MOYEBOTO My3bIpsi

Linctockonuyeckoe yganeHne HoBooOpa3oBaHMi MOYEBOrO Ny3bIps Y AeTen 30 000
[1011212 |A03.28.001.005 |Linctockonus

[wnarHocTnyeckas y geten 10 000
0011213 |A03.28.001.001.00LiucTockonusa ¢ MogenvpoBaHNEM YCTbSt MOYETOYHUKA

OHpgockonuyeckas Koppekums ycTbss ModeToqHuka npu NMMP (6e3 yyeta

CTOMMOCTW MpenapaTta) y aetewn 30 000
0011205 [A16.28.025.003 [SnuumcTocTomMUsA

y aeten 25 000
17/6 @PyHKUUOHanbHasi duazHOCMuKa
17/6/1 KoHcynbmayuu
1716/2 MaHunynayuu
0010267 |A05.10.008.3 XonTepoBCKOe MOHUTOPUPOBaHUE

cepaeyHoro putma (48 yacos) y geten 4 200
0010266 |A05.10.008.2 XonTepoBCKOe MOHUTOPUPOBaHUE

cepaeyHoro putma (72 vaca) y geten 3 300
0010257 |A05.10.008.1 XonTepoBCKOe MOHUTOPUPOBaHUE

cepaeyHoro putma (24 vaca) y geten 2400
0010259 |A05.10.006.3 Pernctpaums anekTpokapamorpaMmmbl

y Aetew ¢ pacumdpoBKon 800
1010258 |A02.12.002.001.1 |CyTO4HOE MOHUTOPUPOBaHME apTepPUanbLHOro

OaBneHvs y geten 1700
0010264 |A12.10.001 OnekTpokapaunorpadgmsa ¢ pumsnyeckomn

Harpyskomn

(OKT c Harpy3kon) y aeten 1250
1717 Xupypausi,opmonedusi
171711 KoHcynbmayuu
17171113 Bbi306 Ha dom
17171112 3aoyHble KOHCynbmayuu
17171114 MueHue epaya
1717111 O4Hble KOHCYnbmMayuu
[00101321B01.050.001.1 Mpuem (0cMOTp, KOHCYNbTaUMSA) -TpaBMaTosfiora-opToneaa nepeUYHbIN 2 500
[0010120|B01.010.001 [Mprem (OCcMOTp, KOHCYNbTaUMS) -OETCKOro XMpypra nepBUYHbIN 2500
[011064 |B01.010.001.003 |Mpuem (0CMOTp, KOHCYMNbTaLMSA) -4ETCKOrO XMpypra nepBUYHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
0011086 |B01.010.001.004 |[Npuem (ocMOTp, KOHCYNbTaLms) -4€TCKOro XMpypra nepBUYHbIv 1800
171712 MaHunynayuu
[0010732]|A16.01.012.2 BckpbiTne u apeHnpoBaHue drermoHsl (abcuecca)

BckpbiTue rHonHoro ovara 6onee 3 cM (1 wT) y getent 3900
[0010731|A16.01.012.1 BckpbiTve u apeHupoBaHue drermoHsl (abcuecca)

BckpbiTne rHonHoro ovara o 3 cm (1 W) y geten 2000
0010738 |A16.01.012.12 BckpbiTne u apeHupoBaHue drermoHsl (abcuecca)

BckpbiTve 1 gpeHMpoBaHme KOCTHOrO naHapuuus y aetemn 6 600
[0010739|A16.01.012.13 BckpbiTie u apeHupoBaHue drermoHsl (abcuecca)

BckpbiTve 1 opeHnpoBaHue NapoHuxus y geten 3 300
[0010735]|A16.01.012.9 BckpbiTve u apeHnpoBaHue drermoHsl (abcuecca)

BckpbiTre n gpeHnpoBaHve NOAKOXHOIO NaHapuums y AeTen 3 300
0010736 |A16.01.012.10 BckpbiThe u apeHupoBaHue drermoHsl (abcuecca)

BckpbiTve 1 gpeHmpoBaHmMe NOAHOITEBOro NaHapuuns y aeten 3 300
0010737 |A16.01.012.11 BckpbiTve u apeHnpoBaHue drermoHsl (abcuecca)

BckpbiTre 1 gpeHMpoBaHMe CyXOXWUIbHOMO NaHapuums y AeTen 5500
[010728 |A16.01.001.5 YaaneHvne noBepxHOCTHO PacnofioXXeHHOro MHOPOAHOro Tena

M3BneyeHne NHOPOZHOro Terna MArkMX TKaHen NoBepXHOCTHOro y Aetent Coun 1500
010726 |A16.01.018.8 YnaneHve JobpokadecTBEHHbIX HOBOOGPa30BaHWIA NOAKOXKHO-KMPOBOM

KneT4yaTku

WcceyeHne nobpokavecTBEHHbIX HOBOOOPAa3oBaHWI MArkux TkaHen 5 - 10 cm y

neten Coun 8 200
0011145 |A16.01.018.004 |YoaneHue nobpokavyecTBEHHbIX HOBOOOPA30BaHMIA MOAKOXHO-KMPOBOM

KneTyaTku

WcceyeHne nobpokavecTBEHHbIX HOBOOOPa3oBaHWI MArkux TkaHen 5 - 10 cm y

neten Coun, K.M.H./aoLEHT/BegyLmi cneynanmct 11 200
0010727 |A16.01.018.9 YnaneHvne JobpokadecTBEHHbIX HOBOOGPa30BaHWIA NOAKOXKHO-KMPOBOM

KneTyaTku

Mcceverne nobpokavyecTBEHHBIX HOBOOOPa30BaHWIA MSArkUx TkaHeln 6onee 10

cm y geten Coun 12 400




[011146

A16.01.018.005

YnaneHvne gobpokayecTBeHHbIX HOBOOGPa30BaHWI MOAKOXHO-XUPOBOM
KneTyaTku

Mcceverne nobpokavyecTBEHHBIX HOBOOOPA30BaHWIA MSArkUx TkaHeln 6onee 10
cm y getent Coun, K.M.H./goUeHT/BegyLwmi cneunanmct

18 600

[1010725

A16.01.018.7

YaaneHve pobpokayecTBEHHbIX HOBOOOPaA3oBaHUI NOOKOXKHO-KMPOBON
KrnetyaTkm

McceveHne nobpokavecTBeHHbIX HOBOOOPa3oBaHWI MArKMX TKaHel 4o 5 cM y
neten

Couun

4900

11011144

A16.01.018.003

YnaneHvne [obpokadecTBEHHbIX HOBOOOPA30BaHWU NOOKOXHO-KNMPOBOW
KneT4yaTku

Mcceverne nobpokavyecTBEHHBIX HOBOOOPa3oBaHWI MSArKMX TKaHel 4o 5 cm y
nerten

Coun, K.M.H./goueHT/BegyLLmi cneumnanmct

7 500

[1010636

A15.01.001

HanoxeHune NoBA3KM Npy HapyLLEHUW LIENOCTHOCTM KOXHbIX MOKPOBOB
HanoxeHne NoBA3KM Ha YNACTYHO paHy NpW HapyLLUEHUN LLeNOCTHOCTU KOXHbIX
NoKpoBoB (40 3 cM) y AeTen

1000

1010769

A16.01.004.16

Xupypruyeckasi o6paboTka paHbl U MHPULMPOBAHHON TKaHW
y oeten

2200

[1010644

A16.01.027.1

YnaneHue HOrTeBbIX NNACTUHOK
Pesekunst HortreBon NacTUHKM C NNACTUKON HOTTEBOIO Banuka y aeten

5 500

[1010733

A16.01.027.4

YoaneHve HOrTeBbIX NNAcTUHOK
Pesekuust HOrTeBow NNacTuHbI NPy BpocLleM Horte ¢ 1 cTopoHbl y Aeten Coumn

2900

[1010734

A16.01.027.5

YoaneHve HOrTeBbIX NNACTUHOK
Pesekuust HOrTeBon NnacTuHbl NPY BPOCLLEM HOTe € 2 CTOPOH y aeten Coumn

5 000

[1010624

A16.30.069.1

CHATMe nocrneonepaunoHHbIX LWBOB (NuraTtyp)
1 woB y geten

800

1011171

A16.30.069.004

CHATMe nocrneonepaunoHHbIX LBOB (nuraTtyp)
1 WoB y getewn, K.M.H./OoUeHT/BegyLuin cneunanmnct

750

1010958

A11.28.007.001

KaTteTepusauns mo4eBoro ny3sbips
YcTaHoBKa MoO4eBOro katetepa HenatoHa

1000

[1010959

A11.28.007.002

KateTepusauus MoOYEBOro MNy3bIps
YcTaHoBKa Mo4eBoro katetepa dones

1200

171713

Onepayuu

[1010695

A16.30.001.001.3

OnepaTnBHOE neyeHne NaxoBo-6epeHHON rpbiXkK C NCMOMNb30BaHNEM
BMAE03HOO0CKOMUYECKNX TEXHONOMMN
[OBYCTOPOHHEe Y aeTen

20 000

1011133

A16.30.001.001.00

OnepaTnBHOE NneveHne NaxoBo-6epeHHON rpbiXkK C UCNONb30BaAHNMEM
BWOE03HOOCKONNYECKNX TEXHOMOTMI
[OBYCTOPOHHee y AeTen, K.M.H./aoueHT/BegyLmnin cneynanmct

25000

[1010694

A16.30.001.001.2

OnepaTnBHOE neyeHne NaxoBo-6e4peHHON rPbKN C MCMONb30BaHUEM
BWOE03HOOCKOMNNYECKMX TEXHONOI I
OOHOCTOPOHHee y aeTen

17 000

1011134

A16.30.001.001.00

OnepaTnBHOE NeveHne NaxoBo-6epeHHON rpbiXkK C UCMONb30BAHNMEM
BWAE03HOOCKONNYECKNX TEXHOMOTUI
OOHOCTOPOHHEE Yy AeTen, K.M.H./goueHT/BegyLun cneumannct

22 000

[1010698

A16.30.004.009

Onepauusi Npu rpbixxe CNMrenMeBon NUHUK XMUBOTA
IpbikeceyeHne nNpu rpbbke 6€non NMHUK XneoTa/napaymbunmkansHom
(okononyno4Howm rpbbxe) y aeten

10 000

[1011135

A16.30.004.009.00

Onepauus Npu rpbixe CNMrenMeBon NMIMHUK XWUBOTA
IpbikeceyeHne nNpu rpbbxe 6enon NMHUK XnBoTa/napaymbunmkansHom
(okononynovHowm rpbixe) y AeTen, K.M.H./ooueHT/BedyLwmn cneumanuct

15 000

[1010693

A16.30.001.3

OnepaTnBHOE NieyYeHre NaxoBo-6eapeHHO rpbixK
[BYCTOPOHHee y AeTeii

20 000

[1011136

A16.30.001.007

OnepaTnBHOE NeYeHne NaxoBo-6epeHHON rpbiku
[OBYCTOPOHHee y AeTen, K.M.H./aoueHT/BegyLmin cneynanmct

25000

[1010692

A16.30.001.2

OnepaTuBHOE NeYeHne NaxoBo-6epeHHO rpbixK
OQHOCTOPOHHEE Y AeTen

17 000

1011137

A16.30.001.008

OnepaTnBHOE NeYeHne NaxoBo-6epeHHON rpbiku
OOHOCTOPOHHEE Yy AeTen, K.M.H./gouUeHT/BeayLun cneumanmnct

22000

[1010691

A16.30.002

OnepaTtnBHOE NeYeHne NynoYHOW rpbixm
pbkeceyeHne Npu NyrnoYHon rpbbxe 6onee 3 cm ¢ popMmpoBaHem
Heonynka y aeten

25000

1011138

A16.30.002.004

OnepaTtnBHOE NeYeHne MynoYHOM rpbbku
IpbikeceyeHne nNpu NyrnoYHon rpbhxe 6onee 3 cm ¢ hopMmpoBaHeEM
Heonymnka y geten, K.M.H./aoueHT/BegyLmi cneunanmct

30 000

[1010670

A16.30.002.2

OnepaTtnBHOE NeYeHNne MynoYHOM rPbbKu
[pbbkeceyeHne Npu NynoYHOM rpbbke MeHee 3 CM y aeTen

15 000

11011139

A16.30.002.005

OnepaTtnBHOE NeYeHne NynoYHOW rpbixm
IpbkeceyeHne Npu NynoYHON rpbixe MeHee 3 CM y AeTen,
K.M.H./OouUeHT/BegyLwmnin cneumanmct

18 000

[1010710

A03.30.008

[unarHocTu4eckas nanapockonus groopecLeHTHasa

[wnarHocTuyeckas nanapockonus y geten

20 000




11011140

A03.30.008.001

OnarHocTnyeckas nanapockonus criroopecLeHTHas
[wnarHocTnyeckas nanapockonus y geTen, K.M.H./QoueHT/BeayLni
cneumanuct

25000

[1010704

A16.30.007.003

OpeHnpoBaHme KUCT BPIOLLHOM NONoCTH
McceyveHmne KUCT opraHoB GPHOLLHON NOMOCTU 1 KaTeropum CroXXHOCTU (pasmep
KnCThbl 0o 5 cm) y oeten

44 000

[011147

A16.30.007.003.0d

[peHnpoBaHmne KUCT OPOLLHONM NONoCcTH
McceveHmne kncT opraHoB GPIOLLHON NOMOCTU 1 KaTeropum CroXHOCTU (pa3mep
KMCTbI 4O 5 cM) y AeTel, K.M.H./OoLUeHT/BegyLwuii cneumanmct

66 000

1010705

A16.30.007.003.1

[peHvpoBaHue KUCT BPIOLLIHON NOMOCTH
McceyeHmne KMCT opraHoB GPIOLLHON MOMOCTM 2 KaTeropunm CroXHOCTH (pasmep
KucTbl 6onee 5 cm) y oeten

66 000

[1011148

A16.30.007.003.00

[peHnpoBaHme KUCT OPOLLHONM NONoCTH
McceveHmne knCT opraHoB GPIOLLIHON NOMOCTUN 2 KaTeropum CroXHOCTU (pa3mep
KuCTbl 6onee 5 cm) y geTen, K.M.H./goUeHT/BegyLumii cneunanuct

99 000

[1010714

A16.21.037.002.1

VcceyeHme KUCTbl CEMEHHOIo KaHaTuka
VcceveHune kncTbl NpyaaTtka anyka (cnepmarouerne) y getemn

15 000

1011150

A16.21.037.002.00

McceyeHmne KMCTbl CEMEHHOIO KaHaTuka
McceuweHme KMCTbI MpuaaTtka siudka (cnepmarouene) y getewn,
K.M.H./goueHT/BegyLimmn cneumanuct

18 000

[1010722

A16.19.024.7

McceyeHne anuTennanbHOro KOn4YmkoBoro xoada
McceveHne nnNoHnaanbHOM KUCTbI (KUCTbI KOM4YMKa, SNUTenuanbHom
KOMYMKOBOW KMNCTbI) 6€3 BTOPMYHOIO CBULLEBOrO Xo4a y AeTen

27 500

1011151

A16.19.024.002

McceyeHne anMTennanbHOro KOn4YmMKoBOro xoada

McceveHne nnnNoHnaanbHOM KUCTbI (KMCTbI KOMYMKa, SNUTenuanbHom
KOMYMKOBOW KNCTbI) 6€3 BTOPMYHOIO CBULLEBOrO Xo4a Y AeTeN,
K.M.H./AouUeHT/BegyLmnin cneumanmct

41 300

[1010723

A16.19.024.8

VcceuveHne annTennanbHOro KON4YMKoBOro Xoaa
VcceveHne NnnoHnaanbHOM KNCTbI (KVICTbI Korn4uka, anMTenvanbHowm
KOM4YMKOBOW KVICTbI) M BTOPUYHOIO CBULLIEBOro Xoga y aeten

38 500

[1011152

A16.19.024.003

VcceyeHune annTenuanbHOro Kon4mMkoBoro Xoaa

McceveHne nUNoHnaansHOM KUCTbI (KUCTbl KOMYMKa, SNUTenuanbHom
KOMYMKOBOW KUCTbI) 1 BTOPMYHOIO CBULLEBOTO Xoaa Y AETEN,
K.M.H./goueHT/BegyLimmn cneumanuct

57 800

[1010724

A16.19.024.9

McceyeHne anvTenmanbHOro KOM4YMKoBOro xoga

McceyeHne nunoHnpanbHom KUCTbI (KUCTbI KOMYMKa, anUTenmnansHom
KOMYMKOBOW KUCTbI) METOAOM MEepeMELLEHHOro KOXXHOro nockyta Bascom Il/no
Jlumbepry y neten

44 000

[1011153

A16.19.024.004

McceyeHne anvTenmanbHOro KOM4YMKoOBOro xoga

McceyeHne nunoHnpansHom KUCTbI (KUCTbI KOMYMKa, aNUTenmnansHom
KOMYMKOBOW KUCTbI) METOAOM MEepeMELLEHHOro KoXXHOro nockyta Bascom Il/no
JIumbepry y geten, K.M.H./0oUeHT/BegyLumii cneunanucT

66 000

[1010706

A16.21.018

Hun3BeneHue anyka
Hu3BeneHune anyka (onepauus Cokonosa, MNMetpeBanbckoro-Lemakepa) ¢ 1
CTOpOHbI y AeTen

27 500

[1011149

A16.21.018.002

Hu3BeneHue snuka
HuseeneHue anyka (onepaumnsa Cokonosa, NeTpeBansckoro-Llemakepa) ¢ 1
CTOPOHbI Yy AeTeu, K.M.H./AoueHT/BegyLmn cneumanucT

30 500

1010666

A16.21.013.6

O6pe3aHwue KpariHel nNnoTu
y oeten

15 000

[1011156

A16.21.013.001

O6pe3aHue KpariHel nNnoTu
y OAeTen, K.M.H./ooueHT/BegyLwimin cneumanuct

25000

[1010720

A16.20.003.001

CanbnnHro-0ogopaKTOMMS C UCMOMNb30BaHNEM BUAEOIHAOCKOMUYECKNX
TEXHOMormn

OBapnoakToMus (yaaneHue amdHuka)/agHekcakTommns (yaaneHme anyHmnka n
MaTo4HOW TpyObl) C 1 CTOPOHbI Nanapockonuyeckas y aeTen

30 000

[1011154

A16.20.003.001.0d

CanbnnHro-ooopaKTOMMS C MCMOMb30BaHNEM BMOE0IHAOCKONMYECKNX
TexXHonornm

OBaproakToMUS (yYaaneHue anyHuka)/agHeKcakToMus (yaaneHvme sudHmnka u
MaTo4HOM TPyObl) C 1 CTOPOHLI Manapockonuyeckas y aeten,
K.M.H./OouUeHT/BegyLumnin cneumanmct

45 000

1010721

A16.20.003

CanbnuHro-0ogopaKTOMMUS NanapoToMmyeckas
OBapnoakToMus (yaaneHue amdHuka)/agHekcakTommns (yaaneHme anyHmnka n
MaToYHOWM TpyObl) C 1 CTOPOHBI OTKPLITas y AeTeN

30 000

[1011155

A16.20.003.008

CanbnuHro-0ogopaKTOMMS NanapoToMmyeckas

OBapnoakToMus (yaaneHue smdHuka)/agHekcakTommns (yaaneHme anyHmnka n
MaToYHOW TPyObl) C 1 CTOPOHbI OTKPLITas y AETEN, K.M.H./OOLEHT/BeayLLnii
cneumanucT

45 000

[1010713

A16.28.045.004.4

MepeBsa3ska 1 nepeceyeHne ANYKOBOW BEHbl CyOUHIBMHANbLHOE
Onepauus npu Bapukouene nanapockonuyeckas (ViBaHuccesuya, Nanomo) y
neten

20 000

1011158

A16.28.045.004.00

MepeBsizka 1 nepeceyeHre ANYKOBOWN BeHbl CYOUHIBUHANbLHOE
Onepauus npu Bapukouene nanapockonudeckas (MBaHucceswnya, Nanomo) y
OeTewn, K.M.H./ooueHT/BegyLumi cneumanmct

25000




[1010712

A16.28.045.004.3

MepeBsizka 1 nepeceyeHre ANYKOBON BeHbl CYOUHIBUHAMNbHOE
Onepauus npy Bapukouene oTkpbiTasa (MBaHuccesuya, MNanomo) y aeten

20 000

[011157

A16.28.045.004.00

MepeBAa3ska 1 nepeceyeHne ANYKOBOW BEHbI CYOUHIBMHANBHOE
Onepauus npu Bapukouene oTkpbiTas (MiBaHucceBuya, [Nanomo) y aeten,
K.M.H./OouUeHT/BegyLmnin cneumanmct

25000

1010699

A16.21.025.4

MnacTtuka obonoyek anyka
Onepauus npy BoasiHke Andka BpoxaeHHow (onepaumsa Pocca)/kucte
CeMeHHOro KaHaTuka y aeten

20 000

11011159

A16.21.025.001

[MnacTtuka obonoyek simyka
Onepaums npu BoasHKe sAndka BpoxaeHHon (onepaumsa Pocca)/kncte
CEeMEHHOro KaHaTuka y AeTel, K.M.H./OoueHT/BeayLuii cneumanuct

25000

1010700

A16.21.025.5

MnacTtuka obonoyek anyka
Onepauusi npu BoasiHKe sindka npnobpeTeHHow (onepauuns BuHkenbsMaHHa) y
nerten

20 000

[1011160

A16.21.025.002

MnacTtmka obonoyek anyka
Onepaums npu BoasHKe Andka npuobpeteHHow (onepauunsa BuHkenbmaHHa) y
OeTen, K.M.H./goueHT/BeayLumi cneunanuct

25000

1010709

A16.21.018.1

Hu3BegeHue anyka

Onepauusa doenepa-CredaHca npu abgommnHanbHOM Kpuntopxmuame 1 atan,
nanapocKonnyecku

y oeten

33 000

1011163

A16.21.018.003

Hu3BegeHue anyka

Onepauusa doenepa-CredaHca npu abgommuHanbHOM Kpuntopxmuame 1 atan,
nanapockonMyecku

y AeTew, K.M.H./aoueHT/BegyLmnin cneumanmct

49 500

[1010711

A16.21.018.2

Hu3BeneHue snuka
Onepauus dosnepa-CredhaHca npu abaoMUHaNLEHOM KpUNTOpXn3Me
2 aTan, KoOMBMHUPOBaHHAas (NTaNapOCKONMYECKUIA 3Tan + OTKPbITLIN) Y AeTEN

49 500

[1011164

A16.21.018.004

Hu3BeneHue snuka

Onepauus dosnepa-CredhaHca npu abaoMUHaNLEHOM KpUNTOpXn3Me

2 aTan, KoMBMHUPOBaHHas (NanapoOCKOMNMYECKMIA aTan + OTKPbITLIN) ¥ AeTeN,
K.M.H./goueHT/BegyLimmn cneumanuct

74 300

[1010702

A16.18.022.001.1

PasobLeHre cpalleHmin Nnpu cnaevyHom HenpoxoguMocTH C MCMONb30BaHWEM
BMAE03HOO0CKOMUYECKNX TEXHONOMMN

PacceueHune cnaek GproLLIHO NONOCTU Nanapockonuyeckoe ¢ BBEAEHNEM
npotusocnae4Horo 6apbepa (6e3 ctoumoctn 6apbepa) 1 kateropum
CMNOXHOCTY (Hanuyne cnaek B 1 permoHe OpIOLLHOM NONOCTW) y AeTen

35000

11011165

A16.18.022.001.00

Pa3zobLueHune cpalleHnin Npu cnaeqyHo HenmpOXoaAMMOCTH C UCTIONb30BaHNEM
BWOE03HO0CKOMNYECKUX TEXHOMOTUI

PacceyeHne cnaek GploLwHON NMOMOCTM Nanapockonuyeckoe ¢ BBEAEHNEM
npoTmBocnaeyHoro 6apbepa (6e3 ctoumocTn 6apbepa) 1 kaTeropum
CNOXHOCTK (Hanuyne cnaek B 1 pervoHe GprOLLHON NONocTn) y aeten,
K.M.H./goueHT/BegyLimmn cneumanuct

50 000

[1010707

A16.21.009.2

PeBu3usi MOLLIOHKM
PeBu3usi naxoBoro kaHana npv KpUNTopxmame (Npy BbICOKOM CTOSIHUM sidka) C
1 CTOpPOHbI y peTen

20 000

1011161

A16.21.009.002

PeBnauns MOLLOHKK
PeBun3ns naxoBoro kaHana npv KpunTopxmame (Mpy BbICOKOM CTOSIHUM SiYKa) C
1 CTOpOHbI Y AeTeN, K.M.H./OoUeHT/BegyLumii cneunanuct

25000

[1010697

A16.30.002.001

OnepatuBHOE neveHre NynoYHON rpbikn C MCMONb30BaHNEM
BMAE03HAOCKONUYECKNX TEXHOIOTWN

CumynsTaHHas (og4HOBpeMeHHas) onepaums Npy NyrnoYHoW U NaxoBOW rpbbke
OBYCTOPOHHen (nanapockonuyeckn PIRS, 6e3 pa3pesos) y aeten

35000

[1011170

A16.30.002.001.00

OnepaTtnBHOE NeYeHNne MyrnoYHON PbKK C UCMOMNb30BaHNEM
BMOE03HO0CKOMNYECKUX TEXHOMOTUI

CumynesraHHas (ogHOBpeMeEHHas) onepauus npy nynoYHon 1 naxoBow rpbbke
[OBYCTOPOHHeN (nanapockonuyeckn PIRS, 6e3 pa3pesos) y oeten,
K.M.H./goueHT/BegyLimmn cneumanmct

40 000

1010696

A16.30.002.001.1

OnepaTtnBHOE NeYeHne MyrnoYHON PbKK C UCMOMNb30BaHNEM
BWOE03HO0CKOMNYECKNX TEXHOMOTUI

CumyneraHHas (ogHOBpeMeEHHas) onepauus npy nynoYHon 1 naxoBow rpbbke
OOHOCTOPOHHeEW (nanapockonuyeckn PIRS, 6e3 pa3pesos) y aeten

30 000

11011169

A16.30.002.001.0d

OnepaTt1BHOE NEeYeHNEe MyMNOYHOMN FPbIKK C UCTONb30BaHUEM
BMOE03HOO0CKOMMYECKUX TEXHOMOUIA

CumynsTaHHas (o4HOBpeMeHHas) onepaums nNpy NyrnoYHoW 1 NaxoBOW rpbbxe
OOHOCTOPOHHeW (nanapockonuyeckn PIRS, 6e3 paspe3os) y geten,
K.M.H./OouUeHT/BegyLmnin cneumanmcT

35000

1010701

A16.14.009.002

XoneuncTakToMusl nanapocKkonuyeckast
YnaneHue )enyHoro ny3bipsi (XONneumncTaKTOMUS) nanapockonmyeckas y aeTen

35000

1011172

A16.14.009.002.00

XoneuncTakToMusl nanapocKkonuyeckast
YaaneHue XenyHoro ny3blpsi (XoneumMcTaKTOMUS) nanapockonuyeckas y AeTen,
K.M.H./goueHT/BegyLimmn cneumanuct

45 000

[1010716

A16.20.001.001.5

YaaneHue KACTbl SMYHMKA C UCTMONb30BaHNEM BUAEO03HAOCKOMNYECKNX
TEXHOOrnMn

YnaneHue kucTbl sndHuka 6onee 10 cm B guamMeTpe nanapocKonMyecky y
nerten

55 000




[011174

A16.20.001.001.0d

YaaneHue KACTbl SMYHMKA C UCTMONb30BaHNEM BUAEO3HAOCKOMNYECKNX
TEXHOSOrnM
YnaneHue kucTbl sndHuka 6onee 10 cm B guamMeTpe nanapocKonMyecky y

OeTewn, K.M.H./ooueHT/BegyLimi cneumanmct 65 000
[0010715|A16.20.001.001.4 (YoaneHune KACTbl SIMMHMKA C UCMONb30BaHNEM BUOEO3HOOCKOMNNYECKNX

TEXHOMNormn

YnoaneHve kucTbl amdHuka go 10 cM B gmamerpe nanapocKonuyeckun y getewn 40 000
0011173 |A16.20.001.001.0(4 YoaneHune KACTbl IMYHMKA C UCMOMb30BaHNEM BUOEO3HOOCKOMNNYECKNX

TEXHOMNormn

YnoaneHne kucTbl aMdHuka go 10 cM B AMameTtpe rnanapockonuyecku y aeten,

K.M.H./OouUeHT/BegyLwmnin cneumanmct 50 000
0010717 [A16.20.001 YpaneHue KUCTbl AnYHUKa

y Oeten 40 000
0011175 |A16.20.001.002 |YoaneHue KUCTbl SIMYHKKA

y AeTew, K.M.H./aoueHT/BegyLmnin cneumanmct 50 000
0010719 |A16.20.017.001.1 |YoaneHue napaoBapuanbHOW KUCTbl C MCMNOMb30BaHNEM

BMAE03HO0CKOMUYECKNX TEXHONOMMN

YnaneHve napaoBapuarnbHol KUcTbl 6onee 10 cM nanapockonmMyecky y aetemn 45 000
0011177 |A16.20.017.001.0QYoaneHne napaoBapuasnibHON KUCTbI C UCMOMb30BAHUEM

BWAE03HO0CKOMUYECKNX TEXHONOMMN

YnaneHve napaoBapuanbHoi KUCTbl 6onee 10 cMm nanapocKkonuyeckn y AeTen,

K.M.H./goueHT/BegyLimmn cneumanuct 50 000
0010718 |A16.20.017.001 |YmaneHue napaoBapuanbHOW KUCTbI C MCMOMb30BaHNEM

BMAE03HOO0CKOMUYECKNX TEXHONOMMN

YnaneHve napaoBapuarnbHou KucTbl 4o 10 cM nanapockonuyecku y getemn 40 000
0011176 |A16.20.017.001.00 YoaneHne napaoBapuarnbHOW KUCTbI C MCMNOMb30BaHNEM

BMAE03HOO0CKOMUYECKNX TEXHONOMMN

YaaneHve napaoBapuanbHoi kMcTbl 4o 10 cM nanapockonuMyecku y oeTen,

K.M.H./OouUeHT/BegyLLuunii cneumanmcT 45 000
0010708 |A16.21.010.3 OpxunakTomus

YoaneHve auuka y geten 15 000
1011162 |A16.21.010.005 |OpxuakTomus

YaaneHve sindka y geten, K.M.H./goueHT/BeayLmn cneymanmnct 20 000
17117 Bkcnpecc mecmabl
[0010851|B03.016.002.001 |O6WmMIN aHanu3 KpoBM (3Kkcnpecc) 700
0010795 |A26.08.072.1 MMmyHOoxpomatorpadmyeckoe akcnpecc-nccnegoBaHme HOCOrI0TOMHOIO

Maska Ha Bupyc rpunna A

Panng-COVID-19 + lpunn A/B-AHTureH 1 800
17/20 SHOOoKpuHoo2ust
17/20/1 KoHcynbmayuu
17/20/1/3 Bbi308 Ha Oom
17/20/1/2 3aoyHble KOHCynbmayuu
17/20/1/4 MueHue epaya
17/20/1/1 O4Hble KOHCYnbmayuu
17/20/2 MaHunynayuu
15 lnacmuyeckas xupypausi
15/4 MaHunynayuu
150634 |A16.01.004.019 |Xupyprudeckas obpaboTka paHbl UM MHULMPOBAHHON TKaHK

MepBuyHasa xupypruyeckas obpabotka paH 1400
19 lMpoyue cneyuanucmsi/MaHunynsyuu/esedeHue npernapamos
19/3 BeedeHue npenapamoe
110364 |A11.12.003.109 |BHyTpvBEHHOE BBEAEHUE NEKAPCTBEHHOIO Npenapara

AmunkauuH 1.0 Ne1 nop a/p-pa B/B B/M 800
110204 |A11.12.003.001.18HenpepbiBHOE BHYTPMBEHHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTtos

AMUMHKanpoHoBas k-Ta p-p a/vHd. 5% 100 mn Ne1 BBegeHue npenaparta 700
110205 |A11.12.003.7 BHyTprBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaTos

AmokcmumnnuH+knasynaHosas kucnota (1000mr.+200mr., nopoLok Ans

NpUroToBfieHNa pacTeopa Ans B/B BBeaeHus Ne1), BBedeHve npenapara 1300
110198 |A11.12.003.4 BHyTprBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB

AckopbuHoBasi k-Ta p-p B/B B/M 50Mr/mn 2mn amn. BBeAeHWE npenapara 400
110368 |A11.12.003.111 BHyTprBEHHOE BBEAEHME NekapCTBEHHOIo nNpenapara

BankomuumH 1.0 Ne1 nop a/p-pa B/B 1300
110151 |A11.02.002.1 BHyTpuMbILLEYHOE BBEAEHME NEeKapCTBEHHbIX NpenapaTtoB. BeegeHve

aHTupesyc-nMmmyHornobynuHa, 1 gosa 6 300
110203 |A11.12.003.6 BHyTprBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB

Berodep p-p ans s/ Beea. 100mr, 5 mn 1 amnyna, BBegeHve npenapara 3 500
110173 |A11.12.003.001.8 |HenpepblBHOE BHYTPUBEHHOE BBEAEHME NIEKAPCTBEHHbLIX NpenapaToB

BeHodep p-p ans 8/B BBea. 20 mr/mn dn. 5 mn Ne1, BBegeHne npenapara 3 500
110174 |A11.12.003.001.9 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NEKAPCTBEHHbIX NpenapaTos

lentpan 400mr nuocunusar 4ns NpUroToBreHns p-pa Ans B/B BBEAEHUS C

pacteopuTenem Ne1 (AgemeTnoHuH) 1 amn. BBegeHve npenapara 1400
110206 |A11.12.003.001.19HenpepbiBHOE BHYTPMBEHHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTos

mioko3a 40% p-p ons /B BBeg.amn 10 mn Ne10 BBegeHve npenaparta 600




110365

A11.12.003.001.00

HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB
mioko3a 5% p-p a/vHe dn. 200 mn

700

110199

A11.12.003.001.16

HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB
miokosa 5% p-p AmHd dn. 250 mn BBEAeHWE npenaparta

700

110176

A11.02.002.27

BHyTpMMbILLEYHOE BBEOEHUNE NEKAPCTBEHHbIX NpenapaTos
[ekcameTasoH 4 mr/mn p-p B/M B/B BBegeHue 1 amn 2mn, BBegeHne
npenapara

400

110207

A11.02.002.36

BHyTpuMbILLEYHOE BBEIEHWE NEKAPCTBEHHLIX NpenapaTos
[ekcameTasoH p-p a/vH 4 mr/mn 1 mn Ne10 BBegeHne npenapara

400

110374

A11.02.002.020

BHyTpuMbILLEYHOE BBEOAEHWNE NEKAPCTBEHHbIX NpenapaTos
OuknodeHak, 25 mr/mn, 3 mn 1 amnyna

400

110371

A11.02.002.017

BHyTpuMbILLEYHOE BBEEHWE NEKAPCTBEHHbIX NpenapaTos
[potaeepuH, 20 mr/mn, 2 mn 1 amnyna

400

110432

A11.12.003.131

BHyTpuBEHHOE BBEAEHNE NIeKapCTBEHHBIX NpenapaToB
MmnneHem+LimnactatuH, NOpoLIOK Ansi NpurotoBnexHuns pacteopa a/vHd. (500
mr+500 mr), don. Ne1

1700

110302

A11.12.003.035

BHyTpuBEHHOE BBEAEHWE NEKapCTBEHHOrO npenapara
Wdmmon (napauetomon), p-p ans nHdyauw, dn. 100 mn., BBegeHue
npenapara

800

110300

A11.02.002.012

BHyTpuMbILLEYHOE BBEEHWE NEKAPCTBEHHLIX NpenapaTos
KetaHoB (keToponak), 30 mr/mn., 1mn., BBegeHne npenapara

400

110208

A11.02.002.37

BHyTpuMbILLEYHOE BBEEHWE NEKAPCTBEHHbIX NpenapaTos
KetoHan 0,05/mn 2 mn Ne10 amn p-p B/B B/M BBeAeHWe npenapara

500

110195

A11.02.002.34

BHyTpuMbILLEYHOE BBEEHWE NEKAPCTBEHHbIX NpenapaTos
KnekcaH 4000 aHTu-xa me/0,4 mn BBeAeHWe nepnaparta

1100

110373

A11.02.002.019

BHyTpuMbILLEYHOE BBEAEHME NEKapCTBEHHbIX NpenapaToB
Kcedokam (nopHokcukam), nmodp. a/npuroTtos. p-pa A/s/B 1 B/M BBeaeHus 8
mr, 1 cn.

600

110321

A11.12.003.078

BHyTpuBeHHOE BBEAEHNE NEKapCTBEHHOro npenapara
JleBodonokcauuH 200 mr/100mn - doriakoH

1000

110363

A11.12.003.108

BHyTpuBEeHHOE BBEAEHNE NEKapCTBEHHOro npenapara
JleBodonokcauunH 5 mr/mn, con. 100 mn

1000

110362

A11.12.003.001.00

HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB
Jlukdpepp p-p 4/vH, 20mr/mn 5mn Ne1 BBegeHve npenapara

2200

110180

A11.12.003.001.10

HenpepblBHOE BHYTPMBEHHOE BBEEHME NEeKapCTBEHHbIX NpenapaToB
Marnusa cynbdat 250Mr/p -p 4nsg BHyTpMBEHHOro BBeAeHus 1 amn 10mn -
BBeJeHMWe rnpenapara

400

110426

A11.12.003.120

BHyTpuBEHHOE BBEAEHNE NIeKapCTBEHHBIX NpenapaToB
MeponeHem, NOPOLLOK AN NPUrOTOBIEHUS pacTBopa ANng B/B BBegeHus (1),
dn. Ne1

1300

110369

A11.12.003.112

BHyTpuBEeHHOE BBEAEHNE NEKapCTBEHHOro npenapara
Metponugaszon 500 mr/100 mn, con. 100 mn

700

110200

A11.12.003.001.17

HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB
Hatpus xnopug 0,9% 100 mn don. BBeAeHne npenapara

600

110181

A11.12.003.001.11

HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB
Hatpus xnopug 0,9% 200 mn dnak p-p BBedeHVe npenapara

700

110366

A11.12.003.001.00

HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB
Hatpus xnopug 0,9% 250 mn donak p-p

700

110152

A11.12.003.001.1

HenpepbiBHOE BHYTpMBEHHOE BBeAEHWE NekapcTBEeHHbIX NpenapaTtoB. Hatpus
xnopwug 0,9% 400mn dnak p-p BBedeHve npenapara

800

110153

A11.12.003.001.2

HenpepbiBHOE BHYTPMBEHHOE BBeAEHWE NekapCTBEeHHbIX NpenapaTtoB. Hatpus
xnopug 0,9% 500 mn cnak p-p BBeAeHWe npenaparta

1000

110425

A11.12.003.119

BHyTpuBEHHOE BBEAEHWNE NEKapCTBEHHBIX NpenapaToB
Heoponnacce (auknodeHak+opdeHaapuH), p-p 4/vHd. (75 mr+30 mr/250 mn),
don. Ne1

1200

110372

A11.02.002.018

BHyTpMMbILLEYHOE BBEOEHWNE NEKAPCTBEHHbIX NpenapaTos
Ho-wna (gpotasepuH), 20 mr/mn, 2 mn 1 amnyna

400

110182

A11.02.002.30

BHyTpuMbILLEYHOE BBEOEHUE NEKAPCTBEHHbIX NPeEnapaToB
OxkcuToumH p-p ons B/m u B/B BBegeHus SME/mn 1 mn-1 amnyna BBeaeHve
npenapara

400

110183

A11.01.002.31

MoakoxHoe BBEAEHNE NEKAPCTBEHHbIX NpernapaToB
MnatndunnuHa rmgpotaptpat 2Mr/mMn. p-p AN NOAKOXHOro BBeAeHUs 1 mn
(nnatndmnnuH)-1 amn.sBegeHve npenapara

400

110375

A11.12.003.001.00

HenpepblBHOE BHYTPMBEHHOE BBEEHME NEeKapCTBEHHbIX NpenapaToB
PeambepuH 1.5% p-p A/MH®. kOHT. nn. 250 mn

1700

110185

A11.12.003.001.12

HenpepblBHOE BHYTPMBEHHOE BBEEHME NEeKapCTBEHHbIX NpenapaToB
Pemakcon p-p ana nHdgysnm 400mn Ne1 BBegeHue npenapara

3 600

110186

A11.12.003.001.13

HenpepblBHOE BHYTPMBEHHOE BBEEHME NEeKapCTBEHHbIX NpenapaToB
PuHrepa p-p ansa nHdysuin 200mn BBEAeHME Npenaparta

700

110197

A11.12.003.3

BHyTpuyBEHHOE BBEAEHWNE NEKapCTBEHHBIX NpenapaToB
TpaHekcam p-p ans B/B Beed. 50 mr/mn amn. 5 mn BBefeHve npenaparta

600

110154

A11.12.003.001.3

HenpepbiBHOE BHYTPMBEHHOE BBEEHWE NEeKapCTBEHHbIX NpenapaTos.
PepuHxekT p-p A/mH, 50mr/mn 10mn Ne1 BBegeHve npenapata

5800




110194

A11.12.003.001.14

HenpepblsHoe BHYTPUBEHHOE BBEeHNE NNIEKapCTBEHHbIX NpenapaTos.

DepuHxeKkT p-p A/mvH, 50mr/mn 2mn Ne1 BBegeHue npenapata 2200
110389 |A11.12.003.115 |BHyTpMBEHHOE BBEAEHME NIEKAPCTBEHHbLIX NpenapaToB

dnykoHaszon, p-p A/MHE. 2 mr/mn, 6yT. 100 Mn 900
110156 |A11.01.002.01 [MogkoxxHOe BBEAEHWe npenapaTta

®parmuH (JantenapuH HaTpus) p-p a/vH, 2500ME 0.2mn (1 gosa) 1100
110223 |A11.01.002.02 [MNogkoxxHOe BBEAEHWe npenaparta

®parmuH (JantenapuH HaTpus) p-p a4/vH, 5000ME 0.2mn (1 gosa) 1300
110187 |A11.02.002.32 BHYTpMMbILLEYHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTos

Llepykan p-p ons /B n B/mM BBeAeHus 5mr/mn 2mn 1 amnyna BBegeHune

npenapara 400
110367 |A11.12.003.110 |BHyTpuBEHHOE BBEAEHME NeKapCTBEHHOIO nNpenapara

LlecdazonuH 1.0 Ne1 nop a/p-pa B/B B/M 800
110320 |A11.12.003.077 |BHyTpvBEHHOE BBEAEHUE NEKAPCTBEHHONO Npenapara

LledptpuakcoH 1.0 Ne1 nop a/p-pa /B B/M 1900
110201 |A11.12.003.5 BHyTprBeHHOE BBEAEHME NEeKapCTBEHHbIX NpenapaTos

QydnnnuH (ammHomnnuH), p-p Ans B/B BBeaeHus, 24 mr/mn, 1 amnyna 10 mn 500
19/5 KomnnecHble npocpammbli
100001 BaszoBas npoBepka 340pOBbs XKeHLMHbI 40+ 15 500
100002 BasoBas npoBepka 340pOBbs XeHLWWHbI 4o 40 13 300
00003 BbasoBas npoBepka 300poBbs Myx4nHbl 40+ 9400
100004 BasoBas npoBepka 340poBbs MyX4nHbI 40 40 7750
00005 MHekonormyeckuin Yekan 8900
00006 KomnnekcHbin Yekan "3aboTta o poguTensix, 55+", xeHwwmHa 48 650
00007 KomnnekcHbin yekan "3aboTta o pogutensx, 55+", Myx4mHa 46 700
100008 KomnnekcHbIn akcnpecc vekan xeHwuHbl 40+ net 37 650
00009 KomnnekcHbIn aKkcnpecc Yekan xeHwWwuHbl o 40 net 28 150
100010 KomnnekcHbIn akcnpecc vyekan MmyxuynHbl 40+ net 30 100
M00011 KomnnekcHbI akcnpecc Yekan MyxuvHbl go 40 net 15 400
00012 MocneponoBoii BU3uT (6a30BbI) BEQYLUMIA CrieumanucT 6 550
00013 Mocnepogosow BU3uT (6a3oBbIN) cneumManuct 5650
100014 [MocneponoBon BU3UT (paclUMpeHHbIN) BEAYLWUIA cneumanmnct 12100
00015 [MocnepogoBow BU3UT (pacLUMPEHHbIN) cneumanvct 10 300
100024 MpodmnakTrka paka Wenkn maTku 4 600
00016 CTpOMHOCTb M 340POBbE MYXHYMHbI 15 800
00017 Yponoruyeckoe obcrnenoBaHve MyxynH 40+ net 14 050
00018 Yponorunyeckoe obcnegosaHve MyxuynH o 40 net 12 100
00019 Yekan "[1Be nonocku: 4To ganble?" 4150
450926 Yekan "[dunarHoctuka xenesogeduumntHon aHemmun" 1 300
100020 Yekan "lMnaHupoBaHne 6epemMeHHOCTN", Ans napbl (MyX4nHa) 7 650
00021 Yekan "lMNnaHnpoBaHne 6epeMeHHOCTUN", JKEeHLLMHBbI 18 200
100022 Yekan "CTPOMNHOCTb U 340POBbE XEHLMHBI" 14 800
00023 Yekan «PenpogyKkTuBHbIN noTeHuman» 6 450
19/1 [poyue KoHCcynbMayuu crneyuaaucmos
3441-90(456 3aoyHas TecToBasi KOHCynbTaums 2
19/1/3 3aoyHble KOHCynbmayuu
19/1/2 MueHue epaya
3441-00(789 MHeHwue Bpaya TecToBOE 3
19/1/1 O4HblIe KOHCYyfIbmayuu
3441-90(123 TecToBas KOHCyNbTaLUMA O4YHas 1
19/2 lMpo4yue maHunynsayuu
110161 |A11.05.001 B3asaTtue kposu u3 nansua 200
110158 |A11.12.003.001 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTos 560
110159 |A11.02.002 BHyTpuMbILLEYHOE BBEAEHNE NEKAPCTBEHHbIX NpenapaTos 240
110160 |A11.12.009 B3asitTne kpoBu 13 nepndeprnyeckon BeHbI 220
110162 |A11.12.003.001.4 |HenpepbiBHOE BHYTpUBEHHOE BBEAEHWE NIeKapCTBEHHbIX Npenaparos

B YCNOBUSX AHEBHOIO CTauMoHapa (8o 2x YacoB) 6e3 CTOMMOCTM npenapaToB 2 000
110234 |B03.016.002 OBLMIA (KNMHUYECKUIA) aHamnM3 KpOBU 700
110163 |A11.01.002 MogkoxxHOe BBEAEHUE NEKapCTBEHHbIX NpenapaTos 230
110164 |A11.08.010.001 |Mony4eHne Ma3KoB CO CIM3NCTON 0BONOYKN HOCOTMOTKM 350
110165 |A11.08.010.002 |lNonyyeHne Ma3KoB CO CM3UCTOM 0BOMOYKN POTOIOTKN 350
110169 |A18.05.009 KpoBsonyckaHve 4 000
19/4 SAkcnpecc-mecmbi
110357 |A11.13.001.001 |B3aTne KanunnspHOWM KPOBU

[MprMeHeHne TecT-cucTeMbl AN KNUHUYECKON nabopaTopHON ANarHoCTUKK

WNHPEKLUMOHHBIX 3aboneBaHui in vitro: IHOEKLMOHHbI MOHOHYKITE03 TECT

(Infectious Mononucleosis Test (IM-Check-1)) 1200




110358

A26.19.089.001

MmmyHoxpomaTorpadmyeckoe akcrnpecc-uccneaoBaHne kana Ha potaBmpyc
MpyMeHeHne TecT-cucTembl ANs KIIMHWYECKOW NabopaTopHON ANarHOCTUKM
NHMEKLMOHHBLIX 3aboneBaHui in vitro: PotaBupyc / AoeHBUpyc OBOWHOM TecT

(Duo Rota / Adenovirus Test (Duo Rota-Adenovirus-Check-1)) 1200
110359 |A11.12.009.001 |B3sATMe KpoBM M3 NepudepmnyecKkorn BeHbl

MpumeHeHne TeCcT-CUCTEMbI U KOHTPOSbHbLIX MaTepuarnoB Ans KINMHUYECKON

naboparopHon gunarHocTuku in vitro: CPB Ttect (CRP Test (CRP-Check-1)) 1200
110213 |A26.08.070 MMmMyHoxpomatorpaduyeckoe akcnpecc-mccnegoBaHve Maska n3 3esa Ha

CTPENTOKOKKN rpynnbl A 1000
110214 |A26.08.072 MMmyHoxpomatorpadmyeckoe akcrnpecc-nccrnegoBaHme HoCOrnoTOMHOIO

Maska Ha Bupyc rpunna A 900
110247 |A26.08.072.001 |MMmmyHOXpomaTorpaduyeckoe

aKcnpecc-nccnegoBaHne HOCOMMOTOYHOTO

Maska Ha Bupyc rpunna A

Panng-COVID-19 + punn A/B-AHTuUreH 1200
1" Tepanus, kapduonoausi
1M1 KoHcynbmayuu mepaneema, kapduosio2a
11/1/3 3aoyHble KOHCynbmayuu
110225 |B01.015.001.6 [Mprem (oCcMOTp, KOHCYNbTaUMS) -Kapgauornora nepeUYHbIN

3aoyHas KoHCcynbTaums 2 500
110220 |B01.015.001.5 [Mprem (oCcMOTp, KOHCYNbTaUMSA) -Kapguornora neperuYHbIN

3aoyHas KoHCynbTaums, K.M.H./goueHT/BegyLmn cneynanmct 3500
110226 |B01.015.002.7 [Mprem (OCMOTp, KOHCYNbTaUMs) -Kapauorora NoOBTOPHbIN

3ao4Has KoHCcynbTaums 2 500
110221 |B01.015.002.6 [Mprem (OCMOTp, KOHCYNbTaUWs) -Kapauorora NOBTOPHbIN

3aoyHas KoHCynbTaums, K.M.H./goueHT/BeayLwmnn cneunanmct 3500
110531 |B01.047.001.035 |MMpuem (ocMOTp, KOHCYNbTaLMS) -TepanesTa NepBUYHbIN

3aoyHas KoHcynbTauus cneymannucTa no Bonpocam NUTaHus U KoppekLumn

Beca 2500
110532 |B01.047.002.022 |MNpnem (0CMOTP, KOHCYNbTaLUUS) -TepaneBTa NOBTOPHbIV

3aoyHas KoHcynbTauus cneumanucTa no Bonpocam nuTaHus U Koppekumm

Beca 2500
110192 |B01.047.001.10 |Mpuem (OCMOTP, KOHCYNbTaLMS) -TepanesTa NePBUYHbIN

3aoyHas KoHCynbTaums, K.M.H./goueHT/BeayLmn cneynanmct 3500
110193 |B01.047.002.6 [Mprem (ocMOTp, KOHCYNbTaUKMs) -TepaneBTa NOBTOPHbIN

3aoyHas KoHCynbTaums, K.M.H./goueHT/BegyLmn cneynanmct 3500
11/1/2 MueHue epaya
100864 |B01.015.001.002 |Mpuem (ocMOTp, KOHCYMNbTaLKMS) -Kapguonora nepemyHas

MHeHwue Bpava-kapguonora 2 000
100865 |B01.015.002.002 |MMpuem (0CMOTP, KOHCYNbTaLMS) -Kapanosiora NOBTOPHbI

MHeHwue Bpava-kapguonora 2000
100823 |B01.047.001.007 |Mpuem (0CMOTP, KOHCYNbTaLMS) -TepanesTa NepBUYHbIN

MHeHwue Bpava-TepaneBTa 2 000
100824 |B01.047.002.002 |Mpuem (0CMOTp, KOHCYNbTaUMS) ~-TepaneBTa NOBTOPHbIN

MHeHwue Bpava-TepaneBTa 2 000
110533 |B01.047.001.036 |MMpuem (0CMOTP, KOHCYNbTaLMS) -TepanesTa NepBUYHbIN

MHeHwue cneunanmcTa no BoNpocam NUTaHnst U Koppekuun Beca 2 000
110534 |B01.047.002.023 |[Mpuem (0CMOTP, KOHCYNbTaUMS) -TepaneBTa NOBTOPHbIN

MHeHue cneunanmcTa no BonNpocam NUTaHUst U Koppekuun Beca 2 000
1M/1M1 O4Hble KOHCYnbmayuu
110430 |B01.047.001.016 |Mpuem (0CMOTP, KOHCYNbTaLMS) -TepanesTa NEPBUYHbIN

6ecnnatHas nepes onepaTMBHLIM BMELLATENbCTBOM
110119 |B01.015.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -Kapamornora nepBuYHas 2 500
110122 |B01.015.002 [Mprem (oCcMOTp, KOHCYNbTaUWs) -Kapanorora NOBTOPHbIN 2500
110528 |B01.047.001.034 |Mpuem (OCMOTP, KOHCYNbTaLMs) -TepanesTa NePBUYHbIN

KoHcynbraumsa cneumanucTa no Bonpocam nNuTaHus 1 KOppekummn Beca 2 500
110529 |B01.047.002.021 |Mpuem (OCMOTP, KOHCYNbTaLMSA) -TepaneBTa NOBTOPHbIN

KoHcynbraumsa cneumanucTa no Bonpocam nNuTaHus 1 KOppekummn Beca 2200
110189 |B01.047.001.8 [Mprem (OCMOTp, KOHCYbTaUMs) -TepanesTa NepBUYHbIN

ANns oOpMINEHNS CNPaBKM O COCTOSIHWUM 340POBbS 1800
110104 |B01.047.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -TepanesTa NepBUYHbIN 2500
110129 |B01.047.001.5 [Mpuem (0CcMOTp, KOHCYNbTaLMs) -TepanesTa NePBUYHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
110262 |B01.047.001.001 |MMpuem (0CMOTP, KOHCYNbTaLMS) -TepanesTa NePBUYHbIN

nepen onepaTvBHbLIM BMeLIATEIbCTBOM 2 500
110107 |B01.047.002 [Mpuem (ocMOTp, KOHCYNLTaUMSA) -TepanesTa NOBTOPHbLIN 2500
110130 |B01.047.002.3 [Mprem (oCcMOTp, KOHCYNbTaUKMA) -TepaneBTa NOBTOPHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
110354 |B01.047.002.004 |Mpuem (OCMOTP, KOHCYNbTaLMSA) -TepaneBTa NOBTOPHbIN

KpaTtkas 1800
110218 |B01.015.001.4 [Mprem (ocMOTp, KOHCYNbTaUMSA) -Kapguonora nepeuYHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500




110219

B01.015.002.5

[Mprem (OCMOTp, KOHCYNbTaUWs) -Kapauorora NoBTOPHbIN

K.M.H./goueHT/BegyLummn cneumanuct 3500
110168 |B01.047.001.4 [Mprem (O0CMOTp, KOHCYbTaUMs) -TepaneBTa NepBUYHbIN

nepea BauvHauunen 1 800
11/4 MaHunynayuu
11/2 Yenyau mepanuu
110146 |A05.10.008 XonTepoBCKOe MOHUTOPUPOBaHUE CepaedHoro putma 1500
110147 |A02.12.002.001 |CyTO4HOE MOHMTOPUPOBaAHME apTepuanbHOro AaBrneHns 1500
110211 |A11.09.007.001 |MHranaTopHoe BBeAeHWEe NekapCTBEHHbIX NpenapaToB Yepe3 Hebynansep 350
110150 |A05.10.006.1 Pernctpaumsa anektpokapavorpaMmmel Paclundposka, onncaxHme un

WHTepnpeTaums anekTpokapamorpauyeckmx AaHHbIX 700
1/3 @PyHKUUOHanbHasi duazHocmuka
110268 |A05.10.008.001 |XonTepoBCKkOE MOHUTOPUPOBAHUE CEPAEYHOMO pUTMa

0o 1 cytok 2100
110269 |A05.10.008.002 |XonTepoBCKOE MOHUTOPUPOBAHUE CEPAEYHOMO pUTMa

[0 2 CyTOK 2900
110270 |A05.10.008.003 |XonTepoBCkOE MOHUTOPUPOBAHUE CEPAEUHOMO pUTMa

0o 3 cyTok 3 800
18 Tpaemamonozusi, opmoneodusi
181 KoHcynbmayuu mpaemamousioea
18/1/3 3ao4Hble KOHCcyIbmayuu
18/1/2 MueHue epaya
18/1/1 O4HblIe KOHCYynbmayuu
18/2 MaHunynsayuu
18/3 Onepayuu
07 y3un
07/2 Y3U e akywepcmee
070158 |A04.30.009.1 YneTpasBkoBasi HaBMrauusi 4nsi NpoBegeHUs MarioMHBa3nBHON MaHUMyNsaunm

VHBa3nBHas AnarHocTnka (aMHUOLIEHTE3) 2700
070138 |[A04.30.001.003 |YnbTpasBykoBOE CKPUHMHIOBOE MCCIeoBaHWeE Npu cpoke 6epeMeHHOCTH

ofMHHapuaTasi - YeTblpHaaLUaTasi Heleny Nno oLEeHKe aHTeHaTanbHoro

pa3BUTUA NNoAa C LEMbHO BbISIBIIEHNS XPOMOCOMHbIX aHOMarnuii, MOPOKOB

pa3BUTUS, PUCKOB 3aJEPXKKN POCTa NIoAa, NpexaeBpeMeHHbIX POAOB,

npeaknamncum (CKPUHUHF 1) 3 000
070144 |[A04.30.001.013 |YnbTpasBykoBOe nccrnegoBaHue nnoga

npu cpoke 6epemMeHHOCTN BoceMHaaLaTas - ABaguaTh nepsasi Heenu no

OLIeHKe aHTeHaTarnbHOro pasBuTUS NNoAa C Lerbio BbISIBIIEHUS XPOMOCOMHbIX

aHOManui, NopoKkoB Pa3BUTUSA, PUCKOB 3afePXKKU pocTa nroaa,

npexaeBpeMeHHbIX PoAoB, Npeaknammncum (CKpUHUHT 1) 3500
070150 |[A04.30.001.001.1 [YnbTpasBykoBOe nccnegoBaHune nnoga

15 1 6onee Hepenb 6epemMeHHOCTH 3500
070153 |[A04.30.001.001.2 [YnbTpasBykoBOe nccnegoBaHune nnoga

15 1 Gonee Hegenb NpU MHOronNnoaHoN 6epemMeHHOCTH 4100
070137 |[A04.30.001.001 |YnbTpa3BykoBOe vccriegoBaHue nnoga 2500
070176 |[A04.30.001.001.11|YnbTpasBykoBoe nccnenoBaHune nnoga

MOHWUTOPUHT 2200
070141 |[A04.30.001.004 |YnbTpasBykoBOe CKPUHMHIOBOE MccredoBaHmne npu cpoke 6epeMeHHoCTH

ofMHHaauaTas-4YeTbipHaaLaTas Helenm rno oLueHKe aHTeHaTanbHOro pasBuTus

MMOAOB C LENbIO BbISIBIIEHNS XPOMOCOMHbIX aHOManuid, MOPOKOB pa3BUTUS,

PVCKOB 3afepXkku pocTa nrnoaa, NpexaeBpeMeHHbIX poaoB, Npeaknamncum

npy MHOTOMOAHOM 6GePEMEHHOCTU (CKPUHUHT 1) 4100
070147 |[A04.30.001.016 |YnbTpa3BykoBOe vccriegoBaHue nnoga

npv cpoke BepemMeHHOCT BoceMHaaLaTtas - ABaguaTtb nepsast Hegenu no

OLIeHKe aHTeHaTanbHOro pasBuTUS NMOAa C LeNbio BbISIBIIEHUS XPOMOCOMHbIX

aHoOManui, NOpoKOB Pa3BUTUSA, PUCKOB 3afePXKKN pocTa MIoAa,

npexaeBpeMeHHbIX POAOB, NPE3KNaMmncuMmn Npu MHOTOMNMoAHON 6epeMeHHOCTH

(ckpyHUHT 1) 4100
070211 |A04.10.002.1 Oxokapguorpadcus

nnoaa 2 200
071 Y3U cmaHdapm
070160 |[A04.12.026 [ynnekcHoe cKkaHMpOBaHWE HUXKHEN NOMNOW BEHbI M BEH NOPTalbHON CUCTEMbI 2200
070111 [A04.12.001.002 |dynnekcHoe ckaHMpOBaHME apTepuUii NoYeK 2 300
070280 [A04.12.012 JynnekcHoe ckaHnpoBaHWe COCyA0B NeYeHn 2000
07/1/2 lMpo2paMmbI u akyuu
070112 |[A04.12.001.006 |YnbTpasBykoBas gonnneporpadus TpaHcKpaHuanbHas apTepuii METOAOM

MOHUTOPUPOBaHNS 2000
070128 |[A04.21.001.001 |YnbTpasBykoBOe MccnegoBaHne nNpeacTarenbHON Xenesbl TpaHCpeKTanbHoe 1700
070113 |[A04.12.003 [ynnekcHoe ckaHMpoBaHWe aopTbl 2000
070109 |[A04.12.001 YneTpa3ssykoBas gonnneporpadums apTepuii BEpXHUX KOHEYHOCTEN 1600
070110 |[A04.12.001.001 |YnbTpasBykoBas gonnneporpadus apTepuin HKHNX KOHEYHOCTEN 1800
070114 |[A04.12.005.003 [OynnekcHoe ckaHupoBaHue GpaxmoLiedanbHbiX apTepuii ¢ LIBETHBIM

[0MnNNepoBCKUM KapTUpOBaHNEM KPOBOTOKA 2200




070121 [A04.16.001 YnbTpa3sByKoBoe nccregoBaHue opraHoB GpIOLLIHONM NONOCTM (KOMMNNEKCHoe) 1900
070115 |[A04.12.002.003 |YnbTpasBykoBas gonnneporpagus BeH BEPXHUX KOHEYHOCTEN 1500
070116 |[A04.12.002.002 |YnbTpa3sBykoBas gonnneporpadms BEH HUXKXHUX KOHEYHOCTEN 1800
070254 |[A04.12.009.001 [OdynnekcHoe ckaHMpOBaHWE COCYAOB YEMCTHO-NMLEBON 0bnactu

Y31 BUCOYHOM apTepumn 900
070277 |(B03.052.001.001 [KomnnekcHoe ynsTpasBykOBOE UccrneaoBaHMe BHYTPEHHUX OpraHoB

Y3W xenyagka 1100
070278 |[B03.052.001.002 [KomnnekcHoe ynsTpa3ByKOBOE MCCNeaoBaHWe BHYTPEHHNX OpraHoB

Y3W xenygka v aBeHaguaTMnepcTHON KULLKK 1 350
070122 [A04.17.001 YNbTpa3ByKkoBOE MCCIEA0BaHNE TOHKOM KMLLIKW 2600
070105 |[A04.06.002 YnbTpa3BykoBOE MCCneaoBaHne nuM@arnyecknx y3rnos (ogHa aHaToMmyeckas

30Ha) 1200
070126 |A04.20.002 YnbTpa3sByKoBOe MccreoBaHNe MOSOYHbIX Xernes 1800
070134 |[A04.28.002.003 |YnbTpasBykoBOe UccrnegoBaHMe MOYEBOIO My3bIpsi 1300
070135 |[A04.28.002.005 |YnbTpasBykoBOE MCCIenOBaHNE MOYEBOTO My3bipsi C onpeaeneHnemM

OCTaTO4HON MO4YM 1500
070101 [A04.01.001 YnbTpa3sBykoBoe nccrnegoBaHue MArkux TkaHen (ogHa aHaToMuyeckasi 30Ha) 1 800
070208 |[A04.04.001.8 YneTpasByKoBoe nccrnegoBaHue cyctasa

OOVH cycTaB 1 500
070156 |[A04.30.004 YnbTpasByKkoBoe onpeaeneHne XMakocTu B OPIoLLHON NONOCTH (aKyCcTUYeckne

OKHa) 900
07/1/1 Y3U opaaHoe manozo masa
070124 |[A04.20.001.001 |YnbTpasBykoBOe MccriedoBaHWE MaTKy U NPUMAATKOB TpaHCBarMHanbHoe 2100
070125 |[A04.20.001.001.1 |YnbTpasBykoBOe nccrnegoBaHne MaTku U NpMaaTkoB TpaHcBarvHanbHoe

Bpay-rmHekonor 1800
070177 |[A04.20.001.001.3 |YnbTpasBykoBOe nccrnegoBaHne MaTku U NpMaaTKoB TpaHcBarvHanbHoe

MOHUTOPUHT 1200
070136 |[A04.28.003 YNbTpa3ByKkoBOE MCCIEeA0BaHNE OPraHOB MOLLIOHKMN 1500
070103 [A04.04.001 YnbTpa3BykoBOE MCCNeaoBaHne cyctasa

napHble CycTaBbl 2000
070132 [A04.24.001 YnbTpa3BykoBOe UccnenoBaHne nepmdepuyecknx HepBoB (ogHa

aHaTomuyeckasi obnacTb) 2900
070107 |[A04.09.001 YnbTpa3sByKoBoe MccregoBaHWe NneBpanbo NonocTm 1500
070120 |A04.15.001 YnbTpa3ByKkoBOE MCCNEAOBaHWE NOMKENYA0YHOW Xenesbl 1200
070129 |A04.21.002 YneTpa3sByKoBoe MccrieqoBaHue cocyaoB NonoBoro YneHa 1700
070133 |A04.28.001 YnbTpa3ByKkoBOE MCCNEnoBaHME NoYeKk N Haano4Ye4YHNKOB 1900
070242 |[A04.28.001.3 YNbTpa3BykoBOE MCCNENOBaHNE NOYEK N HaANOYEYHNKOB

Y3W noyek, MOYETOYHNKOB M MOYEBOTO Ny3bIps 2100
070127 |A04.21.001 YnbTpa3sByKoBoe nccregoBaHve npegcTarenibHon xenesbl 1400
070104 |[A04.06.001 YNnbTpa3ByKkoOBOE MCCNENOBaHNE CENE3eHKN 800
070108 |[A04.10.002 Oxokapguorpadcus 2400
070106 |[A04.07.002 YnbTpa3ByKkoBOE MCCNEAOBaHNE CIOHHbIX XXenes 1300
070123 [A04.18.001 YnbTpa3ByKOBOE UCCIELOBaHNE TONCTON KMLLIKU 1500
070131 |A04.22.001 YneTpasByKoBOe MccreaoBaHve WUTOBMOHON Xenesbl 1 NapallMToBUAHbIX

xenes 1600
070253 |[A04.12.005.005.04dynnekcHoe ckaHMpoBaHWe IKCTPaKpaHuasnbHbIX OTAENoB 6paxuouedanbHbIX

apTepui 2600
070258 |[A04.21.003 YnbTpa3sykoBas gonnneporpadusa CocyaoB CEMEHHOMO KaHaThka 1600
070248 |[A04.14.001.005 |[3nacTomeTpus neveHn 2900
070230 |[A04.14.001.003 |YnbTpasBykoBOE MCCIenoBaHWE renatobunmapHon 30HbI 1600
070207 |A04.26.002 YneTpa3sByKoBoe nccregoBaHve rnasHoro sbnoka 1100
070227 |A04.14.002.1 YNbTpa3ByKOBOE MCCNEAOBaHNE XEMYHOro ny3bips U NPOTOKOB 1400
070190 |[A04.08.001 YnbTpa3sByKoBoe MccregoBaHne OKONMOHOCOBbIX Na3dyx 1300
10 Y3kue cneyuanucmsi
10/2 lNcuxosio2uyeckoe KOHCyIbMupogaHue
10/2/1 KoHcynbmauyuu ncuxosnoea
10/2/1/3 3ao4Hble KOHCcyIbmayuu
100205 |B01.070.009.1 Mpuem (TecTMpoBaHMe, KOHCYNbTaUMs) MEAULIMHCKOIO NCUXonora nepBnyHas

3aoyHas KoHcynsTauus 4 000
100206 |B01.070.010.1 Mpuem (TecTMpoBaHme, KOHCYNbTaUMsa) MEANLMHCKOIO NCUXOMora NOBTOPHbIV

3aoyHasi KoHCynbTaums 4 000
10/2/1/2 MueHue epaya
100766 |B01.070.009.007 |Mpuem (TecTupoBaHue, KOHCYNbTaLMs) MEAULMHCKOrO NCUxosiora nepBuUYHbIN

MHeHne MeauLmMHCKOro ncuxornora 2 000
10/2/1/1 O4Hble KOHCYynbmayuu
100103 |B01.070.009 [Mprem (TecTupoBaHue, KOHCYNbTaLMs) MEOULMHCKOrO NCUXornora NepBuYHbIN 4 000
100255 |B01.070.009.2 [Mprem (TecTupoBaHue, KOHCYNbTaUMs) MEOULMHCKOrO Ncuxornora nepBuyHas

K.M.H./OoueHT/BegyLwmnin cneymanuct 5000
100104 |B01.070.010 Mpuem (TecTMpoBaHme, KOHCYNbTaums) MEANLMHCKOIO NCUXOMora NOBTOPHbIV 4 000
100256 |B01.070.010.2 Mpuem (TecTMpoBaHme, KOHCYNbTaUMsa) MEANLIMHCKOIO NCUXOMOora NOBTOPHbIV

K.M.H./OouUeHT/BegyLmnin cneumanmcT 5000




100259

B01.070.009.4

Mpuem (TeCTMpOBaHWE, KOHCYNETaLMS) MeAULMHCKOrO MCKXomnora NepBruYHbIii

ceMeWHbIN 4 000
100260 |B01.070.010.4 [Mprem (TecTnpoBaHue, KOHCYNbTaUMs) MEQULMHCKOrO NCUXOrora NOBTOPHbIN

ceMeWiHbIN 4 000
10/1 Ycnyau annepzonoza
10/1/2 ACHUT u annepzonpobbi
100957 |A11.07.022.026 |Annnukaums Ha CnmM3ucTyto 060noYKy NoNoCTU pTa NIeKapCTBEHHOIO

npenapara

Cranopanb "AnnepreH nbinbupbl 6epesbl” 10MP/mn + 300 UP/mn + 300 UP/mn

Ne3 (Hauy. kypc) nog HabnogeHMeM Bpaya anneprosiora-MMMyHornora 11 800
100440 |A11.07.022.007 |Annavkaums Ha cnmM3ucTyto 06onoYKy NonoCcTU pTa NIekapCTBEHHOIO

npenapara

Cranopanb "AnnepreH knewen" 10MP/mn Ne1+ 300 MP/mn Ne2 (Hauy. Kypc)

nog HabntogeHMeM Bpaya ansepronora-MMMyHoriora 10 900
100441 |A11.07.022.008 |Annaukaums Ha CnmM3ucTyto 060noYKy NONOCTU pTa NIeKapCTBEHHOIO

npenapara

Cranopanb "AnnepreH knewen" 300 NP/mn Ne2 (nogaepx. Kypc) nog

HabnoaeHnem Bpada annepronora-MMmmyHosiora 8 200
100442 |A11.07.022.009 |Annaukaums Ha cnmM3ucTyto 06onoYKy NoNoCTU pTa NIekapCTBEHHOIO

npenapara

Cranopanb "Annepren knewen" 300 NP/mn Neb (nogaepx. Kypc) nog

HabnoaeHnem Bpada annepronora-MMmmyHosiora 19 300
10/1/3 reHHO-UH)XXeHepHass mepanusi
10/1/1 KoHcynbmayuu annepzosoea
10/1/1/3 3ao4Hble KOHCcyIbmayuu
100203 |B01.002.001.1 Mpuem (ocMOTp, KOHCYNbTaLMS) -anfepronora-MMMyHorora NepBUYHbLIN

3aoyHasi KoHCynbTaums 2 500
100204 |B01.002.002.1 Mpuem (0CMOTP, KOHCYNbTaLMSA) -annepronora-MMMyHOora NOBTOPHbIN

3aoyHas KoHcynbTauus 2500
10/1/1/2 MueHue epaya
100878 |B01.002.001.004 |Mpuem (0CMOTP, KOHCYMbTaLKMSA) -aneprosiora-MMMyHONora NepBUYHbIN

MHeHune Bpava-annepronora-MmmyHosnora 2000
100879 |B01.002.002.003 |Mpuem (0CMOTP, KOHCYNbTaLMS) -anseproriora-MMMYHOIOra NOBTOPHbIN

MHeHune Bpada-annepronora-MmMMyHoriora 2 000
10/1/1/1 O4HblIe KOHCYynbmayuu
100101 |B01.002.001 [Mprem (oCcMOTp, KOHCYNbTaUKWs) -anfnepronora-MMMyHorora NepBUYHbLIN 2 500
100102 |B01.002.002 Mpuem (0CcMOTP, KOHCYNbTaLMSA) -anepronora-MMMYHOora NOBTOPHbIN 2500
10/4 Yenyau eenHemuka
10/4/1 KoHcynbmayuu 2eHemuka
10/4/1/3 3aoyHble KOHCynbmayuu
100178 |B01.006.001.2 [Mprem (OCMOTp, KOHCYMbTaLUMSA) -reHeTUKa NepBUYHbIN

3a04Hasn KOHCynbTaums 2500
100179 |B01.006.002.2 [Mpuem (ocMOTP, KOHCYNLTaLMSA) -reHeTKa NOBTOPHbLIN

3a04Has KOHCynbTauus 2 500
10/4/1/2 MueHue epaya
10/4/1/1 O4Hble KOHcynbmayuu
100117 |B01.006.001 Mpuem (0cMOTp, KOHCYNbTaLMSA) -reHETUKA NEePBUYHbBIN 2 500
100118 |B01.006.002 [Mprem (0CMOTp, KOHCYNbTaUKWA) -reHeTUKa NOBTOPHbIN 2500
10/11 Ycnyau mammonoea
10/11/1 KoHcynbmayuu mammoroza
10/11/1/3 3ao4Hble KOHCcyIbmayuu
100207 |B01.027.001.002 |MMpuem (OCMOTP, KOHCYNbTaLMS) -OHKOOra NePBUYHbIN

OHKOMOr-MaMMOror, 3a04Has KOHCYMbTauns 2 500
100208 |B01.027.002.002 |Mpuem (0CMOTP, KOHCYNbTaLMS) ~-OHKOMOra NOBTOPHbIN

OHKOMOr-MaMMOrIor, 3a04Has KOHCYbTauns 2 500
10/11/1/2 MueHue epaya
100805 |B01.027.001.011 |Mpuem (OCMOTP, KOHCYNbTaLMS) -OHKONOra NEPBUYHbIN

MHeHwne Bpayva oHkornora-mammorsora 2000
100806 |B01.027.002.011 |Mpuem (OCMOTP, KOHCYNbTaLIMSA) ~-OHKOMOra NOBTOPHbIN

MHeHwue Bpava oHkomnora-mMmammorsora 2000
10/11/1/1 O4HblIe KOHCYynbmayuu
100148 |B01.027.001.001 |MMpuem (OCMOTP, KOHCYNbTaLMSA) -OHKONOra NePBUYHbIN

OHKOMOr-Mammoror 2 500
100149 |B01.027.002.001 |Mpuem (OCMOTP, KOHCYNbTaLMSA) ~-OHKOMOra NOBTOPHbIN

OHKOMOr-Mammoror 2500
10/11/2 MaHunynsyuu
100151 |A11.20.023 Mony4eHne oTaensemMoro u3 cocka MOSO4HOM Xxenesbl 1 300
100154 |A11.20.010.003.00 MyHKLMSA HOBOOGPpa3oBaHMS MOSIOYHOM Xenesbl npuuenbHas NyHKUMOHHas Noj

KOHTPONEeM ynsTpa3ByKOBOrO MCCNefoBaHus

NYHKLUMS KUCTbl MOSTOMHOM Xenesbl 2600
100160 |A11.06.001.001  |MyHKUMSA NMMATMYECKOTO y3ra nog KOHTPOSIEM YrbTPa3BYKOBOIO

nccneaoBaHns 2700




100715 |A11.30.024 MMyHKUMA MATKNX TKaHen 1 800
100153 |A11.20.010.003  |MyHKUMSA HOBOOGPa3oBaHMS MOMIOYHOM Xenesbl NpuLerbHas NyHKUMOHHAs Noj

KOHTpONeM ynsTpasByKOBOrO MCCNefoBaHus

NyHKLMs 06pa3oBaHMs MOSIOYHOM Xenesbl, 1 kaTteropusi 2 800
100152 |A11.20.010 Buoncunsa MonoYvHow xenesbl YpeckoxHas

TpenaH-6uoncus obpaszoBaHUA MOMOYHON Xenesbl/NMMdaTnyYeckoro yana nog

KoHTporem Y3 ons ructonormyeckoro nccrnegoBaHus 6 700
100159 |A11.30.024.001.00NyHKLMA MATKMX TKAHEN Nog, KOHTPOMeM yrbTpa3ByKOBOrO UCcregoBaHms 2 800
10/11/3 Onepayuu
10/10 Ycnyau Hesponoza
10/10/1 KoHcynbmayuu HeepoJsioea
10/10/1/3 3aoyHble KOHCynbmayuu
100219 |B01.023.001.6 [Mprem (OCMOTp, KOHCYbTaUMs) -HEBPOOra NEPBUYHbIN

3aoyHas KoHCcynbTaums 2 500
100248 |B01.023.001.8 [Mprem (0CMOTp, KOHCYNbTaUMs) -HEBPOOra NEPBUYHbIN

3aoyHas KoHCynbTaums, K.M.H./gouUeHT/BeayLmn cneynanmct 3500
100220 |B01.023.002.6 [Mprem (OCMOTp, KOHCYNbTaUKWs) -HEBPOIOra NOBTOPHbIN

3aoyHas KoHCcynbTaums 2 500
100249 |B01.023.002.7 [Mprem (OCMOTp, KOHCYNbTaUWs) -HEBPOITOra NOBTOPHbIN

3aoyHas KoHCynbTaums, K.M.H./goueHT/BeayLmin cneunanmct 3500
100952 |B01.023.002.006 |Mpuem (0CMOTP, KOHCYMbTaLKMSA) ~-HEBPOOra NOBTOPHbIN

3aoyHas KoHCynbTaums, kpaTkas 1800
10/10/1/2 MueHue epaya
100835 |B01.023.001.006 |Mpuem (0CMOTP, KOHCYNbTaLMS) ~-HEBPOSIOra NepPBUYHbIN

MHeHwue Bpava-HeBponora 2000
100836 |B01.023.002.002 |Mpuem (0CMOTP, KOHCYMbTaLKWS) ~-HEBPONOra NOBTOPHbIN

MHeHwue Bpava-HeBponora 2 000
100837 |B01.023.001.007 |Mpuem (0CMOTP, KOHCYNbTaLMS) ~-HEBPOSIOra NepPBUYHbIN

MHeHune Bpaya-HeBporora, BeAyLuero cneupnanncra 2 500
100838 |B01.023.002.003 |[Mpuem (0CMOTP, KOHCYMbTaLKWS) ~-HEBPONOra NOBTOPHbIN

MHeHune Bpaya-HeBporora, BeAyLuero cneupnanncra 2 500
10/10/1/1 O4Hble KOHCYnbmMayuu
101453 |B01.023.001.023 |Mpuem (0CMOTP, KOHCYNbTaLIMSA) ~-HEBPOSIOra NEPBUYHBIN

anronor 2500
101454 |B01.023.002.016 |Mpuem (0CMOTp, KOHCYMbTaLKMSA) ~-HEBPOOra NOBTOPHbIN

anronor 2500
100133 |B01.023.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) ~-HEBPOSIOra NEPBUYHbIN 2 500
100171 |B01.023.001.2 [Mpuem (0CMOTP, KOHCYNbTaLMS) -HEBPOriora NeEPBUYHbLIN

K.M.H./OouUeHT/BegyLmnin cneumanmcT 3500
100135 |B01.023.002 [Mprem (0CMOTp, KOHCYNbTaUKWs) -HEBPOITOra NOBTOPHbIW 2500
100172 |B01.023.002.2 [Mprem (OCMOTp, KOHCYNbTaUWs) -HEBPOITOra NOBTOPHbIN

K.M.H./goueHT/BegyLummn cneumanuct 3500
100547 |B01.023.001.033 |Mpuem (0CMOTP, KOHCYNbTaLIMS) ~-HEBPOSIOra NEPBUYHbIN

OTOHEBPOSOr 2500
100548 |B01.023.002.027 |Mpuem (0CMOTP, KOHCYNbTaLKMsA) ~-HEBPOOra NOBTOPHbIN

OTOHEBpPOor 2500
10/10/2 MaHunynayuu
100515 |A11.24.001.005 |BBeneHue nekapcTBEHHbIX NpenapaToB B 06nacTb nepndepnyeckoro Hepea 5200
100139 |A11.01.002.32 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Apxosu 150 mr/1 mn N1 wnpuy 1,5 mn 27 600
100140 |A11.01.002.33 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Wpunake 0,07/mn, 1mn, Ne1 wnpuy p-p n/k 27 600
100142 |A11.02.002.18 BHyTpuMbILLEYHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTos

KceomunH 100 E[] 27 700
100143 |A11.02.002.19 BHyTpuMbILLIEYHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTos

Kceomunn 50 E] 16 800
100138 |A11.02.002.22 BHyTp1MbILLEYHOE BBEAEHWNE NEKAPCTBEHHbIX NpenapaTos

BBeneHve npenapara npu MmyvodacumnansHoM 6orneBoM cUHAPOME nuua u

XPOHWYECKO MUTPEHU 5200
100144 |A11.02.002.20 BHyTpuMbILLEYHOE BBeQEHNE NeKapCTBEHHbIX NpenapaToB

Penatokc 6oTynuHmnyeckmin TokcuH tuna A 100 eg Ne1 conakoHbl, 1 WwT. 25400
100507 |A11.24.001.001 |BBeneHve nekapcTBEHHbIX NpenapaToB B obnacTb nepudgepnyeckoro Hepea

MapaapTukynspHas 6nokaga 2700
101420 |A11.02.002.028 |BHyTpMMbILLEYHOE BBEOEHUE NEKAPCTBEHHbIX NpenapaToB

daceroyHasi bnokaga, 1 kareropus 10 000
101415 |A11.02.002.026 |BHyTpuMbILLEYHOE BBEAEHME NIEKAPCTBEHHbIX NpenapaToB

dacetoyHasi briokaga, 2 kareropusi 15 000
101416 |A11.02.002.027 |BHyTpuMMbILLEYHOE BBEAEHUNE NEKAPCTBEHHbIX NpenapaToB

dacetoyHasi bnokaga, 3 kareropusi 22 000
100358 |A11.02.002.001 |BHyTpuMbILLEYHOE BBEAEHME NIeKapCTBEHHbIX NpenapaToB

PaceTtoyHas 6nokaga (napaBepTebpanbHas) Npu gopcanrum (Bkoyas

CTOMMOCTb npenapara) 3100

10/5

Ycnyau Hegpponoza




10/5/1

KoHcynbmayuu Hegpposioza

10/5/1/3 3aoyHble KOHCynbmayuu
100223 |B01.025.001.1 [Mprem (OCMOTp, KOHCYNbTaUMs) -Hedponora NePBUYHbIN

3aoyHas KoHCcynbTaums 2 500
100224 |B01.025.002.1 Mprem (oCcMOTp, KOHCYNbTaUMs) -Hedponora NOBTOPHbLIN

3aoyHas KoHCynbTaums 2 500
10/5/1/2 MueHue epaya
100839 |B01.025.001.001 |Mpuem (ocMOTp, KOHCYNbTaUMS) ~-Hedporiora NepPBUYHbBIN

MHeHwue Bpava-Hedponora 2 000
100840 |B01.025.002.001 |[Mpuem (0CMOTP, KOHCYNbTaUMs) ~-Hedporora NOBTOPHbIV

MHeHwue Bpava-Hedponora 2 000
10/5/11 O4Hble KOHCYnbmMayuu
100951 |B01.025.002.002 |Mpuem (0CMOTP, KOHCYNbTaLMs) ~-Hedporiora NOBTOPHbI

Kpatkas 1800
100119 |B01.025.001 Mpuem (ocMoTp, KOHCYNbTaLMS) -Hedponora NepBUYHbI 2 500
100120 |B01.025.002 [Mprem (ocMoTp, KOHCYNbTaUMSA) -Hedponora NOBTOPHbLIN 2500
10/14 Ycnyau omopuHonapuHzaonoea
10/14/1 KoHcynbmayuu omopuHonapuHaoso2a
10/14/1/3 3ao4Hble KOHCyIbmayuu
10/14/1/2 MueHue epaya
10/14/1/1 O4HblIe KOHCYynbmayuu
100166 |B01.028.001 [Mprem (0CMOTp, KOHCYMbTaLKMSA) -OTOPMHONAPWHIONOra NEPBUYHbLIN 2500
100218 |B01.028.001.1 [Mprem (OCMOTp, KOHCYIbTaLUMS) -OTOPUHONAPUHIONOra NePBUYHbLIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
100212 |B01.028.002 Mpuem (0CMOTP, KOHCYNbTaLMSA) ~-OTOPUHONAPUHIONora NOBTOPHbIN 2 500
100213 |B01.028.002.1 Mpuem (0CMOTP, KOHCYNbTaLMS) -OTOPUHONAPUHIONOora NOBTOPHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
100230 |B01.046.001 [Mprem (ocMOoTp, KOHCYMbTaUKMs) Cypaonora-oTopvHoNapuHronora NepBUYHbIN 2500
100231 |B01.046.002 Mpuem (ocMOTP, KOHCYNbTaLMSA) CypaoNora-0TOPUHONAPUHIONora NOBTOPHbI 2 500
10/14/3 MaHunynayuu
100593 |A11.25.004.001 |BBeneHue nekapcTBEHHbIX NpenapaToB B 6apabaHHyo NonocTb

TpaHCTUMMNaHanbHO 1100
101328 |A03.08.007 SnundapuHronapuHrockonus

Cnunn-aHgockonus 6 400
100571 |A14.25.001.001 |Yxop 3a HapyXHbIM CITyXOBbIM MPOXOAOM C OfHOW CTOPOHbI 900
10/14/2 Onepayuu
10/14/2/2 lMonocmb HOCa u OKOJIOHOCO8bIe nasyxu
100390 |A16.08.015 [anbBaHOKayCcTUKa HUKHMX HOCOBBIX PaKOBUWH 9 600
100392 |A16.08.018 BckpbiTne ypyHkyna Hoca 3500
100381 |A16.08.017.002 |MwuKporanmopoTOMKs C UCNOMb30BaHNEM BUOEOIHAOCKOMUYECKOrO

obopynoBaHusi

OOHOCTOPOHHSISA 12 300
100382 |A16.08.017.002.00 MukporaiMopoTOMKs C UCMONb30BaHNEM BUOEO3HAOCKOMUYECKOTO

obopynoBaHus

[BYCTOPOHHSA 21500
100409 |A16.08.055 VcceyeHne cuHexun n atpesni Hoca 10 000
100410 |A16.08.055.002 |AcceyveHne CMHEXMIN U aTPe3nii MOMIOCTM HOoca C MOMOLLILIO fa3epa 17 000
100389 |A16.08.010.003 |lMnacTuka HMXHUX HOCOBbLIX PAKOBWUH C MCMOSIb30BaHMEM

BWE03HI0CKOMNYECKNX TEXHOMOT NI 13 000
100388 |A16.08.010.001 |MNoacnuamctas Ba30TOMUSA HUXKHUX HOCOBbIX PaKOBUH 10 000
100387 |A16.08.010.001.0qMoacnmauncTas Ba3oTOMUS HXHUX HOCOBBIX PAKOBUH

nasepHas 12 000
100404 |A16.08.071 [MonucuHycoTomMuns ¢ NCNONb30BaHMEM BUAEOIHO0CKOMNMNYECKMX TEXHOMOTUIA

3-4 nasyxu 26 000
100405 |A16.08.071.001 |MonucrMHYycoTOMMSI C UCNOMNb30BaHNEM BUOEOIHAOCKONNYECKNX TEXHOMOTUI

4-6 nasyx 31000
101034 |A16.08.017 PagvkanbHas onepaums Ha BepXHEeYentoCTHbIX Nadyxax

1 cTopoHa 20 000
100412 |A16.04.022 Penpeccauus

KocTeW Hoca 6e3 ocTeoToMUm 13 500
100413 |A16.04.022.001 |Pegpeccauus

KOCTel Hoca C 0CTeoTOMUEN 17 000
101079 |A16.08.014.001 |Penosuums kocTen Hoca 7 000
100385 |A16.08.066 PvHocenTonnactuka 30 000
100386 |A16.08.066.001 |PuHocenTonnacTtika c UCnorb3oBaHNEM BUOEO03HIOCKOMUYECKOTO

obopynoBaHusi 35000
100377 |A16.08.013 CenTonnacTtuka

1 kaTeropus CroXHoOCTH 28 700
100378 |A16.08.013.003 |CenTtonnacTtuka

2 KaTeropus CroXxHocTu 31 500




100379 |A16.08.013.004 |CenTonnacTtuka

3 KarTeropusi CrioXXHOCTH 36 200
100401 |A16.27.003.001.0q CheHOMAOTOMMS C UCNONBb3OBAHNEM BUOEOIHAOCKOMUYECKUX TEXHOMOMMI

[OBYCTOPOHSSt 38 000
100400 |A16.27.003.001 |CdeHOMAOTOMMS C UCNONb30OBaHNEM BUOEOIHAOCKOMNYECKUX TEXHOMOMMI

OOHOCTOPOHSAS 30 000
101030 |A16.08.010.003.0QMnacTnka HUXKHUX HOCOBbLIX PAKOBUH C UCMOMb30BAHUEM

BW/1€03HJ0CKOMNYECKNX TEXHOMNOTUI 11 600
101033 |A16.07.062.001 |YcTpaHeHue gedekTa HapyXHOro Hoca

[obpokayecTBEHHOrO HOBOOOPA30BaHMS 10 100
100391 |A16.08.011 YaaneHve MHOpPOAHOro Terna Hoca 1 500
101371 |A16.08.017.003 |PagukanbHas onepaums Ha BEPXHEYENOCTHbIX Nasyxax

YoaneHve KUCTbl BEPXHEYEMNOCTHOM nasyxu, 1 kateropus 30 000
101372 |A16.08.017.004 |PagukanbHas onepaunsi Ha BEPXHEYENHOCTHBLIX Nadyxax

YOoaneHve KUCTbl BEPXHEYEMNIOCTHON Nasyxu, 2 kateropust 35000
100394 |A16.08.035.001 |YganeHue HOBOOGpa3oBaHMS NONOCTM HOCa 9 300
100384 |A16.08.009 YpaneHue nonMnoB HOCOBbLIX XO40B 6 700
100383 |A16.08.009.001 |YmaneHue nonunoB HOCOBbLIX XOA0B C UCMOMNb30BaHMEM

BWE03HI0CKOMNYECKNX TEXHOMOT NI 22 500
100399 |A16.08.053.001.0dPpoHTOTOMUSA IHAOCKONMYECKas ABYCTOPOHSIS 47 000
100398 |A16.08.053.001 |PpoHTOTOMUSA IHAOCKONMYECKAS OQHOCTOPOHHSS 32700
100395 |A22.30.033.003 |Koarynsuus kpoBoTovallero cocyga 10 000
100397 |A16.08.017.001.0QraiMopoTOMUSI C UCMONb30BAHMEM BUAEO3HAOCKOMMYECKMUX TEXHOMNOTUNIA

[OBYCTOPOHSASI 47 200
100396 |A16.08.017.001 |laiMOpOTOMMUSI C UCMONb3OBAHMEM BUAEO3HAOCKOMMYECKUX TEXHOMNOTUNIA

OOHOCTOPOHHSISA 22 200
100406 |A16.08.071.002 |MonucMHYCOTOMMSI C MUCNOMNb30BaHNEM BUOEOIHAOCKONUYECKNX TEXHOMOIUIA

NaHCMHYCOTOMMS 37 700
100380 |A16.08.013.001 |MnacTuka HOCOBOW NEPErOPOAKM C UCMONb30BAHMEM BUAEOIHLOCKONNYECKNX

TEXHOMOrnM 37 400
100407 |A03.08.004.002 |3HOockonMYeckas sHAOHa3anbHas pPeBM3ns OKOTOHOCOBbIX Ma3yx 15 000
100403 |A16.27.002.001.0d3TMONOOTOMMUSA C UCMOMNb30BaHNEM BUOEO3HOOCKONMUYECKMX TEXHOMOMNIN

[BYCTOPOHSISt 40 400
100402 |A16.27.002.001 |3TMOMOOTOMMS C UCMONb3OBAHNEM BUAEOIHAOCKOMMYECKNX TEXHOMNOMNIA

OOHOCTOPOHSSA 27 900
10/14/2/1 lMonocmb pma, pomoasomka, HoOco2/10mKa, 20pmaHb
100362 |A16.08.002.001 |AOeHOMAIKTOMUSA C UCMOMNb30BaHNEM BUAECO3HOOCKOMMYECKUX TEXHOMNOMMN 25 000
101482 |A16.08.002.001.0AneHoMASKTOMUSA C UCMONb30BaHMEM BUAEO3HAOCKONMUYECKNX TEXHOMOMMIA

K.M.H./OouUeHT/BegyLmnin cneumanmct 30 000
100361 |[A16.08.002 AneHonasKToMuUs 15 000
101481 |A16.08.002.005 |ApeHomnasKTOMUSA

K.M.H./goueHT/BegyLimmn cneumanuct 20 000
101469 |A16.08.002.004 |ApeHounasKTOMUSA

AOEHOTOH3MNNOTOMUS 32 500
100367 |A16.08.001.002 |ToH3UNaKTOMMUSA LIEeNBepHas 20 000
100365 |A16.08.001 ToOH3UNaKTOMMSA 12 000
100366 |A16.08.001.001 |TOH3UMN3KTOMUSA C UCMNOMNb30BaHMEM BUOEO3HOOCKOMMUYECKUX TEXHOMNOMNM 23 800
101031 |A16.07.086.001 |MnacTuka msarkoro HEGa 24 500
100368 |A16.07.087 YBynonnacTtuka 16 000
100370 |A16.08.007.001 |YmaneHue MHOPOAHOIO Tena rnoTK1 UK ropTaHn 1 600
100371 |A16.08.054.003 |YoaneHue HOBOOOpa3oBaHWS rMOTKM 7 200
101480 |A16.08.054.004 |YganeHue HOBOOOpa3oBaHMSA rMOTKK

K.M.H./OouUeHT/BegyLwmnin cneumanmcT 8 400
100363 |A16.08.002.002 |ApeHonasKkTOMUSA

OHOockonMyeckas LwenBepHas ageHOTOH3UNNOTOMUS 32 500
100364 |A16.08.002.003 |AgeHougakToMus

OHOockonMyeckas LwenBepHas ageHOTOH3UNNAKTOMUS 35 500
100369 |A16.08.040.006 |YmaneHue HOBOOOpa3oBaHWSA ropTaHy C UCMOSIb30BaHMEM

BWE03HI0CKOMNYECKNX TEXHONOT NI 20 000
100372 |A16.08.035.001 |YmaneHue HOBOOGpa3oBaHMsA MOSIOCTU HOCA C UCTONb30BaHNEM

BWE03HI0CKOMNYECKNX TEXHOMOT NI 10 800
10/14/2/3 Yxo
100416 |A16.25.011.002 |MupuHrotomusi

[OBYCTOPOHSS 4 800
100415 |A16.25.011.001 MwupuHroTomms

OOHOCTOPOHSAS 2 300
100414 |A16.25.011 MupuHrotomus

MapaueHTe3 6/n nog Mukpockonom (m/a) 2 400
100418 |A16.25.003 MepBuYHas xmpyprudeckasi o6paboTka paHbl HApPY>KHOTO yxa

[MXO paHb! yLWHOW pakoBWHbI 2200
100426 |A16.25.003.001 |MepBuyHasn xmpypruyeckasi o6paboTka paHbl HAPY>KHOTO yxa

YwwuBaHne paspbiBa MOYKMN YLLIHOW pakoBUHbI (OQHOCTOPOHHEE) 7 400




100424 |A16.01.016.001 |YmaneHue atepombl 10 200
100422 |A16.03.089 YaaneHve aKk30CT03a, XOHAPOMbI

1 yxo 16 000
100423 |A16.03.089.001 |A16.03.089.001 25000
100425 |A16.25.042.001 |YpaneHue gobpokavyecTBEHHOrO HOBOOOPAa30BaHNsi HAaPYXKHOMO CIYXOBOIO

npoxoaa 8 000
100421 |A16.25.020.001 |lyHTupoBaHue n gpeHmpoBaHme 6apabaHHOM NonocTm

[OBYCTOpPOHee 24 800
100420 |A16.25.020 LlyHTMpoBaHune n apeHmpoBaHve 6apabaHHo NonocTm

OOHOCTOPOHHEE 13100
10/13 Ycnyeu ogpmanbmonoza
10/13/1 KoHcynbmayuu ogpmanbmosioea
10/13/1/3 3ao4Hble KOHCcybmayuu
10/13/1/2 MueHue epaya
10/13/1/1 O4Hble KOHCynbmayuu
100264 |B01.029.001.3 [Mprem (ocMoTp, KOHCYNbTaUKMs) -odpTanbMonora NepBUYHbLIN 2 500
100265 |B01.029.002.2 Mpuem (ocMoTp, KOHCYNbTaLMS) Bpada-odpTansMonora NOBTOPHbIN 2 500
10/13/2 MaHunynayuu
10/17 Ycnyau ncuxuampa
101171 KoHcynbmayuu ncuxuampa
10/17/1/3 3ao4Hble KOHCcybmayuu
10/17/1/2 MHeHue epaya
10/17/1/1 O4Hble KOHCYynbmayuu
100107 |B01.035.001 Mprem (oCcMOTp, KOHCYNbTaUMSA) -NCUXmMaTpa NePBUYHbBIN 4 000
100108 |B01.035.002 Mpuem (ocMOTp, KOHCYNbTaLMSA) -NCUXmaTpa NOBTOPHbIN 4 000
10/21 Yenyau ncuxomepaneema
10/21/1 KoHcynbmayuu ncuxomepaneema
10/21/1/3 3aoyHble KOHCynbmayuu
10/21/1/2 MueHue epaya
101406 |B01.035.002.028 |[Mpuem (0CMOTP, KOHCYMbTaLMS) -NcuxmMaTpa NOBTOPHbLIN

MHeHune ncuxmatpa-ncmxoTepanesTa 2000
10/21/1/1 O4Hble KOHCYynbmMayuu
100427 |A13.29.008.001.0VHanBuAYyanbHas ncuxotepanusi

NOBTOPHbIN CeaHc 4 000
100540 |B01.034.002.001 |Mpuem (0CMOTP, KOHCYMbTaLMSA) -NCUXOTEPaneBTa NOBTOPHbI

KopoTkas koHcynsraums 2000
100105 |B01.034.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -NCUXoTepanesTa NepBUYHbIN 4 000
100106 |B01.034.002 [Mpuem (ocMOTP, KOHCYNLTaLMS) -NcuxoTepanesTa NOBTOPHbLIN 4 000
10/15 Ycnyau nynbmoHonoza
10/15/1 KoHcynbmauyuu nynbMoHosio2a
10/15/1/3 3aoyHble KOHCynbmayuu
10/15/1/2 MueHue epaya
100843 |B01.037.001.001 |Mpuem (0CMOTp, KOHCYMbTaLKMSA) -NySIbMOHOOra NEPBUYHbIN

MHeHune Bpaya-nynsMoHosnora 1800
100844 |B01.037.002.001 |Mpuem (0CMOTP, KOHCYNbTALMS) -NYyNbMOHOMOra NOBTOPHBIN

MHeHwue Bpada-nynbmoHorsora 1800
10/15/1/1 O4Hble KOHCynbmayuu
100221 |B01.037.001 [Mprem (ocMOTp, KOHCYNbTaLMs) Bpada-nynbMOHOMora NnepBUYHbIN 2500
100222 |B01.037.002 Mpuem (0CMOTP, KOHCYNbTaLMSA) -NyNbMOHONOra NOBTOPHLIN 2 500
10/6 Ycnyau peemamoroea
10/6/1 KoHcynbmayuu pesmamousioza
10/6/1/3 3aoyHble KOHCynbmayuu
100452 |B01.040.001.001 |Mpuem (0CcMOTp, KOHCYMbTaLWSA) -peBMATONOrA NEPBUYHbIN

3aoyHas KoHcynsTaums 2500
100453 |B01.040.002.001 |Mpuem (OCMOTP, KOHCYNbTaLMS) -peBMATONOra NOBTOPHbIN

3aoyHas KoHCynbTaums 2 500
10/6/1/2 MueHue epaya
10/6/1/1 O4Hble KOHCYnbmayuu
100121 |B01.040.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -peBMaTosniora NePBUYHbIN 2 500
100122 |B01.040.002 [Mprem (oCMOTp, KOHCYNbTaUKMA) -peBMaTonora NOBTOPHbIN 2500
10/6/2 MaHunynayuu
10/9 Yenyau mpaHcghy3suonoza
10/9/1 KoHcynbmayuu mpaHcghy3suosoea
10/9/1/3 3aoyHble KOHCynbmayuu
10/9/1/2 MueHue epaya
10/9/11 O4Hble KOHCYnbmayuu
10/9/2 MaHunynayus
100127 |A18.05.012.1 lemoTpaHchy3ns

C MCNonb30BaHWeM nnasMbl NatoreHpeayLmpoBaHHon, 1 gosa - 300 mn 10 700




100128 |A18.05.012.2 lemoTpaHchy3ns

C MCMOMNb30BaHMEM CBEXE3aMOPOXEHHOW Mna3mel, 1 gosa - 300 mn 10 700
100263 |A12.05.004 Mpo6a Ha COBMECTUMOCTb Nepen NepenMBaHNeM KOMMOHEHTOB KPOBU

®dMBA 3 000
101239 |A18.05.012.008 |lemoTpaHchy3us

TpaHcdy3nsa KOMNOHEHTOB KPOBW 10 000
10/12 Ycnyau xupypea
10/12/1 KoHcynbmayuu xupypea
10/12/1/3 3ao4Hble KOHCcyIbmayuu
101702 |B01.043.001.002 |Mpuem (0CMOTP, KOHCYNbTaLMSA) -CEePAEYHO-COCYANCTOrO XMpypra NepBUYHbIA

3aoyHas KoHcynsTauus 2 500
101703 |B01.043.002.003 |Mpuem (0CMOTP, KOHCYNbTaLMS) -CepAeYHO-COCYANCTOrO XMpypra NoBTOPHbIN

3ao4Hasi KoHCynbTaums 2 500
101271 |B01.057.001.005 |Mpuem (0CMOTP, KOHCYNbTaLMS) -Xupypra neperuYHbIN

K.M.H./OOUeHT/BegyLmnin cneumanmcT, 3a04Has KOHCYNsTauus 3500
101272 |B01.057.002.006 |Mpuem (0CMOTP, KOHCYNbTaUMS) -XMpypra NOBTOPHbIN

K.M.H./OOUeHT/BegyLLmnin cneumanmcT, 3a04Has KOHCYNsTauus 3500
100782 |B01.057.001.003 |[Mpuem (0CMOTP, KOHCYNbTaLMS) Bpaya-xmpypra nepBuYHbI

3aoyHasi KoHCynbTaums 2 500
100783 |B01.057.002.003 |Mpuem (0CMOTP, KOHCYMbLTaLWS) Bpada-xmpypra NnoBTOPHbI

3aoyHas KoHcynsTauus 2 500
101704 |B01.043.002.004 |Mpuem (0CMOTP, KOHCYNbTaLUMS) -CepPAEYHO-COCYANCTOrO XMpypra NoBTOPHbIN

3aoyHasi KoHCynbTaums, kpaTkas 1 800
10/12/1/2 MueHue epayeli
101700 |B01.043.001.001 |Mpuem (OCMOTP, KOHCYNbTaLIMS) -CEPAEYHO-COCYANCTOrO XMpypra nepBUYHbIA

MHeHwne Bpava-cepgeyHo-cocyaucToro xmpypra 1800
101701 |B01.043.002.002 |Mpuem (OCMOTP, KOHCYNbTaLIMSA) -CEPAEYHO-COCYANCTOrO XMpypra NoBTOPHbI

MHeHne Bpava-cepgeyHo-cocyaucToro xmpypra 1800
10/12/1/1 O4HblIe KOHCYynIbmayuu
101255 |B01.057.002.005 |Mpuem (0CMOTp, KOHCYMbLTaLKWs) Bpada-xmpypra NnoBTOPHbI

KoHTpOmbHbI OCMOTP Mocre onepaTMBHOIO BMeLLAaTeNbCTBa 1400
101699 |B01.043.002.001 |Mpuem (0CMOTP, KOHCYNbTaLUMS) -CepPAEYHO-COCYANCTOrO XMpypra NoBTOPHbI

Kpatkasi 1800
100235 |B01.043.001 [Mprem (0CMOTp, KOHCYNbTaUMSA) -CePAEYHO-COCYANCTOro XMpypra nepBUYHbIN 2 500
100236 |B01.043.002 Mpuem (ocMOTp, KOHCYNbTaLMSA) -CepAeYHO-COCYANCTOrO XMpypra NoBTOPHbIN 2 500
100161 |B01.057.001 [Mprem (oCcMOTp, KOHCYNbTaUWS) -Xpypra nepBUYHbIN 2 500
100431 |B01.057.001.001 |Mpuem (OCMOTP, KOHCYNbTALMS) -XMpypra NepBUYHbLIN

K.M.H./goueHT/BegyLimmn cneumanuct 3 500
100162 |B01.057.002 Mpuem (0CMOTP, KOHCYNbTaLMSA) -XMpypra NOBTOPHbLIN 2 500
100432 |B01.057.002.001 |Mpuem (0CMOTP, KOHCYNbTaLMS) -XMpypra NOBTOPHbIN

K.M.H./OouUeHT/BegyLmnin cneumanmct 3500
10/12/2 MaHunynayuu
100338 |A16.01.004.23 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

Bonbluas nepeBa3ka rHOMHOWM paHbl 1300
100336 |A16.01.004.21 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

Bonbluas nepeBsi3ka YNCTOM paHbl 1000
100288 |A16.01.002 BckpbiTre naHapuums 3400
100295 |A16.01.012.17 BckpbiTre u gpeHupoBaHue driermoHbl (abcuecca)

BckpbiTre kapbyHKyna/MHOXeTBEHHbIX chypyHKyNnoB (4o 5 wr) 3 800
100304 |A16.01.012.19 BckpbiTre u gpeHupoBaHue driermoHbl (abcuecca)

BcKkpbITe HarHOMBLLECS KACTbI KpeCTLOBO-KONYMKa obnactu 12 400
100293 |A16.01.012.15 BckpbiTre u gpeHupoBaHue driermoHbl (abcuecca)

BckpbiTne ypyHkyna/abecuecca msArkux TkaHen (3-5 cm.) 2 800
100294 |A16.01.012.16 BckpbiTre u gpeHupoBaHue driermoHbl (abcuecca)

BckpbiTne ypyHkyna/abcuecca MArkmx TkaHen (5-8cm.) 4 200
100292 |A16.01.012.14 BckpbiTre n gpeHupoBaHue driermoHbl (abcuecca)

BckpbiTne ypyHkyna/abeuecca MArkux TkaHen (4o 3x cm.) 1900
100296 |A16.01.012.18 BckpbiThe u apeHmpoBaHue drermoHsl (abcuecca) 5000
100332 |A16.01.023.11 McceueHmne py6LUOB KOXM

0o 10 cm 5500
100333 |A16.01.023.12 McceueHmne py6LUOB KOXM

0o 20 cm 15400
100334 |A16.01.023.13 McceveHmne pybLUOB KOXM

McceveHune pybua nocne cpeaMHHON nanapoToMmnm/TopakoToMmm ¢

HarnoxeHnemM KOCMETMYECKOTO LUBa 20 000
100326 |A16.30.064.2 WcceveHne cBuLa MAMKUX TKaHen

(mo 10 cm) 12 000
100324 |A16.30.064 WcceveHne cBuLa MAMKUX TKaHen

(mo 3 cm) 6 500
100325 |A16.30.064.1 WcceveHne cBuLa MAMKUX TKaHen

(mo 6 cm) 8 500




100286

A16.01.027.001.1

YaaneHvne HOrTeBow NIacTUHKKU C KIMHOBWMAHOW pe3ekunen matpukca

KpaeBas pe3ekunsi HOrTeBow MacTUHbI 3 300
100287 |A16.01.027.001.2 |YganeHue HOrTEBOM NMACTMHKM C KIMHOBUAHOW pe3eKLmeln maTpumkca

KpaeBas pe3ekumnsi HOrTeBoW MacTUHbI C NCCEYEHNE OKONOHOITEBOrO Banunka 5000
100337 |A16.01.004.22 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

Manas nepeBsidka rHOMHOWN paHbI 700
100335 |A16.01.004.20 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

Manas nepeBsizka UNCTOW paHbl 400
100339 |A11.30.024.2 MMyHKUNA MATKMX TKaHen

MMyHKUMSA cepombl MATKMX TKaHen nog Y3-Hasuraumen 2 800
100164 |A16.30.069 CHATMe nocrneonepaunoHHbIX LBOB (NuraTtyp) 900
100305 |A16.01.016.3 YaaneHve atepombl

00 1cm (TynoBuLLEe/KOHEYHOCTI) 2 800
100306 |A16.01.016.4 YnaneHve atepombl

00 1cm (wes/ronosa) 4 300
100307 |A16.01.016.5 YnaneHve atepombl

[0 3CM (TynoBuLLE/KOHEYHOCTH) 4 800
100308 |A16.01.016.6 YaaneHve atepoMbl

00 3cm (wes/ronosa) 6 300
100628 |A16.01.017.003 |YmaneHue fobpokayecTBEHHbIX HOBOOOPA30BaHWUI KOXM

bonee 2 cm 6 400
100309 |[A16.30.033 YaaneHvne HoBoOGpa3oBaHNsSt MAFKUX TKaHEWN

YoaneHve nunomMbl 4o 3x cM (TynoBULLE/KOHEYHOCTH) 4 000
100310 |A16.30.033.1 YaaneHvne HoBoOGpa3oBaHNsSt MAFKUX TKaHeEWN

YoaneHve nunombl o 3x cM (wes/ronosa) 6 300
100311 |A16.30.033.2 YaaneHvne HoBoOGpa3oBaHNsSt MATKUX TKaHeEN

YaoaneHve nunombl 4o 6T1 cM (TyNoBULLE/KOHEYHOCTM) 7 100
100312 |A16.30.033.3 YaaneHne HoBoOGpa3oBaHNsSt MATKUX TKaHeEN

YnoaneHve nunomsl 4o 61 cm (Lwes/ronosa) 10 700
100285 |A16.01.027.001 |YmaneHue HOrTEBOMW NNACTUHKM C KMMHOBMOHOW pe3eKumen MmaTpukca 3700
100297 |A16.01.001.6 YaaneHvne noBepxHOCTHO PacnofioXXeHHOro MHOPOAHOrO Tena

XUpYprom 1800
100298 |A16.01.001.7 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

XMpYprom 5100
100301 |A16.01.004.19 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

no 10 cm 2 500
100299 |A16.01.004.17 Xupypruyeckasi o6paboTka paHbl UK MHPULMPOBAHHON TKaHW

0o 3x cm 1 000
100300 |A16.01.004.18 Xupypruyeckasi o6paboTka paHbl NN MHPULMPOBAHHON TKaHW

0o 5T cm 1500
100329 |A15.01.001.001 |HanoxeHne NoBsA3KM Npu OXxorax 1600
100330 |A15.01.001.001.1 |HanoxeHne NoBA3Ku Npu oxorax 2 800
100331 |A15.01.001.001.2 |HanoxeHne NoBsA3KM Npu oxorax 4 200
100328 |A16.04.039 BckpbITve 1 gpeHnpoBaHne CUHOBUANbHON CYMKN 8 800
100533 |A16.01.027.003 |YmaneHue HOrteBbIX NIIAaCTUHOK

Xupypruyeckoe nedeHve BPOCLLEro HOrTst (MecTHas aHecTesuns), 1 kateropusi

CITOXXHOCTK 3000
100534 |A16.01.027.004 |YnaneHue HOrTeBbIX NIIACTUHOK

XUpypruyeckoe neveHne BPOCLLETO HOMTst (MeCTHasi aHecTe3uns), 2 kaTeropusi

CIOXHOCTH 4 500
10/12/3 Onepayuu
100448 |A16.18.009.001 |AnneHASKTOMUS C UCMONb30BaHMEM BUOESO3HOOCKOMMUYECKUX TEXHOMOMNMN

1 KaTeropusi CroXXHoCTn 20 000
100449 |A16.18.009.002 |AnneHA3KTOMUS C UCMNONb30BaHMEM BUOEO3HOOCKOMMYECKUX TEXHOMNOMNIN

2 KaTeropusi CrioXXHOCTH 25 000
100450 |A16.18.009.003 |AnneHASKTOMUS C UCMNONb30BaHMEM BUOEO3HOOCKOMMYECKUX TEXHOMNOMNIN

3 KaTeropusi CrioXXHOCTH 27 000
100451 |A16.18.009.004 |AnneHA3KTOMUS C UCMNONb30BaHMEM BUOEO3HOOCKOMUYECKUX TEXHOMNOMNM

4 xaTeropusi CrioXXHOCTH 35000
101366 |A16.18.009.005 |AnneHASKTOMUS C UCMONb30BaHMEM BUOEO3HOOCKOMMYECKUX TEXHOMNOMNIN

5 kaTeropusi CrioXXHOCTH 35000
100348 |A16.30.007.001 |OpeHunpoBaHue GPIOLLIHON NONOCTM NOA KOHTPOMEM YrbTPa3ByKOBOIO

nccnenoBaHns 7 600
100703 |A16.30.008 McceyeHme KOXU 1 MOAKOXHO-XXMPOBOW KreTyaTku nepegHein OproLHON CTEHKN

(abpomuHonnacTuka) 109 700
101369 |A16.30.004.012.0dOnepatnBHOE neyeHre nocneonepaumoHHON rPbKN C NCMONb30BaHUEM

ceTyaTblX UMMIaHTOB

2 kareropus 50 000
100266 |A16.30.004.1 OnepaTnBHOE neyeHne rpbikn nepegHern GPIOLLHON CTEHKN 20 000
100345 |A16.14.009.002 |XoneumcTaKTOMMS flanapockonuyeckas

1 kateropus 30 000
101365 |A16.14.009.002.00 XonewumcTakToMMUS NTlanapockonuyeckas

K.M.H./OouUeHT/BegyLmnin cneumanmct 50 000




100281

A16.30.001.001.1

OnepaTtnBHOE NeYeHNe NaxoBo-6eapeHHON rPbIXKK C UCMONb30BaHWEM
BMOE03HOO0CKOMMYECKUX TEXHOMOUIA

[BYCTOpPOHEE 50 000
100280 |A16.30.001.001 |OnepaTnBHOE feYeHre NaxoBo-0epPeHHON rPLKN C UCMONb30BaHNEM

BWE03HI0CKOMNYECKNX TEXHOMOT NI 35000
100720 |A16.30.001.003 |OnepaTnBHOE feYeHre NaxoBo-0epeHHON rPLKN C UCMONb30BaHNEM

BMAE03HOO0CKOMUYECKNX TEXHONOMMIN (BKIMKOYAs CTOMMOCTb repHuocTennepa) 41 800
100342 |A16.30.004.005 |Onepauusi npu 6onbLUO NOCNeonepaLmoHHON rpbixke 28 000
100343 |A16.30.004.007 |Onepauust npy ruraHTCKoOM NnocrneonepaumoHHON rpbhxe 35000
100341 |A16.30.004.004 |Onepauus Npu Manow n cpegHen nocneonepaumMoHHON rpbike (CNoxHas

dopma) 23 000
100340 |A16.30.004.003 |Onepaums npu Manomn n cpegHen nocrneonepaLoHHON rpbihke

(nerkas dopma) 18 000
101083 |A16.30.002.001.0dOnepatnBHOE neveHne NyrnoYHOM rpbbkK C UCMONb30BaHNEM

BUOEO3HO0CKOMNNYECKNX TEXHOMNOIMI, 1 KaTeropus 25000
100284 |A16.30.002.002.2 |OnepaTtnBHOE feveHne NynoYHOM rpbikn C UCNOMb30BaHNEM CeTHaTbIX

VMMNNaHTOB

2 KaTeropuvsi CrioXXHOCTH 23 000
100283 |A16.30.002.002.1 |OnepaTnBHOE feveHne NynoYHOM rpbiki C UCNONb30BaHNEM CETYATbIX

WUMMNaHTOB

1 kaTeropus CroXxHoCcTn 18 000
100282 |A16.30.001.1 OnepaTnBHOE feyeHre NaxoBo-0epeHHON rpbiKn

OTKPbITOE, BYCTOPOHEE 35000
100254 |A16.30.001 OnepaTnBHOE feyeHre NaxoBo-0epeHHON rpbiKn

OTKpbITOE, OOHOCTOPOHEE, 1 KaTeropus 25000
101368 |A16.30.001.005 |OnepaTnBHOE feYeHre NaxoBo-0epeHHON rpbiKn

OTKpbITOE, OOHOCTOPOHEE, 2 KaTeropus 45000
101367 |A16.30.001.004 |OnepaTnBHOE NeYeHre NaxoBo-0eApeHHON rPpbIKN

OTKpbITOE, O4HOCTOPOHEE, K.M.H./AOLEeHT/BeayLLmnin cneumanuct 35000
100702 |A16.30.004.002 |MnacTuka npu guactase NpsiMbIX MbILLL, XMBOTA 63 000
100629 |A16.01.018.001 |YmaneHue nobpokadyecTBEHHbIX HOBOOOPA30BaHWUI MNOAKOXHO-KMPOBOWA

KneTyaTku

B YCMOBMSAX OnepaunoHHo (8o 5 cm) 8 700
101319 |A16.30.014.001 |OkcTMpnaumsa CPEaUHHBLIX KUCT U CBULLEW LUEN

YananeHue KucCThl Wwewn, 1 kateropusi 20 000
101167 |A16.30.025.006 |YganeHue KACT 1 OnyxoneBuaHbIX 0Opa3oBaHuii GPIOLLIHOM MONOCTU

C MCMNOSb30BaHMEM NanapoCKOMNMYECKMX TEXHOOMIA 38 000
100373 |A16.30.004.011.01OnepaTtnBHOE neYveHne rpbkn nepegHernt GPIOLLHON CTEHKU C UCMONb30BaHNEM

ceTyaTblX UMMNMAHTOB 6 900
100374 |A16.30.004.011.01OnepaTnBHOE neYeHre rpbkn nepegHer OPIOLLHON CTEHKU C UCTMONb30BaHNEM

ceTyaTbiX UMMNIAHTOB 9 800
100375 |A16.30.004.011.01OnepaTtnBHOE neYeHre rpbkn nepegHer GPIOLLHON CTEHKU C UCTMONb30BaHUEM

ceTyaTblX UMMNIAHTOB 14 800
100376 |A16.30.004.011.0220OnepaTtnBHOE NeYeHne rpbkn nepegHern OPIOLLHON CTEHKU C UCTMONb30BaHNEM

ceTyaTblX UMMNIAHTOB 24 400
09 Yenyau cmayuonapa
09/1 Ycnyau OHeeHo20 cmayuoHapa
090101 [B02.057.001.001 [lMpouenypbl CECTPUHCKOrO yxoAa B YCIOBUAX CTauMoHapa

MpebbiBaHue B nanarte HEBHOro cTauuoHapa fo 1 yaca (ogHoMecTHas

nanara) 1000
090103 |[B02.057.001.003 |[Mpoueaypbl CECTPUHCKOrO yXoAa B YCNOBUAX CTaLMoHapa

MpebbiBaHKe B nanarte QHEBHOMO cTauuoHapa Jo 4 yacoB (04HOMeCTHas!

nanara) 3000
090111 [B02.057.001.005 [Mpoueaypbl CECTPUHCKOrO yxoaa B yCroBUaX CTaumMoHapa

MpebbiBaHne B nanate ctaunoHapa BPT 2 000
090102 [B02.057.001.002 |[Mpoueaypbl CECTPUHCKOrO yXxoaa B yCNoBUAX CTaLMoHapa

MpebbiBaHne B nanarte ctaunoHapa oo 1 yaca 1500
090104 [B02.057.001.004 [Mpouenypbl CECTPUHCKOrO yXxoaa B yCoBUAX CTaumMoHapa

MpebbiBaHMe B nanate ctaunoHapa 4o 4 4yacoB 4 500
09/2 Yenyau kpyanocymo4Hoeo cmayuoHapa
090108 [B02.057.001.011 |[Mpouenypbl CECTPUHCKOIO yXoaa B YCIOBUAX CTaLMoHapa

Mpeb6biBaHKe B nanate ctaunMoHapa 1 cyTku 8 000
090107 |[B02.057.001.010 [Mpouenypbl CECTPUHCKOIO yXoaa B YCIOBUAX CTaLMoHapa

Mpeb6biBaHKne B nanate ctaunoHapa 1 cyTku (ogHOMeCTHasi nanara) 10 000
090106 |[B02.057.001.009 [Mpouenypbl CECTPUHCKOIO yXoaa B YCIOBUAX CTaLMoHapa

Mpeb6biBaHKne B nanarte ctaunoHapa oo 12 4yacos ¢ NUTAHUEM 6 000
090105 [B02.057.001.008 [Mpoueaypbl CECTPUHCKOrO yXoAa B YCNOBUAX CTauMoHapa

MpebbiBaHne B nanate ctaunoHapa Ao 12 YyacoB ¢ nuTaHMeM (ogHOMeCcTHast

nanara) 8 000
090110 [B02.057.001.013 |[Mpoueaypbl CECTPUHCKOrO yxoAa B yCNoBUAX CTaumMoHapa

MpebbiBaHne B Nnanate cTaunoHapa, BTOPON 1 Kaxkablii NOCNEAYOWNA AeHb 6 000




090109

B02.057.001.012

Mpoueaypbl CECTPUHCKOIO yxoAa B YCNOBUSIX CTauuoHapa
MpebbiBaHne B nanarte ctaunoHapa, BTOPOM 1 KaxXablvi NOCMNEAYoLWnA AeHb

(ogHOMecTHas nanara) 8 000
090134 [B02.057.001.029 [Mpoueaypbl CECTPUHCKOrO yXxoaa B YCoBUAX CTaumMoHapa

MpebbiBaHne pogcTBEHHMKA B nanare ctauuoHapa (1 cytku) 5000
21 ®nebonozus
211 KoHcynbmauyuu ¢nebonoza
21111 O4Hble KOHCYnbmMayuu
210120 ([B01.057.001.002 [Mpuem (oCcMOTP, KOHCYMLTaUUs) -Xupypra nepBUYHbIN

KoHcyneTaums dnebonora 2500
210132 |[B01.057.001.008 [Mpuem (ocMOTp, KOHCYNLTaLUs) -Xupypra nepBUYHbIN

KOHcynbTauusi pnebonora, K.M.H./goLeHT/BeayLmiA cneunanuct 3500
210121 |[B01.057.002.002 [Mpwem (oCcMOTP, KOHCYNLTaLUS) -X1pypra NOBTOPHbIN

KOHcynbTauus pnebonora 2500
210133 |[B01.057.002.007 [Mpwem (oCcMOTP, KOHCYNLTaLUS) -X1pypra NOBTOPHbIN

KOHcynbTauusi pnebonora, K.M.H./goLeHT/BeayLmii cneumnanuct 3500
21/3 Onepayuu
210107 |[A16.12.012.1 MepeBnA3ka n obHaXxxeHne BapuKO3HbIX BEH

1 KaTeropuv CnOXHOCTH 11 600
210108 [A16.12.012.2 MepeBsa3ska n obHaxKeHWe BapuKO3HbIX BEH

2 KaTeropum CrioxkHOCTH 21 300
210115 |[A16.12.012.3 MepeBnA3ka n obHaxxeHne BapuKO3HbIX BEH

3 KaTeropmm CnoxHocTu 26 500
210122 |[A16.12.012.001 [MepeBsA3Kka 1 oOHaxeHWe BapUKO3HbIX BEH

4 KxaTeropum CrnoXXHocTu 35750
210127 |[A16.12.012.002 [lMepeBsizka 1 oOHaeHNe BapUKO3HbIX BEH

5 KaTeropmm CnoxHocTu 45 000
210103 [A11.01.011.2 CknepoTepanus TeneaHrmoakTasum

3a 1 30Hy (ogHa 30Ha - 6egpo/roneHs/cTona) 7 100
210128 |[A22.12.003.006 |lasepHas koarynaumsi BEH HUXXHUX KOHEYHOCTEN

ToTanbHas nasepHas Koarynsumsa BEH HWKHUX KOHEYHOCTeN, 1 kaTeropusi

CMOXHOCTU 45 300
210129 |[A22.12.003.007 [JlazepHas koarynsiums BEH HUKHUX KOHEYHOCTEN

ToTanbHas nasepHas Koarynsums BEH HWKHUX KOHEYHOCTEN, 2 KaTeropusi

CMOXHOCTH 56 800
210130 [A22.12.003.008 [|asepHas koarynaumsi BEH HMXXHUX KOHEYHOCTEN

ToTanbHas nasepHas Koarynsumsa BEH HWKHUX KOHEYHOCTEN, 3 KaTeropusi

CMNOXHOCTU 69 600
210110 [A22.12.003.1 JlasepHas Koarynsaums BeH HMKHNX KOHEYHOCTEN

1 kaTeropus CroXxHoCTn 38 200
210111  [A22.12.003.2 JlasepHas Koarynsaums BeH HMKHNX KOHEYHOCTEN

2 KaTeropus CroXxHoCTu 40 000
210112 |[A22.12.003.3 JlasepHas Koarynsaums BeH HMKHNX KOHEYHOCTEN

3 KaTeropuvsi CrioXXHOCTH 48 800
05 IKO
A05 Akyuu
05/1 FoHadomponuHbI
050350 [A11.02.002.043 |[BHyTpuMmbILLeYHOE BBEAEHWE NEKapCTBEHHbIX NpenaparoB

loHapgoTponuH MeHonay3HbIv (onnuKynoCTUMYNUPYHOLLUIA FTOPMOH +

NOTENHN3NPYIOLLMIA TOPMOH), Nnounnsat AN NpUroToBneHns p-pa ans 8/m

BBeaeHusa 75 ME+75 ME, 2 mn 1 amnyna, Ne5 3200
050103 [A11.01.002.3 MopkoxxHOe BBEAEHWE NEeKapCTBEHHbIX NpenapaTos

loHan-® (PonnuTtponuH ansbda) 75 ME 2350
050101 |[A11.01.002.1 MopkoxxHOe BBEAEHWE NEeKapCTBEHHbIX NpenapaTos

loHan-® (PonnuTponuH anbda) wnpuu-pydka 300 ME 9 250
050102 |[A11.01.002.2 MopkoxxHOe BBEAEHWE NEeKapCTBEHHbIX NpenapaTos

loHan-® (PonnuTponuH anbda) wnpuu-pydka 450 ME 13 900
050104 |[A11.01.002.4 MopkoxxHOe BBEAEHWE NEeKapCTBEHHbIX NpenapaTos

loHan-® (PonnuTponuH anbda) wnpuu-pydka 900 ME 27 800
050105 [A11.01.002.5 [MogkoxHOe BBeAeHMe NekapCTBEHHbIX NpenaparoB

OekanenTtun (TpuntopenwuH) 0,1 Mr pacTeop 900
050108 |[A11.02.002.14 BHyTpuMbILLEYHOE BBEOEHNE NEKapCTBEHHbIX NpenapaToB

OundepenuH (TpuntopenuH) 3,75 mr, Ne1 9700
050272 |[A11.02.002.23 BHyTpuMbILLEYHOE BBeQEHNE NekapCTBEHHbIX NpenapaToB

MepwuodepT (MeHoTponuHel), 150 ME 7 000
050115 |[A11.02.002.16 BHyTpuMbILLEYHOE BBeOEHNE NeKkapCTBEHHbIX NpenapaToB

MepwuodepT (MeHoTponuHel), 75 ME 4 000
050116 |[A11.01.002.9 MopkoxxHOe BBEAEHWE NEKapCTBEHHbIX NpenapaTos

Osutpenb (XopuoroHagotponuH anbda) 250 mkr, Ne1 11 300
050117 |[A11.01.002.10 [MoagkoxHoOe BBeAeHMe NekapCTBEHHbIX NpenaparoB

OpranytpaH (MaHupenukc) 0,25 mr, Ne1 2100
050118 |[A11.01.002.11 MopkoxxHOe BBEAEHNE NEeKapCTBEHHbIX NpenapaTos

Meprosepuc (PonnutponuH anbda+lytponuH anbda) 150ME +75 ME, Ne1 7 000




050144

A11.01.002.28

MogkoxHoe BBEAEHNE NeKapCTBEHHbIX npenapaTtoB

Mpumanyp (PonutponuH anbda) 900 ME Ne1 27 000
050273 [A11.01.002.34 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

MpontoTekc (MporectepoH) 25 mr Ne7 10 900
050123 [A11.01.002.14 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

MyperoH (PonnutponuH 6eta) 300 ME p-p, Ne1 11 000
050125 [A11.01.002.16 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

MyperoH (PonnutponuH 6eta) 600 ME 20 400
050124 |[A11.01.002.15 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaTos

MyperoH (PonnutponuH 6eta) 900 ME p-p, Ne1 29 800
050128 [A11.01.002.19 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Pekosennb (PonnutponuH gensra) 12 mkr/0.36 mn no 3 mn Ne1 11 600
050129 [A11.01.002.20 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Pekosennb (PonnutponuH gensra) 36 mkr/1.08 mn no 3 mn Ne1 31750
050130 (A11.01.002.21 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Pekosennb (PonnutponuH gensra) 72 mkr/2.16 mn no 3 mn Ne1 57 800
050133 |[A11.02.002.8 BHyTpuMbILLIEYHOE BBEAEHNE NEKAPCTBEHHbIX NpenapaTos

XopuoHudeckui roHagotponuH Yyenoseka 1000 ME Ne1 660
050135 [A11.02.002.10 BHyTpuMbILLEYHOE BBEAEHNE NEKAPCTBEHHbIX NpenapaTos

XopuoHu4eckui roHagoTponuH Yenoseka 5000 ME 3200
050146 [A11.02.002.13 BHyTpuMbILLEYHOE BBEAEHNE NEKAPCTBEHHbIX NpenapaTos

XyMol™ (MeHoTtponuHbl) 150 ME Ne1 4900
050136 [A11.01.002.22 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaTos

Lletpotug (Letpopenukc) 0.25 mr, Ne1 3200
050138 [A11.01.002.24 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Ononea (Kopudonnutponmu) 100 mkr 0,5 mn Ne1 25500
050137 [A11.01.002.23 [MogkoxxHOe BBEAEHNE NeKapCTBEHHbIX NpenapaToB

Onoxsa (Kopudonnutponuu) 150 mkr 0,5 mn Ne1 38 250
050147 |A11.01.014.2 HakoxHoe npvMeHeHne nekapcTBEHHbIX NpenapaToB

OcTtpoxensb (acTpagunona remurnapar) 0,6 mr 80 r dhnakoH ¢

nomnow-go3atopom Ne1 3600
05/2 lpoezpammbl IKO
050149 BasoBas nporpamma 3KO 6e3 nepeHoca ambpuoHa 108 900
050150 BasoBas nporpamma 9KO ¢ nepeHocoM ambproHa 131 900
050156 KpvonepeHoc ambpuoHa 60 900
050275 OtcpoyeHHoe matepuHcTeo /MAKCUMYM/ 94 400
050276 OtcpoyeHHoe matepuHcTeo /ONTUMYM/ 84 400
05/3 CnepMozpaMMbl
050329 [A11.21.010.001 |[O6paboTka cnepMbl Ansi NPOBEAEHMSA NPOLEAYPbl 3KCTPAKoPropansHOro

OMNOAOCTBOPEHNS

Mcnonb3oBaHe MUKPOXMOKOCTHBIX YMMOB Af151 COPTUPOBKM CNepMaTo3onioB

(Mukpodbnionamka) 17 000
050158 (B03.053.002.1 Cnepmorpamma

MAR-TecT (onpegeneHune aHTUCnepMarbHbIX aHTUTEN) 1600
050165 [A11.21.010 O6paboTka ons NpoBeAeHMs NpoLeaypbl 3KCTpakoprnopanbHOro

ONSI04OTBOPEHNS 7 500
050162 |A27.21.001 OueHka dpparmeHTauumn JHK cnepmatosongos 7 500
050159 ([B03.053.002 Cnepmorpamma 2400
050163 |[B03.053.002.4 Cnepmorpamma

TecT Ha KPUOTONEepPaHTHOCTb CNepMaTo3onaoB 3 800
050161 |[B03.053.002.3 Cnepmorpamma

TecT ¢ rmanypoHoBou kucrnoton (HBA TecT) 5000
05/4 TpaHcnopmupoeka 6uomamepuana
05/4/1 noy6 medukan
05/4/3 TpaHcnopmupoeka Kanyea
05/4/2 Tpancnopmupoeka KJ® Mockea
05/4/4 TpaHcnopmupoeka Tyna
05/6 Ycnyau OMC
0903 OMC 2oHadomponuHbI
0904 OMC 3KO ycnyeu
05/5 Ycnyau penpodykmonoza
05/5/1 Koncynbmauyuu penpodykmoisoza
05/5/1/3 3ao4Hble KOHCYIbmayuu
050277 |[B01.001.001.20 |[Mpwnem (ocMOTP, KOHCYNLTALMUS) -aKyLLuepa-rmHeKonora nepBuYHbIN

rMHEKONOr-penpoayKTornor, 3a04Has KOHCyNsTauuns 2 500
050278 |[B01.001.002.21 |[Mpwnem (o0CMOTpP, KOHCYMNbTaUUs) -aKyLuepa-ruHeKonora NoBTOPHbI

rMHEKONOr-penpoayKTosor, 3a04Has KOHCYNbTauus 2 500
05/5/1/2 MueHue epaya
100803 |B01.001.001.006 |Mpuem (0CMOTp, KOHCYNbTaLMSA) -aKyLlepa-rMHeKonora nepBuyHas

MHeHune Bpaya ruHekonora-penpoaykronora 2000
100804 |B01.001.002.002 |Mpuem (OCMOTP, KOHCYNbTaLMS) -aKyLLepa-rMHeKonora NoBTOpHast

MHeHwne Bpaya rmHekonora-penpogykrosora 2000




100831

B01.001.001.010

Mpuem (0CMOTP, KOHCYNbTaLWS) -aKyLuepa-rmHekornora nepeuyHas

MHeHne Bpada rmHekonora-penpogykTosnora, BeayLlero cneyyanucTa 2500
100832 |B01.001.002.006 |Mpuem (0CMOTP, KOHCYNbTaLMS) -aKyLLepa-rMHeKonora NoBTOpHast

MHeHne Bpayva rmHekornora-penpogykTosnora, BeayLlero cneyumanucTa 2 500
05/5/1/1 O4Hble KOHCYynbmayuu
050191 (B01.001.001.1 Mpuem (0CMOTP, KOHCYNbTaUMS) -aKyLlepa-rMHeKornora nepBuYHbINA

rMHEKoNor-penpogykTonor 2 500
050265 |[B01.001.001.17 [Mpnem (oCMOTP, KOHCYNLTALMS) -aKyLLuepa-rmHeKkonora nepeuyHas

rMHEKONOr-penpoayKTonor, K.M.H./4oueHT/BegyLumnin cneunanmet 3500
050192 (B01.001.002.1 Mpuem (0CMOTP, KOHCYNbTaLMSA) -aKyLlepa-rMHeKonora NoBTOPHbIN

rMHeKonor-penpogykTonor 2 500
050266 (B01.001.002.18 [Mpwnem (ocMOTp, KOHCYMNTaUUs) -aKyLLuepa-rmHeKonora NoBTopHas

rMHEKONOr-penpoayKTonor, K.M.H./4oUeHT/BegyLumii cneunannet 3500
05/5/2 MaHunynayuu
050196 [A11.20.034.1 BHyTprMaTo4HOoe BBegeHne Myxa (napTHepa)

BHyTprMaTo4Has nHcemMuHaums 19 000
050199 |[A11.20.030 BHyTprMaTo4HOe BBEAEHME AMOpPUOHa 23 000
050283 |[A11.20.030.1 BHyTprMMaTo4Hoe BBedeHue ambproHa

B pamMKax KpuonpoTokona 33400
050328 |[A11.20.030.001 [BHyTpumaTO4HOE BBEAEHUE 3MOpPMOHA

Cpena EmbryoGlue 9 500
050200 |A11.20.009.1 3oHOupoBaHMe matku

Mpo6HbIN NepeHoc 6 300
050198 |[A11.20.019 TpaHcBarnHanbHasa NyHKUMSA QONAMKYNoB ANYHNKOB 36 500
050269 |[A04.20.003 YnbeTpa3sBykoBoe nccrnegoBaHue donnukynoreHesa 1200
05/5/3 PenpodykmueHbili KOHCUNUyM
05/7 Ambpuosnoaust
050201 |[A11.30.010.2 Buoncusa ambpuoHa

Ovoncus TpodakTogepmel 1 brnactouncta 20 000
050202 |[A11.30.010.3 Buoncusa ambpunoHa

Ovoncus TpodakTogepmel 2-5 Gnactounct 25000
050203 |[A11.30.010.4 Buoncusa ambpunoHa

6uoncus TpodakTogepmbl 6 1 Gonee GnacToumct 35000
050206 |[A11.20.029 BcrnomoraTenbHbIn XeT4UHT (pacceveHune bnecTsilert 060moykun) aMbproHa 12 000
050220 ([A11.20.032.1 KpuokoHcepBaLmsa rameT (0ouuToB, CNepmMaTo3onaoB)

JoHopcKasi cnepma 19 900
050221 |[A11.20.032.2 KpuokoHcepBaumsa rameT (0ouuToB, CNepmMaTo3onaoB)

OOHOPCKMIA ooumnT 34 000
050230 [A11.20.032.5 KpuokoHcepBaLmsa rameT (0ouuToB, CNepmMaTo3onaoB)

KpuokoHcepBaumsa oountos, 1 Hocutens 21 000
050231 |[A11.20.032.6 KpuokoHcepBaLmsa rameT (0ouuTOoB, CNepmMaTo3onaoB)

KpuokoHcepBaLmsa oountos, 2 HOCUTENS 25 000
050232 |[A11.20.032.7 KpuokoHcepBaumsa rameT (0ouuToB, CNepmMaTo3onaoB)

KpuokoHcepBaLmsa oountos, 3 HocuTens 30 000
050233 |[A11.20.032.8 KpuokoHcepBaLmsa rameT (0ouuToB, CNepmMaTo3onaoB)

KpuokoHcepBaLmsa oountos, 4 Hocutens 35000
050337 |[A11.20.032.001 |[KpunokoHcepBaLmsi rameT (OOLMTOB, CNEPMaTO30M1a0B)

fonnara 3a Kaxabli nocnegyoLwmnin HocuTens, HaynHas ¢ 5 Hocutens 8700
050223 |[A11.20.032.3 KpuokoHcepBaLmsa rameT (0ouuToB, CNepmMaTo3onaoB)

1-9 nosa 11 000
050224 |[A11.20.032.4 KpuokoHcepBaLmsa rameT (0ouuToB, CNepmMaTo3onaoB)

2-a nosa n nocnegyoLume 3 500
050225 |[A11.20.031.1 KprokoHcepBaums aM6pnoHoB

1 HocuTenb 21 000
050229 [A11.20.031.5 KprokoHcepBaumsa aM6pnoHoB

11 n 6onee HocuTenew 55 000
050226 |[A11.20.031.2 KprokoHcepBaumsa aM6pnoHoB

2 HocuTens 25000
050227 |[A11.20.031.3 KprokoHcepBaumsa aMBpnoHoB

3-4 Hocutens 30 000
050228 [A11.20.031.4 KprokoHcepBaumsa aM6pnoHoB

5-10 HocuTenen 35 000
050338 [A11.20.031.001 |[KpunokoHcepBaLusi SMOprOHOB

Jonnara 3a Kaxgpbli nocnegyowmmn Hocutens, HadmHasa ¢ 11 Hocutens 8700
050216 |A11.20.028 KynetueupoBaHue am6proHa 37 000
050246 |A11.20.027 OKcTpakopnopanbHoe OnsioAoTBOPEHNE OOLMTOB 24 500
050212 [A11.20.032.10 KpuokoHcepBaLmsa rameT (0ouuToB, CNepmMaTo3onaoB)

oTTaumBaHWe oounToB, 1 HoCUTENb 20 500
050214 |[A11.20.031.6 KprokoHcepBaums aMBpnoHoB

oTTavBaHue ambpuoHa, 1 Hocutenb 25500
050215 [A11.30.012.001 [WHBbekums cnepmato3onga, OTOGPAHHOIO NO PU3MONOTMHECKOMY MPU3HAKY, B

uutonnasmy ooumnta (MAKCU) 14 600




050208 [A11.30.012.4 MHbekuunsa cnepmartosonga B umtonnasmy oouuta (MKCW)

1-2 ANLEKNeTok 20 000
050211 [A11.30.012.7 MHbekuunsa cnepmatosonga B umtonnasmy oounta (MKCW)

13 1 bonee ANLEKNETOK 40 000
050209 [A11.30.012.5 MHbekuunsa cnepmartosonga B umtonnasmy oounta (MKCW)

3-5 anuekneTok 31 000
050210 [A11.30.012.6 MHbekuunsa cnepmartosonga B umtonnasmy oounta (MKCW)

6-12 anuekneTok 36 000
050213 |[A11.20.032.11 KpnokoHcepBaums rameTt (0OUMTOB, CNepMaTo30MaoB) pasmMopo3ka cnepmbl 7 000
050236 |[A11.20.031.7 KpuokoHcepBaumsa amo6proHoB

XpaHeHue cnepmbl, OOLUTOB M SMOPUOHOB B KproxpaHunuie 1 mecay, 2 000
050237 |[A11.20.031.8 KpuokoHcepBaLmsa ambproHoB

XpaHeHue cnepmbl, 0OLUTOB M 3MOPUMOHOB B KpoxpaHunue 12 mecsiues 12 000
06 BHOoKpuHoso2Us
06/1 KoHcynbmauyuu aHdokpuHosioea, duemorsio2a
06/1/3 3aoyHble KOHCynbmayuu
060348 (B01.013.001.1 [Mprem (OCMOTp, KOHCYNbTaUWs) -gueTonora NepBUYHbIN

3aoyHas KoHCcynbTaums 4 000
060349 (B01.013.002.1 [Mprem (oCcMOTp, KOHCYNbTaUMA) -OMeTonora NOBTOPHbIN

3aoyHas KoHCcynbTaums 4 000
060342 |[B01.058.001.12 [Mpwnem (oCcMOTpP, KOHCYILTaUUs) -9HA0KPUHOSOra NepBUYHBI

3aoyHas KoHCcynbTaums 2 500
060344 |[B01.058.001.13 [Mpwnem (ocMOTp, KOHCYNLTaUUsI) -9HA0KPUHOSOra NepBUYHBI

K.M.H./goueHT/BegyLumin cneumanmcT, 3ao4Has KOHCyrnsTaums 3500
060343 |[B01.058.002.11 [Mpwuem (oCMOTP, KOHCYNLTALUS) -9HA0KPUHOSOra NOBTOPHbI

3aoyHas KoHCcynbTaums 2 500
060345 [B01.058.002.12 [Mpwuem (oCMOTP, KOHCYNLTALUS) -9HA0KPUHOSOra NOBTOPHbI

K.M.H./goueHT/BegyLumin cneumanmcT, 3ao4Has KOHCyrnsTaums 3500
060396 (B01.058.001.004 [Mprem (ocMOTp, KOHCYNLTaUUSI) -9HA0KPUHOSOra NePBUYHBI

OHOOKPMHOMOr-XMpPYpr, 3a04Has KOHCyNbTauns 2500
060397 |[B01.058.002.008 [Mpuem (oCcMOTP, KOHCYNLTALUS) -9HA0KPUHOSIOra NOBTOPHbI

OHOOKPMHOMOr-XMpPYpr, 3a04Has KOHCyNbTauns 2 500
06/1/2 MueHue epaya
100819 |B01.013.001.001 |Mpuem (ocMOTp, KOHCYMbLTaLWS) -AMeTONora NEPBUYHbIN

MHeHue Bpada-gneTonora 2 000
100820 |B01.013.002.001 |Mpuem (0CMOTP, KOHCYNbTaUMS) -AMeTonora NOBTOPHLIN

MHeHue Bpada-gneTonora 2 000
100807 |B01.058.001.001 |Mpuem (0CMOTP, KOHCYMbTaLWS) -3HAOKPMHOMOra NEPBUYHbIN

MHeHue Bpava-aHOOKpMHosora 2 000
100808 |B01.058.002.001 |[Mpuem (0CMOTP, KOHCYNbTaLMSA) -3HOOKPMHOMOra NOBTOPHLIN

MHeHue Bpava-aHOOoKpMHosora 2 000
06/1/1 O4Hble KOHCcynbmayuu
060339 |B01.013.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -AueTonora NepBUYHbIN 4 000
060340 (B01.013.002 [Mprem (ocMOoTp, KOHCYNbTaUKMSA) -OUeTonora NOBTOPHbIN 4 000
060212 [B01.058.001 Mpuem (ocMOTp, KOHCYNbTaLMSA) -9HOOKPUHONOra NePBUYHbIN 2 500
060229 (B01.058.001.8 Mpuem (ocMOTp, KOHCYNbTaLMSA) -9HOOKPUHONOra NePBUYHbIN

K.M.H./OouUeHT/BegyLLuunii cneumanmcT 3500
060221 |[B01.058.002 [Mpuem (ocMOTP, KOHCYNLTaLMSA) -3HAOKPMHONOra NOBTOPHLIN 2500
060230 (B01.058.002.8 [Mprem (OCMOTp, KOHCYNbTaUMS) -9HOOKPUHOIOra NOBTOPHbIN

K.M.H./goueHT/BegyLimmn cneumanuct 3500
060213 (B01.058.001.1 [Mprem (0CMOTp, KOHCYNbTaUMS) -9HOOKPUHOMOra NEPBUYHbIN.

OHAoKpWHonora-gueTonora 3 000
060222 (B01.058.002.1 [Mprem (0CMOTp, KOHCYNbTaUWS) -9HOOKPUHOMNOra NMOBTOPHbIN.

OHAOoKpuHonora-gueTonora 3000
060361 [B01.058.001.6 [Mprem (0CMOTp, KOHCYMbTaUMS) -9HOOKPUHOMNOra NePBUYHbIN

OHAOKPUHOMOr-Xupypr 2500
060362 |[B01.058.002.16 [Mpuem (oCcMOTP, KOHCYNLTaLUS) -9HAO0KPUHOSOra NOBTOPHbI

OHAOKPMHOMNOr-XMpypr 2500
06/2 MaHunynayuu
060234 |A11.22.001.001 Buoncusa wuToBUOHOM UNn NapawmToOBNAHON Xernesbl Mo KOHTPOeM

ynbTPa3BYyKOBOrO UCCNEN0BAHUS 3 000
06/3 Onepayuu
060377 |[A16.06.002.002 |[3kcTMpnaumsa NnMMdaTUYecKnX yarnos

BokoBas numdoanccekums wen ¢ AByX CTOPOH (AOMNONHUTENBHO) 137 600
060376 |[A16.06.002.001 |[3kcTMpnaumsa NnMMdaTUYEecKnX y3rnos

BokoBas nnmdoamccekLms wen ¢ 0gHON CTOPOHbI (JOMOMHUTENBHO) 78 700
060455 [A11.30.008.001 |[BBegeHue nekapCTBEHHbIX NPenapaToB B TKaHb OMYyXOmnu

BBeneHve nekapcTBEHHbIX MPenapaToB B NMONOCTb 06pa3oBaHus LMTOBUOHON

xenesbl Noa koHTponem Y3W. OTaHonoBas cknepotepanuns y3nos

LLIMTOBUAHON Xenesbl. 7 000
060367 |[A16.22.001.007 [FemuTMpeonaaKkTomMus

C MCMOMNb30BaHMEM HeMpoMoHMTOpa 1 KaTeropnm CnoXXHoCTH 157 600




060368 |[A16.22.001.008 |lemunTMpeonaakTOMUA

C OAHOCTOPOHHEN LieHTpanbHOW NMMdaaeH3KToMMEN C NCNOMb30BaHNEM

HelpomMoHuTOpa 177 000
060382 |[A16.30.073.003 [YganeHune onyxonu MArk1x TKaHemn Len 40 000
060383 [A16.22.007.005 [Cy6ToTanbHas pe3ekuusi LWMTOBUAHOMN Xenesbl

Pesekunsa nepeluenka WMTOBUOHOW Xene3bl C UCMONb30BaHUEM

HelpomMoHuTOpa 147 400
060384 [A16.22.007.006 |[Cy6GToTanbHas pesekuusi LMTOBUAHOM XKenesbl 162 200
060369 |[A16.22.001.009 [TupeonaskTomus

¢ bunatepanbHo LeHTpanbHom NnMMdaneH3KTOMUEN C UCNOMb30BaHNEM

HelpomMoHuTOpa 197 800
060375 |[A16.22.002.007 |TupeonaskTomus

C MCMNONb30BaHMEM HENPOMOHMTOpa 167 100
060370 |[A16.22.001.010 [TupeongakTomMus

C LeHTpanbHon 1 60KoBOM NMMMaaeHIKTOMUNEN C UCMONMb30BaHNEM

HeripomMoHuMTOpa 236 000
060380 |A16.30.015 OKcTmpnaums 6OKOBbIX CBULLEN LLEN 45 000
060385 |[A16.22.003.002 [MapatupeonasKkTomms

OOHOCTOPOHSIS, K.M.H./oueHT/BeayLumin cneumanucT 157 300
060378 |A16.22.012 YaaneHvue KamMHen 13 NPOTOKOB CIIOHHbIX XXere3 45000
060379 |A16.30.014 OKCTMpnaumsa CpequHHbLIX KUCT U CBULLIEN LLEN 45 000
060381 [A16.06.002.003 |[3kcTmpnaumsa nMMdaTU4ecKmx y3rnos

OKCLUM3MOHHas bruoncusa numdaTnyeckoro yana 25000
06/4 lMpo2paMmbI u akyuu
060424 |[B01.058.001.019 [Mpwnem (ocMOTp, KOHCYNTaUUS) -9HAOKPUHOMOra NePBUYHbI

ConpoBoXaeHne 3HAOKPUHOOrOM B paMKkax nporpammbl "'CTPOMHOCTb U

3gopoBbe™ (1 mecsu), K.M.H./goUeHT/BeayLumin cneunanuct 19 000
CornacoBaHo

[MmaBHbIV Bpay




